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RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/358,580 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

10 Field Of The Invention 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
15 interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et aL, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2 f ,5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et ah, 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al., 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al, 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 
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(Elbashir et al, 200 1, EMBO J., 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing 3 '-terminal dinucleotide overhangs. Furthermore, 
5 complete substitution of one or both siRNA strands with 2'-deoxy (2'-H) or 2'-0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the 3 '-terminal siRNA 
overhang nucleotides with 2 ! -deoxy nucleotides (2'-H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
10 target RNA is defined by the 5 ? -end of the siRNA guide sequence rather than the 3'-end of 
the guide sequence (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a 5 f -phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5'-phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell, 107, 309). 

15 Studies have shown that replacing the 3'-terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide 3 '-overhangs with 
' deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO J., 20, 6877). la addition, Elbashir et al, 
supra, also report that substitution of siRNA with 2-O-methyl nucleotides completely 
abolishes RNAi activity. Li et al, International PCT Publication No. WO 00/44914, and 
Beach et al, International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et al, Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA- dependent protein kinase PKR, specifically 2 -amino or 2-O- 
methyl nucleotides, and nucleotides containing a 2'-0 or 4'-C methylene bridge. 
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However, Kreutzer et al. similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 

Parrish et al, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C. elegans using long (>25 nt) siRNA 
5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Parrish et aL reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2'-position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id. In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guano sine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al, 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et ah, 

25 International PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al., International PCT Publication No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zernicka-Goetz et aL, International PCT Publication No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammalian 
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cells using certain dsRNA molecules. Fire et aL, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et aL, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et aL, 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et aL, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et aL, 
10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
aL, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 Parrish et aL, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C elegans. Grossniklaus, International 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et aL, International PCT 
Publication No. WO 01/42443, describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et aL, International PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof. Reed et aL, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et aL, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et aL, International PCT Publication No. WO 01/72774, describe certain 
Drosophila-dvrived gene products that may be related to RNAi in Drosophila. Arndt et 
aL, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et aL, 

30 International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et aL, International PCT Publication No. WO 00/63364, and 
Satishchandran et aL, International PCT Publication No. WO 01/04313, describe certain 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al, International PCT Publication No. WO 02/38805, 
describe certain C. elegans genes identified via RNAL Kreutzer et al, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1144623 Bl describes certain 
5 methods for inhibiting gene expression using RNAL Graham et al, International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al, US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAL 



1 0 SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro - 

15 RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 

20 uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-limiting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 

25 vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 

30 acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 

10 gene. Non-limiting examples of such RNAs include messenger RNA (itlRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 

15 distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 

20 protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 

25 sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 
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toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology, hi one embodiment, the gene family comprises epidermal 
growth factor (e.g., EGFR, such as HER1, HER2, HERS, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFR1, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HIV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

3 0 target gene or a portion thereof. 

8 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA farther comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
10 wherein pyrimidine nucleotides in the sense region are 2'-0-methyl pyrimidine 
nucleotides, 2-deoxy nucleotides, and/or 2 f -deoxy-2'-fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 

15 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5-end, the 3 -end, or both of the 5 f and 3' ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2 ! -deoxy- purine 

30 nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 

i 

10 
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internucleotide linkage at the 3' end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3' end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two 3' terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3 5 terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 

20 the endogenous mammalian target gene. In another embodiment, the 5 5 -end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFR1, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTP1B, BACE, CHK1, PKC-alpha, or EGFR), 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

In another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 

12 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 

In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases in vivo. 

15 Studies have shown that replacing the 3 '-overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et al., 2001, 

20 EMBO J., 20, 6877). hi addition, Elbashir et al, supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely abolishes RNAi activity. Li et al, 
International PCT Publication No. WO 00/44914, and Beach et al, International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2 '-amino or 2'-0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4 5 -C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 



In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate internucleotide linkages, 2 5 -0-methyl 
ribonucleotides, 2 5 -deoxy-2 ' -fluoro ribonucleotides, 2'~deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 
incorporation. These chemical modifications, when used in various siNA constructs, are 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et al, supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 
serum stability for modified siNA constructs. 

hi one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 
nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 
present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 
the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 

14 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate internucleotide linkage at the 3 '-end of said antisense region. The 
antisense region can comprise about one to about five phosphorothioate internucleotide 
linkages at the 5 '-end of said antisense region. The 3 '-terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3 '-terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The S'- 
terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 
mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 
regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified internucleotide linkage having Formula I: 

Z 

ii 

Ri X P Y R 2 

W 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
5 are optionally not all O. 

The chemically-modified internucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified internucleotide linkages having Formula I at the 3 -end, the 5 -end, or both of 
the 3' and S'-ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
(e.g., about 1, 2, 3, 4, 5, or more) chemically-modified internucleotide linkages having 
15 Formula I at the 5 -end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified internucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
internucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having internucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
3 0 having Formula II: 



16 



WO 03/074654 



PCT/US03/05028 



B 




wherein each R3 ? R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S~alkyl-SH, alkyl~S~alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocyclo alkyl, heterocycloalkaryl, amino alkyl amino , polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

15 The chemically-modified nucleotide or non-nucleotide of Formula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula II at 
the 3 -end, the 5-end, or both of the 3' and 5-ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5 f -end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3'- 
end of the sense strand, the antisense strand, or both strands. 
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In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
5 having Formula III: 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 

10 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, amino alkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 

15 aminoadenosine, 5 -methy Icy to sine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

20 The chemically-modified nucleotide or non-nucleotide of Formula III can be 

present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
III at the 3'-end, the 5-end, or both of the 3' and 5-ends of the sense strand, the antisense 

25 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 



R 
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modified nucleotide(s) or non-nucleotide(s) of Formula III at the 5 '-end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (e.g., 
about 1, 2, 3, 4 5 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 III at the 3 '-end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or III, wherein the nucleotide having Formula II or III is in an inverted 
configuration. For example, the nucleotide having Formula II or III is connected to the 
siNA construct in a 3-3', 3'-2', 2-3', or 5-5' configuration, such as at the 3-end, the 5 ! - 
10 end, or both of the 3' and 5'-ends of one or both siNA strands. 



hi one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5'- 
terminal phosphate group having Formula IV: 



15 W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, ar alkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a 5 -terminal 
20 phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5 '-terminal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
25 nucleotide 3 '-terminal nucleotide overhangs having about 1 to about 4 (e.g., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3 '-end of one or both strands. In another embodiment, 
a 5 '-terminal phosphate group having Formula IV is present on the target-complementary 
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strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I- VII. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
5 or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate internucleotide linkages. For example, in a non-limiting example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate internucleotide linkages in one siNA 
strand, hi yet another embodiment, the invention features a chemically-modified short 

10 interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate internucleotide linkages in both siNA strands. The phosphorothioate 
internucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate internucleotide 

15 linkages at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more {e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate internucleotide linkages at the 5 '-end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 

20 siNA molecule of the invention can comprise one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate internucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate internucleotide linkages in the sense strand, the 

25 antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or one or more {e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2 f -deoxy, 2 t -0-methyl, 2 , -deoxy-2 f -fluoro, and/or about one or more 
30 {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2 ? -deoxy, 2-O-methyl, 2 , ~deoxy-2'~fluoro ? and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
5 cap molecule at the 3 f -end, the 5'-end, or both of the 3 ? - and 5-ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2 ! -deoxy, 2-O-methyl and/or 2'-deoxy-2 f -fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 
10 phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3 -end, 
the 5 '-end, or both of the 3'- and S'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 2-deoxy, 

15 2-O-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3-end, 
the 5 r -end, or both of the 3 ! ~ and 5 f -ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2 T -deoxy, 2 f -0-methyl, 2'-deoxy-2 f -fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5 ! -ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2'-0-methyl and/or 2 l -deoxy-2 l -fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3- 
end, the 5-end, or both of the 3'- and 5-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 

21 



WO 03/074654 PCT/US03/05028 

4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

5 more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2 ? -deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 

5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3 f -end, the 5'-end, or both of the 3'- and 5 ? -ends of the antisense 

10 strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2'-deoxy, 2 f -Omethyl and/or 2 f -deoxy-2'-fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3 '-end, 

15 the 5'-end, or both of the 3' and 5 ! -ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 1, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 

20 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 f -end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages, 
and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2*~0-methyl, 

25 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3 5 -end, 
the 5 '-end, or both of the 3'- and 5' -ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2'-deoxy, 2'-0- 

30 methyl and/or 2'-deoxy-2 , -fluoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages and/or a 
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terminal cap molecule at the 3 -end, the 5 '-end, or both of the 3 - and 5 '-ends, being 
present in the same or different strand. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
5 more phosphorothioate internucleotide linkages in each strand of the siNA molecule. 

In another embodiment, the invention features a siNA molecule comprising 2-5 1 
internucleotide linkages. The 2'-5' internucleotide linkage(s) can be at the 3'-end, the 5 ! - 
end, or both of the 3 - and 5'-ends of one or both siNA sequence strands. In addition, the 
2-5 1 internucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every internucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2'-5 ? internucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every internucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2 f -5' internucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 (e.g., about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 {e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 

20 structure having any of Formulae I- VII. For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I- VII or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3 '-terminal nucleotide overhang, and wherein the duplex has 

25 about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 (e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae I- VII or any combination 

30 thereof. For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 (e.g., about 42, 43, 44, 45, 
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46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Formulae I-VII or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
3 '-terminal nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule in vivo can 
generate a double- stranded siNA molecule with 3 '-terminal overhangs, such as 3-terminal 
nucleotide overhangs comprising about 2 nucleotides. 

In another embodiment, a siNA molecule of the invention comprises a circular 
nucleic acid molecule, wherein the siNA is about 38 to about 70 (e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I-VII or any 
combination thereof. For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 (e.g., 
about 42, 43, 44, 45, 46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I-VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 
and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double- stranded siNA 
25 molecule with 3-terminal overhangs, such as 3 '-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1, R12, and R13 is independently H ? OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
10 about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 
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either R2, R3, R8 or R13 serve as points of attachment to the siNA molecule of the 
invention. 

In another embodiment, a siNA molecule of the invention comprises at least one 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 



wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
OCF3, OCN, O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
10 OSH, alkyl-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl- 
O-alkyl, ON02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoalkyl, O-aminoacid, O-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
amino alkylamino , polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

15 In another embodiment, the invention features a compound having Formula VII, 

wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises O and is the point 
of attachment to the 3'~end, the 5-end, or both of the 3' and 5-ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 

20 example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3 f -end, the 5-end, or both of the 3' and 5 f -ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3'-end, the 5 f -end, or both of the 3' and 5'-ends of the antisense strand, the sense strand, or 
25 both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VII can be present at the 3 '-end or the 5-end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3'-3', 3'-2', 2'-3', or 5'-5' configuration, such as at the 
3'-end, the 5'-end, or both of the 3' and 5'-ends of one or both siNA strands. 

In one embodiment, a siNA molecule of the invention comprises one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5'-end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5'- 
end, the 3 '-end, both of the 5' and 3 '-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 
deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2*-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 
deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3 '-terminal nucleotide overhang that 
are present in said sense region are 2'-deoxy nucleotides. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
5 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 l -deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 ! -deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
10 antisense region are 2 f -Omethyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2-O-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2 - 
O-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 ? -deoxy-2 f -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2 ! -fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 

20 antisense region are 2 f -Omethyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2 ! - 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3 -terminal 
nucleotide overhang that are present in said antisense region are 2'-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
25 nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 -deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2 f -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 f -deoxy-2'-fluoro pyrimidine 
30 nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2 f -deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2-deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy 
purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
5 (RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2'-deoxy-2'-fluoro pyrimidine nucleotides {e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2-fluoro pyrimidine nucleotides), and one or more 

10 2'-deoxy purine nucleotides {e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3'- 
end, the 5'-end, or both of the 3* and 5'-ends of the sense region. The sense region 
optionally further comprises a 3'-terminal overhang having about 1 to about 4 (e.g., about 

15 1, 2, 3, or 4) 2 t -deoxyribonucleotides. The antisense region comprises one or more T- 
deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2- 
deoxy-2 -fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2-deoxy-2-fluoro pyrimidine nucleotides), and one or more 2'-0~methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2 f -0-methyl purine nucleotides or 

20 alternately a plurality of purine nucleotides are 2'-0~methyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3 -end, the 5'-end, or both of the 3 f and 5-ends of the 
antisense sequence. The antisense region optionally further comprises a 3 '-terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'- 

25 deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate internucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2 ! -deoxy~ 
2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2'~deoxy-2 f ~ 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2 f - 
deoxy-2'-fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
one or more 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'~deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 T -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2'-Omethyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2'-Omethyl purine 
nucleotides). Inverted deoxy abasic modifications are optionally present at the 3 '-end, the 
5'-end, or both of the 3' and 5'-ends of the sense region. The sense region optionally 
further comprises a 3 '-terminal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2 ? -deoxyribonucleotides. A terminal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3 '-end, the 5 -end, or 
both of the 3 f and 5-ends of the antisense sequence. The antisense region optionally 
further comprises a 3 '-terminal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2'-deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide linkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 
IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 
comprises one or 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2 '-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2 ? - 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4 5 -thionucleotides, and 2'-0-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2 '-O -methyl nucleotides) and wherein the antisense region comprises 
one or more 2 ! -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
5 nucleotides are 2'~deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 ! ~deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4 5 -thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 

10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2 5 -methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-Omethyl nucleotides). Inverted deoxy abasic modifications are 

15 optionally present at the 3 f -end, the 5 f -end, or both of the 3' and S'-ends of the sense 
region. The sense region optionally further comprises a 3 '-terminal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2 , -deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3-end, the 5'-end, or both of the 3' and 5 f -ends of the antisense 

20 sequence. The antisense region optionally further comprises a 3 -terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2 T -deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate internucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer-Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0 5 4'-C-methylene-(D-ribofuranosyl) nucleotides); 2'- 
5 methoxyethoxy (MOE) nucleotides; 2'-methyl-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2 3 -deoxy-2 ' -chloro nucleotides, 2 5 -azido nucleotides, and 2 , -0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 

10 covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3- 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 

15 the 5 '-end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3 f -end and 5 '-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 

20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 

25 chemically-modified siNA molecules are described in Vargeese et ah, U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 

30 skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 
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maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 
5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 

10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 

15 a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et al, 1995, Annu. Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J. BiotechnoL, 74, 5; Sun, 2000, Curr. Opin. Mol. Ther., 2, 100; 

20 Kusser, 2000, J. BiotechnoL, 74, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistry, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, J. Am. Chem. Soc. 1991, 773:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, 773:5109; Ma et al, Nucleic Acids Res. 1993, 
27:2585 and Biochemistry 1993, 32:1751; Durand et al, Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et al, Nucleosides & Nucleotides 1991, 70:287; Jschke et al, 
Tetrahedron Lett. 1993, 34:301; Ono et al, Biochemistry 1991, 30:9914; Arnold et al, 
International Publication No. WO 89/02439; Usman et al, International Publication No. 
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WO 95/06731; Dudycz et al, International Publication No. WO 95/11910 and Ferentz 
and Verdine, Am. Chem. Soc. 1991, 773:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
• regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2 5 -OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2 5 -OH group) present in the oligonucleotide. 

20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2' -hydroxy 1 group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, II, III, IV, V, VI, or VII or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5'~terminal phosphate group. In another 
embodiment, the single stranded siNA molecule of the invention comprises a 5 ' -terminal 

34 



WO 03/074654 



PCT/US03/05028 



phosphate group and a 3'-terminal phosphate group (e.g., a 2', 3 ? -cyclic phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I- VII, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 

10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2 f -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2-deoxy-2 -fluoro pyrimidine nucleotides or alternately a plurality of 

15 pyrimidine nucleotides are 2'-deoxy-2 f -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2-O-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2 f -0~methyl purine nucleotides or alternately a 
plurality of purine nucleotides are 2'-0-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 

20 optionally present at the 3'-end, the 5'-end, or both of the 3' and 5~ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 

25 phosphate group, such as a 5 5 -terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 ? -deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2'-deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2'-deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2'-deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 
5 the 3 -end, the 5 ? -end, or both of the 3' and Spends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal 2'- 
deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 
1 0 such as a 5 ' -terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 f -deoxy-2 f -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3'-end, the 5-end, or both of the 3' and 5'-ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2'~deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 
5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3 '-end, the 5 -end, or both of the 3' and 5 '-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3 5 -end of the siNA molecule, wherein the terminal 
10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer-Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
1 0 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
15 suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived from another 

20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting", or treatment of 

30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

hi one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising contacting the organism with a siNA molecule of the 

41 



WO 03/074654 



PCT/US03/05028 



invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s) 5 post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 

20 form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, mRNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vitro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 4 N , 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4 19 ); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 

43 



WO 03/074654 



PCT/US03/05028 



molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (e.g., about 19, 20 5 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein. In another embodiment, the assay can comprise a cell culture system in which 
5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 
10 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

1 5 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
5 molecule of the invention, which can be chemically-modified, in a pharmaceutically 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 

10 preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 

15 subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) detennining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By "biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for KNAi 
acitivity. The term "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system. In another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

hi one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell, hi yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis, hi yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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111 a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

hi another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 

10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 

15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) above takes place during 

20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 

25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 

30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5 T -protecting group, 
for example, a 5'-0-dimethoxytrityl group (5 f -0-DMT) remains on the oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

10 In another embodiment, the method of synthesis of siNA molecules of the invention 

comprises the teachings of Scaringe et aL, US Patent Nos. 5,889,136; 6,008,400; and 
6,1 1 1,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
15 modifications, for example, one or more chemical modifications having any of Formulae 
I- VII or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I- VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I- VII or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
10 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 

50 



WO 03/074654 



PCT/US03/05028 



In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a mamier that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof. 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
10 against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
15 such conjugates are described in Vargeese et al, U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
10 one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
15 for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 

20 molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 

25 PCT Publication No. WO 00/44895; Zernicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al, International PCT Publication No. WO 00/44914; 

30 Allshire., 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et al, 2002, UNA, 8, 
842-850; Reinhart et al, 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, III, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 

10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 

15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 

20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 

25 target nucleic acid sequence or a portion thereof. The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 

30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a 5 '-phosphate (see for example Martinez et al., 2002, Cell, 110, 563-574 and 
Schwarz et al, 2002, Molecular Cell, 10, 537-568), or 5 ',3 '-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleotides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2- 
hydroxy (2-OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a 2- 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2-OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2' -OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 
5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level, hi a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result from siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; Jenuwein, 
10 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or "reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 
10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g., Turner 
et al, 1987, CSH Symp. Quant. Biol LII pp.123-133; Frier et al, 1986, Proc. Nat Acad. 

25 Sri. USA 83:9373-9377; Turner et al, 1987, J. Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 
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residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about 18, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). hi yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 (e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-II and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the 2' position of a (3-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
v isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinant^ produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells, hi another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an internucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate internucleotide 
linkages. 
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The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 2001, Nucleic Acids Research, 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et al, 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et al, 2002, Nature 
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Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, advance online 
publication doi:10.1038/nm725. 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table III. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule, having complementarity to a RNA molecule referred to by 
10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

hi one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table III) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid. 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 

10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 

15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3 5 -TT termini. T Vi values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2'-Omethyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2'-0-methyl and T- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 5 -terminal 

15 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
5 concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 5 -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3 ' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 
5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 
10 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
15 consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non-limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 

20 example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 

25 polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
30 substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5 - and 3'~terminal internucleotide linkages, wherein the two terminal 3'- 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2'-0-methyl or 2'-deoxy-2'-fluoro modified nucleotides except for (N N) 
5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 '-terminal glyceryl moiety and wherein the two terminal 
3 '-nucleotides are optionally complementary to the target RNA sequence, and having one 
3 '-terminal phosphorothioate internucleotide linkage and four 5 '-terminal 
10 phosphorothioate internucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2'-deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3 '-nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2'-0-methyl or 2 -deoxy-2'-fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 '-terminal glyceryl moiety and wherein, the two terminal 
20 3 '-nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2 f -deoxy-2-fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
25 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2-O-methyl or 2*-deoxy-2'- 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3'- 
30 terminal glyceryl moiety and wherein the two terminal 3 '-nucleotides are optionally 
complementary to the target RNA sequence, and having one 3 -terminal phosphorothioate 
internucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2- 

67 



WO 03/074654 



PCT/US03/05028 



deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5'- and 3 ! - terminal 
5 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy~2'~fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2-deoxy nucleotides. The 

10 antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and having one 3 '-terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'~fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-0-methyl modified 

15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 '-terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2 f -deoxy- 

25 2'-fluoro modified nucleotides and all purine nucleotides that may be present are 2 f -0- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
30 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy~2'-fluoro modified 
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nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 -terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
5 RNA sequence, and having one 3 -terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 f -deoxy-2 f -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2 f -deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18 A-F to a representative siNA sequence targeting the EGFR (HER1). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro, hi another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 
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messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
5 into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
10 that can be used, for example, to stabilize the 3 '-end of siNA sequences of the invention, 
including (1) [3-3 T ]-inverted deoxyribose; (2) deoxyribonucleotide; (3) [5'-3 ? ]-3'- 
deoxyribonucleotide; (4) [5'-3']-ribonucleotide; (5) [5 f -3']-3'-0-methyl ribonucleotide; (6) 
3'-glyceryl; (7) [S'-S^'-deoxyribonucleotide; (8) ^'-S^-deoxyribonucleotide; (9) [5'-2 f ]- 
deoxyribonucleotide; and (10) [5-3']-dideoxyribonucleotide. In addition to modified and 
15 unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I. In addition, the 2-deoxy nucleotide shown 5' 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I- VII 
20 or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFR1 RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
25 concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2'-mofications, 
30 base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 

10 nM unmodified siNA with a 3'-terminal dithymidine cap (RPI#28266/28267) or a 
corresponding inverted control (RPI#2826 8/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#30444/30445) for site 

15 2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3' -terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 

Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 0998/3 1074) was 
tested along with a chemically modified siNA construct comprising 2 ' -deoxy-2 5 -fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 5 -terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1368/3 1369), which was also compared to a matched chemistry inverted control 
(RPI#31370/31371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2 '-deoxy-2 '-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/3 1375). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 1003/3 1079) and a chemically modified siNA construct comprising 2 5 -deoxy-2 '- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 

30 (RPI#3 1302/3 1303), were compared to a matched chemistry inverted control 
(RPI#3 13 14/3 1325). hi addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
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and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction* of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3 5 -terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scraml and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
1 0 significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 

15 (RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1304/3 1305), which was also compared to a matched chemistry inverted control 

20 (RPI#31316/31317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of PTP-1B mRNA in A549 
25 cells mediated by chemically-modified siNAs that target PTP-1B mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 101 8/3 1307) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
30 strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
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(RPI#3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPI#31318/31319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of PTP-1B RNA expression. 

Figure 33 shows a non-limiting example of reduction of ERG2 mRNA in DLD1 
cells mediated by siNAs that target ERG2 mRNA. DLD1 cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated 
cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 
transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1035/31 111) was 
compared to a chemically modified siNA construct comprising 2 ' -deoxy-2 ' -fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 
strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#31310/31311), which was also compared to a matched chemistry inverted control 
(RPI#3 1322/3 1323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo; therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi" or "improved 
5 RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 
10 siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo, 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
15 transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet., 15, 358). Such protection from foreign gene expression may have evolved 
20 in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
25 from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2 f , 5-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
30 pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et al, 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 
5 silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 

10 mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 

15 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3- 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2'-deoxy or 2 T -0-methyl nucleotides abolishes RNAi activity, whereas substitution of 
3 '-terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5 -end of the siRNA guide sequence rather than the 3 -end 
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(Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have indicated that a 5'- 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utilized to maintain the 5 f -phosphate moiety on the siRNA 
(Nykanen et al, 2001, Cell, 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that 5 f -phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides {e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et al., 1992, Methods in Enzymology 211, 3-19, 

20 Thompson et al, International PCT Publication No. WO 99/54459, Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et al, 1997, Methods Mol. Bio., 74, 59, 
Brennan et al, 1998, Biotechnol Bioeng., 61, 33-45, and Brennan, U.S. Pat. No. 
6,001 ,3 1 1 . All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5 ! -end, and phosphoramidites at the 3 f -end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 p,mol scale protocol with a 2.5 min coupling step for 2 ! -0- 
methylated nucleotides and a 45 sec coupling step for 2 ! -deoxy nucleotides or 2 f -deoxy-2 ! - 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 jumol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 p,L of 0. 1 1 
M = 6.6 (Limol) of 2-O-methyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 \iL of 0.25 M = 15 (j,mol) can be used in each coupling cycle of 2 ? -0-methyl residues 
relative to polymer-bound 5-hydroxyl. A 22-fold excess (40 juL of 0.11 M = 4.4 jamol) 
5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 |uL of 0.25 M = 
10 |Limol) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5-hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 

10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and. oxidation solution is 16.9 mM I 2? 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 

15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1-dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% acj. methyl amine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant 
is then added to the first supernatant. The combined supernatants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et aL, 1987, J. Am. Chem. Soc, 
109, 7845; Scaringe et al., 1990, Nucleic Acids Res., 18, 5433; and Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et al, 1997, Methods Mol Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5'-end, and phosphoramidites at the 3'-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jumol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2 f -0-methylated nucleotides. Table 
II outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 jumol scale can be done on a 96~well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 pL of 0.11 M = 6.6 jimol) of 2'-0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 jliL of 0.25 M = 15 |4.mol) 
can be used in each coupling cycle of 2'-0-methyl residues relative to polymer-bound 5 1 - 
hydroxyl. A 66-fold excess (120 \xL of 0.11 M = 13.2 jimol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 jliL of 0.25 M = 30 ^imol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5- 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with .16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM I2, 49 mM 

pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 
20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3 : 1 : 1 , vortexed and the supernatant is then added to the first 
supernatant. The combined supernatants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 jliL of a solution of 1.5 mL N-methylpyrrolidinone, 750 jaL 
TEA and 1 mL TEA-3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1.5 M NH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt. TEA-3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
min. The sample is cooled at -20 °C and then quenched with 1 .5 M NH4HCO3. 

For purification of the trityl-on oligomers, the quenched NH4HCO3 solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
salt exchanged with 1 M NaCl and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et al, 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
above including but not limited to 96-well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et al, 1992, Science 256, 9923; Draper et al, International PCT publication No. 
WO 93/23569; Shabarova et al, 1991, Nucleic Acids Research 19, 4247; Bellon et al, 
1997, Nucleosides & Nucleotides, 16, 951; Bellon et al, 1997, Bioconjugate Chem. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2-amino, 
2'-C-allyl, 2'-fluoro, 2'-0-methyl, 2'-H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et aL, 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et aL, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
15 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et aL, International Publication No. WO 
92/07065; Perrault et aL, 1990 Nature 344, 565; Pieken et aL, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. Set 17, 334; Usman et aL, International 
Publication No. WO 93/15187; and Rossi et aL, International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et aL, U.S. Pat. No. 6,300,074; and 
Burgin et aL, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 
5 modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2-amino, 2'-C-allyl, 2-fluoro, 2 ? -0-methyl, 2 , -0- 
allyl, 2 ? -H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS. 17, 34; Usman et aL, 1994, Nucleic Acids Symp. Ser. 31, 163; Burgin et aL, 1996, 
Biochemistry, 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et aL, International Publication PCT No. 
WO 92/07065; Perrault et aL Nature, 1990, 344, 565-568; Pieken et aL Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem. Sci. , 1992, 17, 334-339; 

15 Usman et aL International Publication PCT No. WO 93/15187; Sproat, U.S. Pat. No. 
5,334,711 and Beigelman et aL, 1995, J. Biol. Chem., 270, 25702; Beigelman et aL, 
International PCT publication No. WO 97/26270; Beigelman et aL, U.S. Pat. No. 
5,716,824; Usman et aL, U.S. Pat. No. 5,627,053; Woolf et aL, International PCT 
Publication No. WO 98/13526; Thompson et aL, USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et aL, 1998, Tetrahedron Lett., 39, 1131; Eamshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu. 
Rev. Biochem., 67, 99-134; and Burlina et aL, 1997, Bioorg. Med. Chem., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oligonucleotide intemucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or 5-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these internucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

Short interfering nucleic acid (siNA) molecules having chemical modifications that 
maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid. Accordingly, the in vitro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 
within cells until translation of the target KNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et al, 1995, Nucleic Acids Res. 23, 2677; Caruthers et al, 1992, Methods 
in Enzymology 211,3-19 (incorporated by reference herein)) have expanded the ability to 
modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 
hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem. Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 
nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more (e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2', 4'-C 
methylene bicyclo nucleotide (see for example Wengel et al, International PCT 
Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 
toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 
molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sullenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 
nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 
for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotid.es, and 
chemically-modified nucleotides, such as 2'-0-methyl, 2'-fluoro, 2'-amino, 2'-0-amino, 
2'-C-allyl, 2'-0-allyl, and other 2'-modified or base modified nucleotides. The 
biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The term "biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The term "biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or phamiacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 

85 



WO 03/074654 



PCT/US03/05028 



In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
(e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 
10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5' and/or 
a 3 T - cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
15 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et aL, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the 5 '-terminus (5 '-cap) or at the 3'- 
terminal (3 -cap) or may be present on both termini. In non-limiting examples, the 5 -cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4',5'-methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4'~thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; ^/zreo-pentofuranosyl nucleotide; 
acyclic 3',4-seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, 3 '-3 '-inverted nucleotide moiety; 3-3 '-inverted abasic 
moiety; 3 '-2 '-inverted nucleotide moiety; 3 '-2' -inverted abasic moiety; 1,4-butanediol 
phosphate; 3'-phosphoramidate; hexylphosphate; aminohexyl phosphate; 3 '-phosphate; 3'- 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 



86 



WO 03/074654 



PCT/US03/05028 



In non-limiting examples, the 3 f ~cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4 ? ,5'-methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4'-thio nucleotide, carbocyclic nucleotide; 5-ainino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 
5 phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
threo~p entofur ano syl nucleotide; acyclic 3',4'-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5 -5-inverted nucleotide moiety; 5-5'- 
inverted abasic moiety; 5'-phosphoramidate; 5 f -phosphorothioate; l 5 4-butanediol 
10 phosphate; 5 f ~amino; bridging and/or non-bridging 5-phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5 -mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks a base at the 1 -position. 

20 An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, amino, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
NO2 or N(CH3)2, amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include furanyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR', where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the r position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 

25 and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et al f International PCT 
Publication No. WO 92/07065; Usman et al, International PCT Publication No. WO 

30 93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et al, 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
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limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3 -methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5 5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et al, 1996, Biochemistry, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at 1' position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
10 phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
15 Analogues: Synthesis and Properties, in Modem Synthetic Methods, VCH, 331-417, and 
Mesmaeker et al. t 1994, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the 1' position, see for example Adamic et al, U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the 1' carbon of p-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I- VII 
and/or other modifications described herein. 

In connection with 2'-modified nucleotides as described for the present invention, 
by "amino" is meant 2'-NH 2 or T-O- NH 2 , which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et al, U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et aL, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf-life, half-life in vitro, 
5 stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutically acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et aL, 1992, Trends Cell Bio., 2, 139; 
Delivejy Strategies for Antisense Oligonucleotide Therapeutics, ed. Akhtar, 1995, Maurer 
et aL, 1999, MoL Membr. Biol., 16, 129-140; Hofland and Huang, 1999, Handb. Exp. 
Pharmacol., 137, 165-192; and Lee et aL, 2000, ACS Symp. Ser., 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et aL, U.S. Pat. No. 6,395,713 

20 and Sullivan et aL, PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydro gels, cyclodextrins (see for example Gonzalez et aL, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Conry et al, 1999, Clin. Cancer Res., 5, 2330-2337 and Barry 
et al, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 
1998, Neuroscience Letters, 257, 135-138, D'Aldin et al, 1998, Mol Brain Research, 55, 
5 151-164, Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghirnikar et al, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg. 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 
10 et al, supra, Draper et al, PCT W093/23569, Beigelman et al, PCT WO99/05094, and 
Klimuk et al, PCT WO99/04819 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et al, 1998, J. 
Phamacol Exp. Ther., 285(2), 920-928; Kronenwett et al, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta., 1329(2), 345-356; Ma and Wei, 1996, 

20 Leuk Res., 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 

25 oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered {e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
30 buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 

91 



WO 03/074654 



PCT/US03/05028 



tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutically acceptable formulations of the 
5 compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid. 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell {i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 

25 localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 

30 such as cells producing excess MDR. 
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By "pharmaceutically acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
5 the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillement, 1999, Fundam. Clin. 
Pharmacol., 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et al, 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 

10 nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms (Prog 
Neuropsychopharmacol Biol Psychiatry, 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et al, 1998, J. Pharm. Set, 87, 1308-1315; Tyler et 

15 al, 1999, FEBS Lett, 421, 280-284; Pardridge et al, 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv. Drug Delivery Rev., 15, 73-107; Aldrian-Herrada et al, 1998, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et al, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 

20 liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pharm. Bull 1995, 

25 43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al, Science 1995, 267, 1275-1276; Oku et al, 1995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 

30 liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol 
Chem. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al, International PCT Publication No. WO 96/10390; Holland et al, 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 
10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of j^-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
15 occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
20 Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 

25 adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular {e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 

30 association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
5 known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 

10 These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, corn starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 

15 techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 

25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 

30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanedioL Among the acceptable vehicles and solvents that can be employed are water, 
Ringer's solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
suppositories, e.g., for rectal administration of the drag. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 

10 the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, Biol Ghent, 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). hi another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 

15 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J. Biol Chem., 257, 939-945). Lee and Lee, 1987, 
Glycoconjugate J., 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 

20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, J. Med. Chem., 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 

25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 

30 2001; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl. Acad. Set, USA 83, 399; Scanlon et at, 

1991, Proc. Natl. Acad. Sci. USA, 88, 10591-5; Kashani-Sabet et al, 1992, Antisense Res. 
Dev., 2, 3-15; Dropulic et al, 1992, J. Virol, 66, 1432-41; Weerasinghe et al, 1991, J. 
Virol, 65, 5531-4; Ojwang et al, 1992, Proc. Natl. Acad. Sci. USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20,4581-9; Sarver et al, 1990 Science, 247, 1222-1225; 
Thompson et al, 1995, Nucleic Acids Res., 23, 2259; Good et al, 1997, Gene TJierapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1992, Nucleic Acids Symp. Ser., 27, 15-6; Tairaera/., 1991, Nucleic Acids Res., 19, 5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol. 
Chem., 269, 25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 
to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol IE based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 
transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture et al, 1996, TIG., 12, 510). 



99 



WO 03/074654 



PCT/US03/05028 



In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et aL, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et aL, 2002, Nature Biotechnology, 19, 500; and Novina et al. y 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region {e.g., eukaryotic pol I, II or III initiation region); b) a 
transcription termination region (e.g., eukaryotic pol I, II or III termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5' side or the 3'-side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase III 
(pol III). Transcripts from pol II or pol III promoters are expressed at high levels in all 
cells; the levels of a given pol II promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. Natl Acad. Set USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et aL, 1993, Methods Enzymol, 217,47-66; Zhou et aL, 1990, Mol 
Cell. BioL, 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 Sabetetfa/., 1992, Antisense Res. Dev., 2,3-15; Ojwang et aL, 1992, Proc. Natl. Acad. 
Sci. USA, 89, 10802-6; Chen et aL, 1992, Nucleic Acids Res., 20, 4581-9; Yu et aL, 
1993, Proc. Natl. Acad. Sci. USA, 90, 6340-4; L'Huillier et aL, 1992, EMBO J., 11, 
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4411-8; Lisziewicz et al, 1993 5 Proc. Natl. Acad. Sci. U. S. A, 90, 8000-4; Thompson et 
al, 1995, Nucleic Acids Res., 23, 2259; Sullenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al, supra; Couture and Stinchcomb, 1996, supra; Noonberg et al, 199 >4, 
Nucleic Acid Res., 22, 2830; Noonberg et al, U.S. Pat. No. 5,624,803; Good et al, 1997, 
Gene Titer., 4, 45; Beigelman et al, International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
10 introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
15 acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The. expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3 T -end of the open reading frame and wherein the sequence is 

25 operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription termination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3 '-end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
10 and activity of nucleic acids of the instant invention. 

Example 1 : Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the 5 -terminal dimethoxytrityl (5-O-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5-O-DMT group while the complementary 
strand comprises a terminal 5'-hydroxyl. The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a CI 8 cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIP A) and/or DMAP in the presence of an activator reagent such 
as BromotripyrrolidinophosphoniuiiJiexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5-O-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or 1.5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters CI 8 SepPak lg cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 CV of 1% aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV 1M NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 

Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex form). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2[iM siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, lmin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

15 Internal labeling was performed via kinase reactions with polynucleotide kinase 

(PNK) and 32 P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3 ? side. Ligation of the remaining 8-mer fragments with T4 RNA 
ligase resulted in the full length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 

20 5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 

25 an siNA construct having all ribonucleotides except a 3 '-terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identification of potential siNA target sites in any RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 
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the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

15 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, Mac Vector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homo log. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 

105 



WO 03/074654 



PCT/US03/05028 



list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
15 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker, internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3 f -end of the 
sequence, and/or AA on the 5 ? -end of the sequence (to yield 3' UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
5 nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3* temiinal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5: RNAi activity of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerful tool for gene 
regulation. AU-ribose siNA duplexes activate the RNAi pathway but have limited utility 
30 as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2'-<9-methyl nucleotides, or 2'-fluoro (F) 
5 nucleotides in one or both siNA strands and various 3 '-end stabilization chemistries, 
including 3 '-glyceryl, 3 '-inverted abasic, 3 '-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
10 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
1 5 were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 

20 was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 

25 expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPI# in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 

30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3 '-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3 '-terminus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 construct contains 5 terminal 3' -phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 
10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-0-methyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the 3 5 -terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3 5 end 
and a single phosphorothioate is present at the 5' end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
30 every position except the 3 '-terminus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3'-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
construct consisting of all ribonucleotides at every position except the 3 '-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an KNAi activity screen of chemically modifed 
siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (hiv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the Figure, the 3 '-terminal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct. It should be noted that RPI 30433/30430 is a 
siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
5 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

10 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 

15 inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 5 -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
5 lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

1 5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activity titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate internucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

5 siNA target sites were chosen by analyzing sequences of the target RNA and 

optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 

10 each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 

15 duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 

20 delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 

25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 

30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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Example 8: Chemical Synthesis and Purification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 
5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 
10 Usman et al, US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et al, US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of S'-O- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, 3'-0-2-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2~isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2'-Oorthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing 2' chemistries can require different 
protecting groups, for example 2 ? ~deoxy-2'-amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et aL, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5'-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5 '-O -protecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide, 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et al., US 5,831,071, US 6,353,098, US 6,437,117, and Bellon et al., 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'~deoxy~2'~fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2 ' -deoxy-2 ' - fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35°C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al, 1999, Genes and Development, 13, 3191-3197 and Zamore et al, 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifuged and the supernatant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 um GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
10 100 mM. The reactions are pre-assembled on ice and preincubated at 25° C for 10 
minutes before adding RNA, then incubated at 25° C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1.25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in vitro 

transcription in the presence of [alpha- 32 p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without further purification. Optionally, 
target RNA is 5'-32p_ en d labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 

20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 

cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PCR monitoring of amplification (eg. , ABI 7700 Taqman®). A 

10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 

15 addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at 1x10^ cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic lipid (e.g., final concentration 2jLLg/ml) are complexed in 
20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 

indicated. For initial optimization experiments, cells are seeded, for example, at lxl 0^ in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6 -well dishes 
25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcvcler quantification of mRNA 

Total RNA is prepared from cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5'-end and the quencher dye TAMRA conjugated to the 3 '-end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 jul reactions consisting of 10 \il total RNA, 100 nM forward 
5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PCR reaction buffer (PE- 
Applied Biosystems), 5.5 mM MgCl 2 , 300 \xM each dATP, dCTP, dGTP, and dTTP, 10U 
RNase Inhibitor (Promega), 1.25U AmpliTaq Gold (PE- Applied Biosystems) and 10U M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 

10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to 6-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PCR product can be measured in glass capillary tubes 

15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). Protein 

20 extracts from supernatants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 

25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Example 11: Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 
5 a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFR1, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 

10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et al, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 

15 delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et al, 1995 Proc. Natl 
Acad. Set USA. 92: 905-909; ShweMetal, 1992 J. Clin. Invest. 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel formation following corneal injury (Burger et al, 1985 Cornea 4: 35-41; 
Lepri, et al, 1994 J. Ocular Pharmacol 10: 273-280; Ormerod et al, 1990 Am. J. 
Pathol 137: 1243-1252) or intracorneal growth factor implant (Grant et al, 1993 
Diabetologia 36: 282-291; Pandey et al 1995 supra; Zieche et al, 1992 Lab. Invest. 
67: 711-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
25 al, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et al, 1993 Clin. Invest. 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et al, 
1994 Cell 79: 315-328; Senger et al, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi et al, 1994 Cancer Res. 54: 4233-4237; Kim et al, 1993 supra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et al, 1995 Proc. Natl 
Acad. Set USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai burn, endotoxin). The corneal model would utilize the intrastromal 
5 corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself. This 
avascular cornea as well as the Matrigel model provide for low background assays. 
10 While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al., supra) is a non-tissue model which utilizes 
Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 

15 form prior to injection. Upon subcutaneous administration at body temperature, the 
Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 
or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 
Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VIII antigen) immunohistochemistry, Trichrome-Masson stain, or 

20 hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 
however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 
are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 

25 problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
30 16 melanoma models involve subcutaneous implantation of approximately 10 6 tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly /.v.. hi 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 
5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 
10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
20 {i.e. target RNA reduction). 

In utilizing these models to assess siNA activity, VEGFR1, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFR1, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PGR. siNA molecules that block VEGFR1, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFR1, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angio genesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFR1 in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et ah, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

30 jaM VEGF which is implanted within the cornea's stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

1 5 production of VEGF receptors using simultaneous administration of anti- VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 \\M in 82 mM Tris-Cl, pH 6.9 

siNA, 1.67 |xG/|liL, SITE 2340 (SEQ ED NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 fiG/nL, INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 

25 siNA 1.67 jig/^L, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 
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Husbandry 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table III. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H2O at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20jLig/eye treatment, 6 |iLs of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared from 
0.45 |um pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 jliL of 75 j^M VEGF in 82 mM Tris HC1 (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgery 
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The rat corneal model used in this study was a modified from Koch et al Supra 
and Pandey et al, supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 Jim OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue 1 mm away from the edge of 

10 the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 |uL/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until the animal began to recover gross motor 
activity. Following treatment, animals were warmed on a heating pad at 37°C. 

Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

30 Statistics 
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After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Rramer (all other group mean comparisons) at 
5 alpha = 0.05. Statistical analyses were performed using JMP v.3.1.6 (SAS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFR1 site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFR1 site 4229 active siNA comprising a sense strand having 

10 2'-deoxy-2'-fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3 ' -phosphorothioate 
internucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

1 5 capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR fHERl") RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HER1) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 fil/well, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 |Lil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 |ul1. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared from each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target mRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 

Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#30988/31064) was compared to a 
5 chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1300/3 1301), 
which was also compared to a matched chemistry inverted control (RPI#3 1312/3 1313). 
10 In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Example 14: RNAi mediated inhibition of PKC-alpha RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-well plates at 5,000-7,500 cells/well, 100 [il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 

20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 p,l/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 pi Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 

25 prepared from each well of treated cells. The supernatants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 

30 data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
5 generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2 ' -deoxy-2 ' -fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5 5 and 3 '-terminal inverted deoxyabasic caps and the antisense strand 

10 comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 

1 5 (transfection control) . 

Example 15: RNAi mediated inhibition of Myc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 pl/well, such that at the time of 

20 transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 

30 polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scram 1 and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 16: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 jul/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jal/well and 

15 incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supernatants with the 

20 transfection mixtures are first removed and discarded, then the cells are lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2 ? -deoxy-2 5 -fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3 '-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate internucleotide linkage (RPI#3 1368/3 1369), which was also 
compared to a matched chemistry inverted control (RPI#3 1370/3 1371) and a chemically 
modified siNA construct comprising 2'~deoxy-2 ? -fluoro pyrimidine and 2'-deoxy-2'- 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 
5 5' and 3 5 -terminal inverted deoxyabasic caps and the antisense strand comprises a3'- 
terminal phosphorothioate internucleotide linkage (RPI#3 1372/3 1373) which was also 
compared to a matched chemistry inverted control (RPI#3 1374/3 1375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 pl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 |il/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1003/3 1079) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5 5 
and 3 '-terminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1302/3 1303), were compared 
to a matched chemistry inverted control (RPI#3 13 14/3 1325). In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
(transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of B ACE RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing B ACE RNA expression 
in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 )il/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
siNA concentration of 25 nM in a volume of 150 jil. Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared from each 
well of treated cells. The supernatants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

In a non-limiting example, siNA constructs were screened for activity (see Figure 
30) and compared to untreated cells, scrambled siNA control constructs (Scraml and 



130 



WO 03/074654 PCT/US03/05028 

Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 19: RNAi m ediated inhibition of cvclin Dl RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1300/3 130), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: RNAi m ediated inhibition of PTP-1B RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PTP-1B RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 101 8/3 1094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1306/3 1307), 
which was also compared to a matched chemistry inverted control (RPI#31318/31319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-1B RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 21 : RNAi mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
in, for example in DLD1 cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supernatants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 

In a non-limiting example, siNA constructs were screened for activity (see Figure 
33) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 5 -terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 5 -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 5 -terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

15 Example 22: RNAi mediated inhibition of PCNA RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 

20 with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 (il/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 |jlL Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 

25 24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 

30 standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#31035/31111) was assayed along 
with a chemically modified siNA construct comprising 2 ' -deoxy-2 5 -fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage (RPI#31310/31311), 
which was also compared to a matched chemistry inverted control (RPI#3 1322/3 1323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2) ? and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D50483.1, L38318 and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF100308.1), Human Immunodeficiency Virus type 1 
(HIV-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NC_001563), cytomegalovirus (CMV for example 
GenBank Accession No. NQ_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NC_001781), influenza virus (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, M16248, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 
5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5 '-Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 
10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 

15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 

20 No. XM_067723, VEGFr-2 for example GenBank Accession No. AF063658), HER1, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM_005228, 
NM_004448, NM_001982, and NM_005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 

25 NM_005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM_0 15620), RAS (for example GenBank Accession 
No. NM_004283), RAF (for example GenBank Accession No. XM_033884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NMJ303219), CLCA1 (for example GenBank Accession No. NM_001285) , 

30 phospholamban (for example GenBank Accession No. NM_002667), PTP1B (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table III. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules {i.e., those that cleave 

137 



WO 03/074654 



PCT/US03/05028 



only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules {i.e., those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 
5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 

10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
of mRNA whose protein product is implicated in the development of the phenotype (i.e., 

15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 
disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of, and "consisting of f may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 
or portions thereof, but it is recognized that various modifications are possible within the 
scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 
the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table II 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2'-0-methyI 


Wait Time*RNA 


Phosphoramidites 


6.5 


163 uL 


45 sec 


2.5 min 


7.5 min 


S-Ethyl Tetrazole 


23.8 


238 pL 


45 sec 


2.5 min 


7.5 min 


Acetic Anhydride 


100 


233 uL 


5 sec 


5 sec 


5 sec 


A/-Methyl 
Imidazole 


186 


233 pL 


5 sec 


5 sec 


5 sec 


TCA 


176 


2.3 mL 


21 sec 


21 sec 


21 sec 


Iodine 


11.2 


1.7 mL 


45 sec 


45 sec 


45 sec 


Beaucage 


12.9 


645 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


6.67 mL 


NA 


NA 


NA 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2'-0-methyl 


Wait Time*RNA 


Phosphoramidites 


15 


31 uL 


45 sec 


233 sec 


465 sec 


S-Ethyl Tetrazole 


38.7 


31 pL 


45 sec 


233 min 


465 sec 


Acetic Anhydride 


655 


124 pL 


5 sec 


5 sec 


5 sec 


/V-Methyl 
Imidazole 


1245 


124 pL 


5 sec 


5 sec 


5 sec 


TCA 


700 


732 pL 


10 sec 


10 sec 


10 sec 


Iodine 


20.6 


244 pL 


15 sec 


15 sec 


15 sec 


Beaucage 


7.7 


232 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


2.64 mL 


NA 


NA 


NA 



Reagent 



Phosphoramidites 



S-Ethyl Tetrazole 



Acetic Anhydride 

A/-Methyl 
Imidazole 



Equivalents:DNA/ 
2 , -0-methyI/Ribo 



22/33/66 



70/105/210 



C. 0.2 jimol Synthesis Cycle 96 well Instrument 



Amount: DNA/2'-0- 
methyl/Ribo 



40/60/120 pL 



265/265/265 
502/502/502 



40/60/120 pL 



50/50/50 pL 



Wait Time* DNA 



60 sec 



60 sec 



10 sec 



Wait Time* 2'-0- 
methyl 



180 sec 



180 min 



10 sec 



Wait Time* Ribo 



360sec 



360 sec 



10 sec 



50/50/50 pL 



10 sec 



10 sec 



10 sec 



TCA 



238/475/475 



250/500/500 pL 



15 sec 



Iodine 



15 sec 



6.8/6.8/6.8 



80/80/80 pL 



15 sec 



30 sec 



Beaucage 



34/51/51 



30 sec 



80/120/120 



30 sec 



Acetonitrile 



NA 



1150/1150/1150 pL 



1 00 sec 



NA 



200 sec 



200 sec 



NA 



NA 



Wait time does not include contact time during delivery. 
Tandem synthesis utilizes double coupling of linker molecule 
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Table III 



Group 


Solution on 
Filter (1.0 
uL) 


Stock VEGF 
concentration 


Number 
Animals 


Injectate 
(6.0 uL) 


Dose 


Cone, 
injectate 


1 


Tris-Cl pH 
6.9 


NA 


5 


water 


NA 


NA 


2 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 ug/uL 


5 


water 


NA 


NA 


3 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 |Lig/uL 


5 


Site 2340 
Stabl 
siRNA 


10 

MO*/ PVP 


1.67 

no* / 1 iT 

M^g/ M- 1 - 


4 


R&D Systems 
VEGF-carrier 
free 
75 |nM 


3.53 jug/ jj.L 


5 


Site 2340 
Stabl 
siRNA 


3 

1 1 rr / p^rp 
H-g/ 


0.5 

M-g/ 


5 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 ug/ uL 


5 


Site 2340 
Stabl 
siRNA 


1 

UP*/ PVP 


0.167 

no* / 1 iT 

M-g/ 


6 


R&D Systems 
VEGF-carrier 
free 
75jaM 


3.53 jag/nL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


10 

MP* / PVP 

n-g/ e 


1.67 

tier / 1 iT 

M-g/ 


7 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 |ag/|iL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


3 

lug/eye 


0.5 
lip:/ uL 


8 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 ug/uL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


1 

Hg/eye 


0.167 
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Table IV 

Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



^ueiiiisiry 


pyrimidine 


Purine 


cap 


p=S 


Strand 


"Stab 1" 
i3 lau A 


xvl DO 


Ribo 




5 at 5 '-end 
1 at 3 '-end 


S/AS 


"Stub 


rvlDO 


Ribo 




All 
linkages 


Usually AS 




-iiuoro 


Ribo 




4 at 5 '-end 
4 at 3 '-end 


Usually S 


"Stab 4" 


9'-fInr*m 

>c -xiuoro 


KlDO 


5 and 3 - 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 6" 


2'-OMethyl 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 7" 


2 5 -fluoro 


2'-deoxy 


5' and 3'- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2'-0- 
Methyl 




1 at 3 '-end 


Usually AS 


"Stab 9" 


Ribo 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 10" 


Ribo 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 11" 


2'-fluoro 


2'~deoxy 




1 at 3 '-end 


Usually AS 


CAP = any terminal cap, see for example Figure 10. 





All Stab 1-11 chemistries can comprise 3 '-terminal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 



S = sense strand 

AS = antisense strand 
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Table V 



Acc# 


Description 


NM_002825 


Homo sapiens pleiotrophin (heparin binding growth factor 8, neurite growth- 
promoting factor 1) (PTN), mRNA 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


NM 033111 


Homo sapiens LOC88523 (LOC88523), mRNA 


NM_032564 


Homo sapiens diacylglycerol O-acyltransferase homolog 2 (mouse) (DGAT2), 
mRNA 


NM 032311 


Homo sapiens KIAA1649 protein (KIAA1649), mRNA 


NM 022130 


Homo sapiens golgi phosphoprotein 3 (coat-protein) (GOLPH3), mRNA 


NM 021980 


Homo sapiens optineurin (OPTN), mRNA 


NM_000660 


Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) 
(TGFB1), mRNA 


NM. 020423 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 


NM_020351 


Homo sapiens smooth muscle cell-expressed and macrophage conditioned 
medium-induced protein smag-64 (LOC57086), mRNA 


NM 019556 


Homo sapiens hypothetical protein dJ473B4 (DJ473B4), mRNA 


NM_0 18676 


Homo sapiens TMTSP for transmembrane molecule with thrombospondin 
module (LOC55901), mRNA 


NM_0 16265 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
(GIOT-3), mRNA 


NM 016531 


Homo sapiens Kruppel-like factor 3 (basic) (KLF3), mRNA 


NM 016372 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40), mRNA 


NM 016211 


Homo sapiens yeast Sec3 lp homolog (KIAA0905), mRNA 


NM_014933 


Homo sapiens yeast Sec3 lp homolog (KIAA0905), mRNA 


NM_0 14706 


Homo sapiens squamous cell carcinoma antigen recognised by T cells 3 
(SART3), mRNA 


NM 014463 


Homo sapiens Lsm3 protein (LSM3), mRNA 


NM_0 14288 


Homo sapiens integrin beta 3 binding protein (beta3-endonexin) (ITGB3BP), 
mRNA 


NM_0 13443 


Homo sapiens CMP-NeuAC:(beta)-N-acetylgalactosaminide (alpha)2,6- 
sialyltransferase member VI (VI), mRNA 


NM 012404 


Homo sapiens pp32 related 2 (PP32R2), mRNA 


NM_0 12403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


NM_006710 


Homo sapiens COP9 homolog (COP9) 5 mRNA 


NM 006117 


Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (PECI), mRNA 


NM 005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRM1) 5 mRNA 


NM_004264 


Homo sapiens SRB7 suppressor of RNA polymerase B homolog (yeast) 
(SURB7), mRNA 


NM 003714 


Homo sapiens stanniocalcin 2 (STC2), mRNA 


NM 003122 


Homo sapiens serine protease inhibitor, Kazal type 1 (SPINK 1), mRNA 


NM_003690 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent activator (PRKRA), mRNA 


NM 015526 


Homo sapiens CLIP- 170 -related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NM 021817 


Homo sapiens brain link protein- 1 (BRAL1), mRNA 


NM 016222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 003681 


Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA 
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JMM_001685 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit F6 (ATP5J), mRNA 


NM 017954 


Homo sapiens hypothetical protein FLJ20761 (FT T207611 mRNA 


NM 015626 


Homo sapiens SOCS box-contammg WD protein SWiP-1 (WSB1) mRNA 


JNM 130 /y J 


Homo sapiens regulator of G-protem signalling 3 (RGS3), mRNA 


NM 030877 


Homo sapiens chromosome 20 open reading frame 33 (C20orf33) mRNA 


NM 080830 
JNM 032329 


Homo sapiens cystatm 11 (CST11) 5 mRNA 
Homo sapiens p28 ING5 (ING5), mRNA 


NM 022917 


Homo sapiens nucleolar RNA-associated protein (Nrap) mRNA 


NM_130787 


Homo sapiens adaptor-related protein complex 2 5 alpha 1 subunit (AP2A1) 
mRNA 


NM 024744 


Homo sapiens (ALS2CR8), mRNA 


NM 018984 


Homo sapiens slingshot 1 (hSSH-1), mRNA 


NM_106552 


Homo sapiens hypothetical protein FLJ14249 similar to HS1 binding protein 3 
(FLJ14249), transcript variant 2, mRNA 


NM 022460 


Homo sapiens hypothetical protein FLJ14249 similar to HS1 binding protein 3 
(FLJ14249), transcript variant 1, mRNA 


NM 130446 


Homo sapiens kelch-like protein KLHL6 (KLHL6), mRNA 


NM 020314 


Homo sapiens esophageal cancer associated protein (MGC 16824) mRNA 


NM_130395 


Homo sapiens Werner hehcase interacting protein (WHIP), transcript variant 2 
mRNA ? 


NM_020135 


Homo sapiens Werner hehcase interacting protein (WHIP), transcript variant 1 
mRNA 


NM 130388 


Homo sapiens ankyrm repeat and SOCS box-containing 12 (ASB12) mRNA 


NM 130387 


Homo sapiens ankyrm repeat and SOCS box-containing 14 (ASB14) mRNA 


NM 007191 


Homo sapiens WNT inhibitory factor 1 (WIF1), mRNA 


NM 052950 


Homo sapiens WD40- and FYVE-domam containing protein 2 (WDF2) mRNA 


NM_025042 


Homo sapiens Williams-Beuren syndrome chromosome region 23 (WBSCR23) 
mRNA y ' 


NM_080706 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV 1 ), transcript variant 3 , mRNA 


NM_080705 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 4, mRNA 


T\ TTV /[ t\Of\'nf\A 

NM__0 80704 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 1, mRNA 


NM_0 18727 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 2, mRNA 


JNM U80o79 


Homo sapiens SOCS box containing protein RAR2A (RAR2A) mRNA 


JNM UoUo/I 


Homo sapiens ankyrm repeat and SOCS box-containing 10 (ASB10) mRNA 


TvTTV AOAC7A 

JNM UoU870 


Homo sapiens DPCR1 protein (DPCR1), mRNA 


ATA yf HOAOQ A 

JNM UoUo34 


TT -f _ — — 

Homo sapiens chromosome 20 open reading frame 152 (C20orfl52) mRNA 


JNM 080829 


Homo sapiens chromosome 20 open reading frame 175 (C20orfl75) mRNA 


ATA A AOAOIO 

JNM UoUozo 


Homo sapiens chromosome 20 open reading frame 173 (C20orfl73) mRNA 


Tv TTV K AO AO 1 A 

NM 080819 


Homo sapiens G protein-coupled receptor 78 (GPR78) mRNA 


JNM UoU/Oz 


Homo sapiens chromosome 20 open reading frame 164 fC20orfl64) mRNA 


NM_080749 


Homo sapiens chromosome 20 open reading frame 163 (C20orfl63) mRNA 


NM 080745 


Homo sapiens ring finger protein 36 (RNF36), mRNA 


NM 080738 


HomO SaDienS FT^AR-aQcnrMflt^ri 1 rlf=*£ith rlnmoin /"DT^ATD A"r\T^\ ti\ta 

ocvpi^no j^j^y-vjx-abkuoid,ieu. ucdifl uomain (J^JLJAJn^AJL)L)) mRNA 


NM 014970 


Homo sapiens kinesin-associated protein 3 (KIFAP3) mRNA 


NM 021058 
NM 021064 
NM 080491 


Homo sapiens H2B histone family, member R (H2BFR) mRNA 
Homo sapiens H2A histone family, member P (H2AFP) mRNA 
Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 1 
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mRNA 


JNM_u lzzyo 


UrttMrt conipnc- fTPP*9 occr^nidtprl b-mH-ino- nrnfpin 9 (^CtAT59^ Iran .scrint variant 2 

JnLOrQO SaulCIlS OxAJDZ^dSoULddlCtJ. UxlxU.i.xxg jjujut/in ^vjmjz,^ uano^ii^/i. vonaui 

mRNA 


XTA/T A ATI AH 

JNM_UU /z4 / 


TjrimA oa-niA-nc A "P 1 fTQmmci ciiT^iTnit binHin o" nrofpin 1 ( AP 1 CtBP 1 ^ transcrint 
Homo sapiens /\jt i gamma suuunii umuiiig, piutciii. i \r\x ivjjji x^, Lia.ixowj.xjjb 

van am 1, nirviN/\ 


XTA /f A Q A < ^ 1 


iT nrnA oo-r^i^-ne AP1 oammfl auburn t binHincr nrotein 1 fAPlGrBPl) transcrint 

rIOiTIO SapiCllo r\X 1 gdilxllld bUUUllll UlilU-lllg piuiwiu i ^.^vx xvjx->x i 7 5 uxiwwi Jt~^ 

variant j, itllxin/tl 


1NiV1_UoUDDU 


tj Am n cai-vi q AP1 rammn <2nbnn it binding nrotein 1 fAPlGBPl). transcriDt 

jLlOIIlvJ odUJLCilo z\JT JL gdlllllld oUUUILLL L/lllV-l-lllg piviviii x ^ u. iVJi-'A x /5 ^ U.11UV1 ir 

vari ant 9 mPTVJA 


rNivx \j\j\jy oz* 


TTomo ^aniens ribosomal nrotein L21 fRPL21 V mRNA 


XNXYi \J\JJ Zs 1 J 


Homo saniens serine/threonine-Drotein kinase PRP4 homolog (PRP4), mRNA 


NM 002475 


Homo sapiens myosin light chain 1 slow a (MLC1SA), mRNA 


xNlVJL UVJZ,/Z,j7 


Homo aaniena hematonoieticallv ext>ressed homeobox (HHEXi, mRNA 


TsTA/T OO^fcQ'} 
1NIV1 UUj07j 


Unmn Qnnipnc: palipin f f^CTNTl ml^NA 
XlVJlllO oa.JJiC'lio OclllWlii V^^v^-xx ^ y 5 iixx.vj.>jtx 


lNlYA U 1 / .3 3? J 


Hnmn «5ar»ien<5 ViAmolo^ of mouse BMP -2 inducible kinase (BIKE), mRNA 


"KTA/T 0^9097 


Homn «;nr»ien<3 beta -am vl oid bin din nrotein nrecursor fBBP/, mRNA 

XlUlXJAJ odJJlV'llo Ut/LCl dlll_yi\JlVX IJlllVXlllg JJX Vy 1/wJ.AJ. yivwuiovi y j hiava ii i 


NM_004051 


Homo sapiens 3-hydroxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 

miplpor n-PTip f a nr»nr.i"ncr mitop.bonrlr. al nrotein TTlRlNF A 

llU-t/lCdl t^CllC C'llL'\JvXlllg ) llll LvFWllUll^Xl lw.1 j-rX \J Lvlllj Hiivi n i. 


NM 006576 


Homo sapiens advillin (AVIL), mRNA 


JN1V1 UlJo/J 


T-J conipnc T 1 AT A -binHincr 'nrntf= k in-binf.mQ' nrotftin TABTD mRNA 
XjLOITIO odpiCUb yi^\.r\r\J\X\SS\\.V^ } ]JxULC/lll uiliU-iiig LJi \J LV-/111 ^-fxu x x j ? iiixvi^iz i. 


"VTA A A ^ C O 1 O 


■PT/^i-»-ii-\ ooniAnc Vir\mr*1r*o- r.f" -\/^^cf ml^TvJA tran^nnrf rpc^iilator ^ nVTT'R3) mRNA 

XxOlllO Sapiens nOIllUlUg Ul yCdot lliXVlN^rV LldlioLJUXt lt-gu-xciLWi ~> ^mn\jy, iiixvL^ i. 


JNJVL_UDoZ3 / 


TT^^ cQ-nipncTTln AT liVp rf»neat~r nritainin {t nrotein rtCTAA1622) transcriDt 
JtlOinO Sapiens JlI-E// - *. JL -lllvC IcpCdL-L/LIIltdllllilg LJiuitxii yx\^±jr\jr%.i.\j^^jy lxcixaijvj. j.jjL 

VdlldlJlU x 5 IIxxviNxn. 


"vta /f 0900*^0 
IN 1V1_U ZU7JO 


Homn QaTYferiQ TTF AT-like reneat-containini? nrotein (KIAA1622 j. transcri'Dt 
variant 2 5 mRNA 


TvjA/f 00/1709 


T^/^mr^ c^TviRnQ pA/rlin P9 rr~ , PT\TF9 > i tran«;crint variant 3 mRNA 

XxOlllO odpiCIlo i-ijL, N i-J^J j LldllO^l Ijy L VCtlXCXXXL ~> 5 XlJJLN^l. i. 


NM 057749 


Homo sapiens cyclin E2 (CCNE2), transcript variant 1, mRNA 


JNJVL UO / 15 J 


U/^rtT/A co-nipnc r>^7r»1iVi T?9 ^ kT^r^lNJ P9^ tran sprint variant 9 mRNA 
xT.om.0 sapiens cycim xiz ^^v^i>jj/Z,^ ? Lidiio^iipL vdiidiiL ^ 5 nuvi-Nn 


NM 002013 


Homo sapiens FK506 binding protein 3 (25kD) (FKBP3), mRNA 


JNJVL_U04 /Z4 


Urt-mi-v pnni o 7WJ A O VirM-nr»1r»rr i^i^ritrrviTi^rr a /Vi'nf : »tripborf : » nfntpin lODrA^Onbil a I 

nomo sapiens z^vv iu noinuiug, ociiiiuiiicic/iviiiclul'Iiuic/ piui^m ^j_/i vjow jyixnay 
(ZW10), mRNA 


XTA/f H^71 

jNJVi_UD / ioy 


TnjV\-Kv-»r^ oan.pnc r. r\tVi . ci 1 rli "FFpTpnti ati nn 1 vcinnbA^nbatifiic acid Cr-nrotein- 
riomo sapiens enciouiciidi u.iiiciciiiidLHJii 5 xyowj^jiitjoLyiiciLiu.i.v/ oa^hj. vj piu^m 

coupled receptor, 2 (EDG2), transcript variant 2, mRNA 


A01/101 


tTAi-nr» caniptic <^n H r%+Ti i a 1 Hi"f"Fprpntiati on lv<innb o^nbatiHio acid G-nrotein- 
xiOino sapiens encioLiiciidi u.m.ciciiLidLiiJii 5 lyo^jpiiwoLyiiaLiu-iv auiu vj piuivm 

coupled receptor, 2 CEDG2), transcript variant 1, mRNA 


"XTA/T A1 *^AQ/1 


xr,-w./~k oonipnc mif r\n\\rvnAr^ci\ -ribp«Qnma1 mm t pin Si 9 7 nVTT^PS197) nuclear ffene 
jriOiTio sapiens iniioonuntiiidi iiuooLiiiidi piuLcm lj^./ ^xvaxxj. o^./ xxu.v-'xvjci.x 5^11^ 

CnOOCUIig IlllLUOIlUIlUIldl piULCin, iixivx>z i. 


NM_033281 


Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene 
encoamg mixocnonuridi piuLcui, iiix\j.NjTa. 


TsJA/T OO^R^O 
IN JV1__UU D ojU 


TTnmn cnnipno -mitor»br\nfin' al ribA'SAmal nrAtpin S^l rivTRPS31) nuclear &ene 

pnpr»Hincr mitnpbnnHrial nrAtftin mRNA 
CllUiJLllllg, 11x1 LVjL/ii\Jiivxi idl jjx ui^nij 1 


NM 012062 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 1, mRNA 


XTA/T OOS^ZlR 
IN JV1__U UjOH-O 


Unmn canipnQ tr?m q print i nn elonj^ation factor B fSIID DolvDentide 1 ri5kD, 

plnncrin TTPPB 1 ^ mRNA 


TvTTV/T 007070 


T-Tnmn conipnQ T^l^PlP-aQq opiated nrotein TFAP48) trans crint variant 2. mRNA 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 1, mRNA 


NM 054113 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 3 (KIP3), mRNA 


NM 003726 


Homo sapiens src family associated phosphoprotein 1 (SCAP1), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXL1 1), mRNA 


NM_030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 



179 



WO 03/074654 



PCT/US03/05028 



NM 021163 


Homo sapiens RB-associated KRAB repressor (RBAK), mRNA 


NM 033632 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 1 , mRNA 


NM018315 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 2, mRNA 


NM 012168 


Homo sapiens F-box only protein 2 (FBX02) 5 mRNA 


NM 033332 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 3, mRNA 


NM_033331 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC 14B), transcript variant 2, mRNA 


NM 003671 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 1, mRNA 


NM 033307 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant delta, mRNA 


NM_033306 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant gamma, mRNA 


NM_001225 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant alpha, mRNA 


NM 002948 


Homo sapiens ribosomal protein LI 5 (RPL15), mRNA 


NM 033228 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant gamma, mRNA 


NM_033227 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant beta, mRNA 


NMJXH656 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant alpha, mRNA 


NM 021203 


Homo sapiens APMCF1 protein (APMCF1), mRNA 


NMJ)12095 


Homo sapiens adaptor-related protein complex 3, mu 1 subunit (AP3M1), 
mRNA 


NM 001025 


Homo sapiens ribosomal protein S23 (RPS23), mRNA 


NM 032989 


Homo sapiens BCL2-antagonist of cell death (BAD), transcript variant 2, mRNA 


NM 004322 


Homo sapiens BCL2-antagonist of cell death (BAD), transcript variant 1, mRNA 


NM 014326 


Homo sapiens death-associated protein kinase 2 (DAPK2), mRNA 


NM 012430 


Homo sapiens sec22 homolog (SEC22A), mRNA 


NM_031216 


Homo sapiens secl3-like protein (SEC13L), mRNA 


NM 002927 


Homo sapiens regulator of G-protein signalling 13 (RGS13), mRNA 


NM. 031274 


Homo sapiens testis expressed sequence 13 A (TEX13A), mRNA 


NM 001730 


Homo sapiens Kruppel-like factor 5 (intestinal) (KLF5), mRNA 


NM_032674 


Homo sapiens leucine rich repeat (in FLII) interacting protein 1 (LRRFIP1) 
mRNA 


NM_031361 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 2, mRNA 


NMJJ31266 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 1, mRNA 


NM_004499 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 2, mRNA 


NM 004990 


Homo sapiens methionine-tRNA synthetase (MARS), mRNA 


NMJ)31244 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 2, mRNA 


NMJU2241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 1, mRNA 


NM_006845 


Homo sapiens kinesin-like 6 (mitotic centromere-associated kinesin) (KNSL6), 
mRNA 
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NM 030920 


Homo sapiens lecuine-rich acidic protein-like protein (LANP-L), mRNA 


NM_0 16228 


Homo sapiens L-kynurenine/alpha-aminoadipate aminotransferase (KATII), 
mRNA 


NM 017951 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 000778 


Homo sapiens cytochrome P450, subfamily IV A, polypeptide 11 (CYP4A11), 
mRNA 


NM_006582 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
transcript variant 1 , mRNA 


NM_024482 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1) 5 
transcript variant 2, mRNA 


NM_024885 


Homo sapiens TAF7-like RNA polymerase II, TATA box binding protein 
(TBP)-associated factor, 50 kD (TAF7L), mRNA 


NM_005736 


Homo sapiens ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) 
(ACTR1A), mRNA 


NM 014031 


Homo sapiens VLCS-H1 protein (VLCS-Hl), mRNA 


NM_022334 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1A), 
transcript variant 2, mRNA 


NM 007036 


Homo sapiens endothelial cell-specific molecule 1 (ESM1), mRNA 


NM 006817 


Homo sapiens chromosome 12 open reading frame 8 (C12orf8), mRNA 


NM_022802 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 2, 
mRNA 


NM 001951 


Homo sapiens E2F transcription factor 5, pl30-binding (E2F5), mRNA 


NM 022142 


Homo sapiens epididymal sperm binding protein 1 (ELSPBP1), mRNA 


NM_0 12200 


Homo sapiens beta-l,3-glucuronyltransferase 3 (glucuronosyltransferase I) 
(B3GAT3), mRNA 


NM_022375 


Homo sapiens oculomedin (OCLM), mRNA 


NM_004962 


Homo sapiens growth differentiation factor 10 (GDF10), mRNA 


NM_007372 


Homo sapiens RNA helicase-related protein (RNAHP), mRNA 


NM 005613 


Homo sapiens regulator of G-protein signalling 4 (RGS4), mRNA 


NM 006083 


Homo sapiens IK cytokine, down-regulator of HLA II (IK), mRNA 


NM 012426 


Homo sapiens splicing factor 3b, subunit 3, 130kD (SF3B3), mRNA 


NM 018164 


Homo sapiens hypothetical protein FLJ10637 (FLJ10637), mRNA 


NM 006367 


Homo sapiens adenylyl cyclase-associated protein (CAP), mRNA 


NM_021106 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NMJ)21082 


Homo sapiens solute carrier family 15 (H+/peptide transporter), member 2 
(SLC15A2),mRNA 


NM 016578 


Homo sapiens HBV pX associated protein-8 (LOC51773), mRNA 


NM_006671 


Homo sapiens solute carrier family 1 (glutamate transporter), member 7 
(SLC1A7), mRNA 


NM 020650 


Homo sapiens hypothetical protein LOC57333 (LOC57333), mRNA 


NM 015990 


Homo sapiens lymphocyte activation-associated protein (LOC51088), mRNA 


NM 020905 


Homo sapiens PAN2 protein (PAN2), mRNA 


NM 020685 


Homo sapiens HT021 (HT021), mRNA 


NM 020682 


Homo sapiens Cytl9 protein (Cytl9), mRNA 


NM 020678 


Homo sapiens HT017 protein (HT017), mRNA 


NM 020669 


Homo sapiens uncharacterized gastric protein ZA52P (LOC573991 mRNA 


NM_003760 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3), 
mRNA 


NM 020412 


Homo sapiens CHMPL5 protein (CHMP1.5), mRNA 


NM_020411 


Homo sapiens XAGE-1 protein (XAGE-1), mRNA 


NM 020408 


Homo sapiens CGI-203 protein (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC571 17), mRNA 
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NM 020387 


Homo sapiens CATX-8 protein (CATX-8), mRNA 


NM 020371 


Homo sapiens cell death regulator aven (LOC57099), mRNA 


NM 020362 


Homo sapiens HT014 (HT014), mRNA 


NM 020307 


Homo sapiens cyclm L ama-6a (LOC57018), mRNA 


NM_007187 

- 


Homo sapiens WW domain binding protein 4 (formin binding protein 2D 
(WBP4),mRNA } 


NM_005644 


Homo sapiens TAF12 RNA polymerase H, TATA box binding protein (TBP)- 
associated factor, 20 kD (TAF12), mRNA 


NM 020150 


Homo sapiens SARI protein (SARI), mRNA 


NM 020167 


Homo sapiens neuromedin U receptor 2 (NMU2R), mRNA 


NM 020233 


Homo sapiens x 006 protein (MDS006), mRNA 


NM 020232 


Homo sapiens x 003 protein (MDS003), mRNA 


NM_020247 


Homo sapiens hypothetical protein, clone 

Telethon(Italy B41) Strait02270 FL 142 (LOC56997), mRNA 


NM_020213 


Homo sapiens hypothetical protein from EUROIMAGE 1977056 (LOC56965) 
mRNA 


NM 020153 


Homo sapiens hypothetical protein (LOC56912), mRNA 


NMJ320149 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog 2 
(mouse) (MEIS2), mRNA 


NMJ)20120 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 1 (UGCGL1) 
mRNA " ^ 


NM 020190 


Homo sapiens HNOEL-iso protein (HNOEL-iso), mRNA 


NM 020242 


Homo sapiens kinesm-like 7 (KNSL7), mRNA 


NM 020194 


Homo sapiens GL004 protein (GL004), mRNA 


NM 020193 


Homo sapiens GL002 protein (GL002), mRNA 


NM 020189 


Homo sapiens DC6 protein (DC6), mRNA 


NM 020188 


Homo sapiens DC 13 protein (DC 13), mRNA 


NM_020134 


Homo sapiens collapsm response mediator protein-5; CRMP3 -associated 
molecule (CRMP5), mRNA 


NM 019893 


Homo sapiens mitochondrial ceramidase (ASAH2) mRNA 


NM 019846 


Homo sapiens CC chemokine CCL28 (SCYA28), mRNA 


NM 019852 


Homo sapiens putative methyltransferase (M6A), mRNA 


NM 013338 


Homo sapiens Alg5, S. cerevisiae, homolog of (ALG5), mRNA 


NM_013341 


Homo sapiens hypothetical protein (PTD004), mRNA 


NM 013318 


Homo sapiens hypothetical protein (LQFBS-1), mRNA 


NM 013302 


Homo sapiens elongation factor-2 kinase (HSU93850), mRNA 


NM 013299 


Homo sapiens protein predicted by clone 23627 (HSU79266), mRNA 


NM_013347 


Homo sapiens replication protein A complex 34 kd subunit homolog Rpa4 
(HSU24186),mRNA 


NM 019011 


Homo sapiens TRIAD3 protein (TRIAD3), mRNA 


NM_0 18965 


Homo sapiens triggering receptor expressed on myeloid cells 2 (TREM2) 
mRNA 


NM 019043 


Homo sapiens similar to prohne-nch protein 48 (LOC54518) mRNA 


NM 019006 


Homo sapiens protein associated with PRK1 (AWP1), mRNA 


NM 019101 


Homo sapiens apohpoprotein M (G3 A), mRNA 


NM 019049 
NM 018992 
NM 019033 
NM 019045 
NM 019079 
NMJ 19073 
NMJ 14298 


Homo sapiens hypothetical protein (FLJ20054), mRNA 

Homo sapiens hypothetical protein (FLJ20040), mRNA 

xiomo sapiens nypotnetical protein (FLJ 1 1235), mRNA 

Homo sapiens similar to rabl 1-binding protein (FLJ1 1116) mRNA 

Homo sapiens hypothetical protein (FLJ10884), mRNA 

Homo sapiens hypothetical protein (FLJ10007), mRNA 

Homo sapiens qumolmate phosphonbosyltransferase (nicotinate-nucleotide 
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pyrophosphorylase (carboxylating)) (QPRT), mRNA 


NM_012413 


Homo sapiens glutaminyl-peptide cyclotransferase (glutaminyl cyclase) (QPCT), 
mRNA 


NM 018836 


Homo sapiens hypothetical protein (MOTS), mRNA 


NM_0 18643 


Homo sapiens triggering receptor expressed on myeloid cells 1 (TREM1), 
mRNA 


NM_0 18647 


Homo sapiens tumor necrosis factor receptor superfamily, member 19 
(TNFRSF19), mRNA 


NM 018664 


Homo sapiens Jun dimerization protein p21SNFT (SNFT), mRNA 


NM 018540 


Homo sapiens hypothetical protein PR0283 1 (PR0283 1), mRNA 


NM 018630 


Homo sapiens hypothetical protein PR02577 (PR02577), mRNA 


NM 018527 


Homo sapiens hypothetical protein PR02435 (PR02435), mRNA 


NM 018625 


Homo sapiens hypothetical protein PR02289 (PR02289), mRNA 


NM 018515 


Homo sapiens hypothetical protein PR02176 (PR02176), mRNA 


NM 018615 


Homo sapiens hypothetical protein PRO2032 (PRO2032), mRNA 


NM 018614 


Homo sapiens hypothetical protein PRO2012 (PRO2012), mRNA 


NM 018608 


Homo sapiens hypothetical protein PRO 1905 (PRO 1905), mRNA 


NM 018509 


Homo sapiens hypothetical protein PR01855 (PR01855), mRNA 


NM 018505 


Homo sapiens hypothetical protein PR01728 (PR01728), mRNA 


NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 


NM 018442 


Homo sapiens PC326 protein (PC326), mRNA 


NM 018698 


Homo sapiens hypothetical protein PI 5-2 (PI 5-2), mRNA 


NM_0 18466 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS03 1 (MDS03 1), mRNA 


NM_0 18465 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS030 (MDS030), mRNA 

i 12. 


NM_0 18463 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS028 (MDS028), mRNA 


NM 018650 


Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARK1), mRNA 


NM 018678 


Homo sapiens lipopolysaccharide specific response-68 protein (LSR68), mRNA 


NM_0 18695 


Homo sapiens erbb2 interacting protein (ERBB2IP), mRNA 


NM 018683 


Homo sapiens zinc finger protein 313 (ZNF313), mRNA 


NM 018660 


Homo sapiens papillomavirus regulatory factor PRF-1 (LOC55893), mRNA 


NM_0 18484 


Homo sapiens solute carrier family 22 (organic anion/cation transporter), 
member 1 1 (SLC22A1 1), mRNA 


NM_0 18445 


Homo sapiens AD-015 protein (LOC55829), mRNA 


NM 017571 


Homo sapiens hypothetical protein (LOC55580), mRNA 


NM_0 17542 


Homo sapiens KIAA1513 protein (KIAA1513), mRNA 


NM 018473 


Homo sapiens uncharacterized hypothalamus protein HT012 (HT012), mRNA 

— ■ * =U- £_ ^ 12 


NM_0 18480 


Homo sapiens uncharacterized hypothalamus protein HT007 (HT007), mRNA 


NM 017583 


Homo sapiens DIPB protein (HSA249128), mRNA 


NM 017567 


Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA 


NM_0 18487 


Homo sapiens hepatocellular carcinoma-associated antigen 112 (HCA1 12), 
mRNA 


NM 017548 


Homo sapiens hypothetical protein (H41), mRNA 


NM 017547 


Homo sapiens hypothetical protein (HI 7), mRNA 


NM_0 17966 


Homo sapiens hypothetical protein FLJ20847 (FLJ20847), mRNA 


NM 017955 


Homo sapiens hypothetical protein FLJ20764 (FLJ20764), mRNA 


NM_0 17948 


Homo sapiens hypothetical protein FLJ20736 (FLJ20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ207301 mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FLJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FLJ20718 (FLJ20718), mRNA 
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NM 017924 


Homo sapiens hypothetical protein FLJ20671 (FLJ20671), mRNA 


NM 017923 


Homo sapiens hypothetical protein FLJ20668 (FLJ20668), mRNA 


NM 017922 


Homo sapiens hypothetical protein FLJ20666 (FLJ20666), mRNA 


NM 017908 


Homo sapiens hypothetical protein FLJ20626 (FLJ20626), mRNA 


NM 017906 


Homo sapiens hypothetical protein FLJ20624 (FLJ20624), mRNA 


NM 017904 


Homo sapiens hypothetical protein FLJ20619 (FLJ20619), mRNA 


NM 017890 


Homo sapiens hypothetical protein FLJ20583 (FLJ20583), mRNA 


NM 017887 


Homo sapiens hypothetical protein FLJ20580 (FLJ20580), mRNA 


NM 017886 


Homo sapiens hypothetical protein FLJ20574 (FLJ20574), mRNA 


NM 017880 


Homo sapiens hypothetical protein FLJ20558 (FLJ20558), mRNA 


NM 017878 


Homo sapiens HRAS-like suppressor 2 (HRASLS2), mRNA 


NM 017877 


Homo sapiens hypothetical protein FLJ20555 (FLJ20555), mRNA 


NM 017875 


Homo sapiens hypothetical protein FLJ20551 (FLJ20551), mRNA 


NM 017870 


Homo sapiens hypothetical protein FLJ20539 (FLJ20539), mRNA 


NM 017867 


Homo sapiens hypothetical protein FLJ20534 (FLJ20534), mRNA 


NM 017864 


Homo sapiens hypothetical protein FLJ20530 (FLJ20530), mRNA 


NM 017857 


Homo sapiens slingshot 3 (SSH-3), mRNA 


NM 017852 


Homo sapiens NALP2 protein (NALP2), mRNA 


NM 017850 


Homo sapiens hypothetical protein FLJ20508 (FLJ20508), mRNA 


NM 017846 


Homo sapiens tRNA selenocysteine associated protein (SECP43), mRNA 


NM 017841 


Homo sapiens hypothetical protein FLJ20487 (FLJ20487), mRNA 


NM 017839 


Homo sapiens hypothetical protein FLJ20481 (FLJ20481), mRNA 


NM 017837 


Homo sapiens hypothetical protein FLJ20477 (FLJ20477), mRNA 


NM 017832 


Homo sapiens hypothetical protein FLJ20457 (FLJ20457), mRNA 


NM 017827 


Homo sapiens hypothetical protein FLJ20450 (FLJ20450), mRNA 


NMJ) 17826 


Homo sapiens hypothetical protein FLJ20449 (FLJ20449), mRNA 


NM 017823 


Homo sapiens hypothetical protein FLJ20442 (FLJ20442), mRNA 


NM_017822 


Homo sapiens hypothetical protein FLJ20436 (FLJ20436), mRNA 


NMJ 17821 


Homo sapiens hypothetical protein FLJ20435 (FLJ20435), mRNA 


NM_017815 


Homo sapiens hypothetical protein FLJ20424 (FLJ20424), mRNA 


NM 017811 


Homo sapiens hypothetical protein FLJ20419 (FLJ20419), mRNA 


NM 017810 


Homo sapiens hypothetical protein FLJ20417 (FLJ20417), mRNA 


NM 017802 


Homo sapiens hypothetical protein FLJ20397 (FLJ20397), mRNA 


NMJU7792 


Homo sapiens hypothetical protein FLJ20373 (FU20373), mRNA 


NM 017790 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 017786 


Homo sapiens hypothetical protein FLJ20366 (FLJ20366), mRNA 


NM 017785 


Homo sapiens hypothetical protein FLJ20364 (FLJ20364), mRNA 


NM 017775 


Homo sapiens hypothetical protein FLJ20343 (FLJ20343), mRNA 


NM 017774 


Homo sapiens hypothetical protein FLJ20342 (FLJ20342), mRNA 


NM 017772 


Homo sapiens hypothetical protein FLJ20337 (FLJ20337), mRNA 


NMJ317770 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-like 2 (ELOVL2), mRNA 


NM 017762 


Homo sapiens hypothetical protein FLJ20313 (FLJ20313), mRNA 


NM 017759 


Homo sapiens hypothetical protein FLJ20309 (FLJ20309), mRNA 


NMJ) 17756 


Homo sapiens hypothetical protein FLJ20306 (FLJ20306), mRNA 


NM 017753 


Homo sapiens hypothetical protein FLJ20300 (FLJ20300), mRNA 


NM 017751 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 017748 


Homo sapiens hypothetical protein FLJ20291 (FLJ20291), mRNA 


NM 017744 


Homo sapiens hypothetical protein FLJ20284 (FLJ20284) 5 mRNA 


NM 017740 


Homo sapiens hypothetical protein FLJ20279 (FLJ20279), mRNA 


NM 017738 


Homo sapiens hypothetical protein FLJ20276 CFLJ20276), mRNA 
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NM 017736 


Homo sapiens hypothetical protein FLJ20274 (FU20274), mRNA 


MM 017735 


Homo sapiens hypothetical protein FLJ20272 (FLJ20272), mRNA 


NM 017719 


Homo sapiens hypothetical protein FLJ20224 (FLJ20224), mRNA 


NM 017718 


Homo sapiens hypothetical protein FLJ20220 (FLJ20220), mRNA 


NM_017716 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 12 4- 
domains, subfamily A, member 7 (MS4A12), mRNA 


NM 017711 


Homo sapiens hypothetical protein FLJ20207 (FLJ20207), mRNA 


NM 017709 


Homo sapiens hypothetical protein FLJ20202 (FLJ20202), mRNA 


NM 017704 


Homo sapiens hypothetical protein FLJ20189 (FLJ20189), mRNA 


NM 017699 


Homo sapiens hypothetical protein FLJ20174 (FU20174), mRNA 


NM 017697 


Homo sapiens hypothetical protein FLJ20171 (FLJ20171), mRNA 


NM 017687 


Homo sapiens hypothetical protein FLJ20147 (FLJ20147), mRNA 


NM_0 17686 


Homo sapiens ganglioside induced differentiation associated protein 2 (GDAP2), 
mRNA 


NM 017678 


Homo sapiens hypothetical protein FLJ20127 (FLJ20127), mRNA 


NM 017677 


Homo sapiens hypothetical protein FLJ20126 (FLJ20126), mRNA 


NM 017676 


Homo sapiens hypothetical protein FLJ20125 (FLJ20125), mRNA 


NM 017670 


Homo sapiens hypothetical protein FLJ201 13 (FLJ201 13), mRNA 


NM 017669 


Homo sapiens hypothetical protein FLJ20105 (FLJ20105), mRNA 


NM 017665 


Homo sapiens hypothetical protein FLJ20094 (FU20094), mRNA 


NM 017659 


Homo sapiens hypothetical protein FLJ20084 (FLJ20084), mRNA 


NM 017657 


Homo sapiens hypothetical protein FLJ20080 (FLJ20080), mRNA 


NM 017645 


Homo sapiens hypothetical protein FLJ20060 (FLJ20060), mRNA 


NM 017640 


Homo sapiens hypothetical protein FLJ20048 (FLJ20048), mRNA 


NM 017637 


Homo sapiens hypothetical protein FLJ20043 (FLJ20043), mRNA 


NM_017636 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
4 (TRPM4), mRNA 


NM 017634 


Homo sapiens hypothetical protein FLJ20038 (FLJ20038), mRNA 


NM 017629 


Homo sapiens hypothetical protein FLJ20033 (FLJ20033), mRNA 


NM 017622 


Homo sapiens hypothetical protein FLJ20014 (FLJ20014), mRNA 


NM_0 17620 


Homo sapiens hypothetical protein FLJ2001 1 (FU20011), mRNA 


NM 018396 


Homo sapiens putative methyltransferase (METL), mRNA 


NM 018381 


Homo sapiens hypothetical protein FLJ1 1286 (FU1 1286), mRNA 


NM 018371 


Homo sapiens hypothetical protein FLJ1 1264 (FLJ1 1264), mRNA 


NM 018368 


Homo sapiens hypothetical protein FLJ1 1240 (FLJ1 1240), mRNA 


NM 018367 


Homo sapiens phytoceramidase, alkaline (PHCA), mRNA 


NM_0 18364 


Homo sapiens hypothetical protein FLJ1 1220 (FLJ1 1220), mRNA 


NM 018363 


Homo sapiens hypothetical protein FLJ1 1218 (FU1 1218), mRNA 


NM 018361 


Homo sapiens hypothetical protein FLJ1 1210 (FIJI 1210), mRNA 


NM 018358 


Homo sapiens hypothetical protein FLJ1 1 198 (FLJ1 1 198), mRNA 


NM 018353 


Homo sapiens hypothetical protein FLJ1 1 186 (FLJ1 1 186), mRNA 


NM 018352 


Homo sapiens hypothetical protein FLJ1 1 1 84 (FLJ1 1 1 84), mRNA 


NM. 018340 


Homo sapiens hypothetical protein FLJ1 1 151 (FLJ1 1 151), mRNA 


NM 018339 


Homo sapiens hypothetical protein FLJ1 1 149 (FIJI 1 149), mRNA 


NM 018336 


Homo sapiens hypothetical protein FLJ1 1136 (FIJI 1 136), mRNA 


NM 018333 


Homo sapiens hypothetical protein FLJ20666 (FLJ20666), mRNA 


NM 018332 


Homo sapiens hypothetical protein FLJ1 1 126 (FLJ1 1 126), mRNA 


"XTA jT ai coin 

JNJVL 018330 


Homo sapiens KIAA1598 protein (KIAA1598), mRNA 


NM 018322 


Homo sapiens hypothetical protein FLJ1 1 101 (FLJ1 1 101), mRNA 


NM 018318 


Homo sapiens hypothetical protein FIJI 1088 (FLJ1 1088), mRNA 


NM_018310 


Homo sapiens BRF2, subunit of RNA polymerase III transcription initiation 
factor, BRF1 -like (BRF2), mRNA 
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NM 018303 


Homo sapiens hypothetical protein FLJ1 1026 (FLJ11026), mRNA 


NM 018298 


Homo sapiens hypothetical protein FLJ1 1006 (FLJ1 1006), mRNA 


NM 018287 


Homo sapiens hypothetical protein FLJ10971 (FLJ10971), mRNA 


NM 018286 


Homo sapiens hypothetical protein FLJ10970 (FLJ10970), mRNA 


NM 018283 


Homo sapiens hypothetical protein FLJ10956 (FLJ10956), mRNA 


NM 018281 


Homo sapiens hypothetical protein FLJ10948 (FLJ10948), mRNA 


NM 018278 


Homo sapiens hypothetical protein FLJ10933 (FLJ10933), mRNA 


NM 018276 


Homo sapiens slingshot 3 (SSH-3), mRNA 


NM 018273 


Homo sapiens hypothetical protein FLJ10922 (FLJ10922), mRNA 


NM 018272 


Homo sapiens hypothetical protein FLJ10921 (FLJ10921), mRNA 


NM 018268 


Homo sapiens hypothetical protein FLJ10904 (FLJ10904), mRNA 


NM 018265 


Homo sapiens hypothetical protein FLJ10901 (FLJ10901), mRNA 


NM 018254 


Homo sapiens hypothetical protein FLJ10876 (FLJ10876), mRNA 


NM 018253 


Homo sapiens hypothetical protein FLJ10875 (FLJ10875), mRNA 


NM 018252 


Homo sapiens hypothetical protein FLJ10874 (FLJ10874), mRNA 


NM 018245 


Homo sapiens hypothetical protein FLJ10851 (FIJI 0851), mRNA 


NM 018241 


Homo sapiens hypothetical protein FLJ10846 (FLJ10846), mRNA 


NM 018239 


Homo sapiens hypothetical protein FLJ10751 (FLJ10751), mRNA 


NM 018230 


Homo sapiens nucleoporin 133kD (NUP133), mRNA 


NM_0 18223 


Homo sapiens checkpoint with forkhead and ring finger domains (CHFR) 
mRNA 


NM 018219 


Homo sapiens hypothetical protein FLJ10786 (FLJ10786), mRNA 


NM 018217 


Homo sapiens chromosome 20 open reading frame 31 (C20orf31), mRNA 


NM_018212 


Homo sapiens likely ortholog of mouse NPC derived proline rich protein 1 
(FLJ10773),mRNA 


NM 018211 


Homo sapiens hypothetical protein FLJ10770 (KIAA1579), mRNA 


NM 018207 


Homo sapiens hypothetical protein FLJ10759 (FLJ10759), mRNA 


NM_0 18205 


Homo sapiens hypothetical protein FLJ10751 (FLJ10751), mRNA 


NM 018192 


Homo sapiens hypothetical protein FLJ10718 (FLJ10718), mRNA 


NM 018188 


Homo sapiens hypothetical protein FLJ10709 (FLJ10709), mRNA 


NM 018187 


Homo sapiens hypothetical protein FLJ10707 (FLJ10707), mRNA 


NM 018186 


Homo sapiens hypothetical protein FLJ10706 (FLJ10706), mRNA 


NM 018184 


Homo sapiens hypothetical protein FLJ 10702 (FLJ 10702), mRNA 


NM 018179 


Homo sapiens hypothetical protein FLJ10688 (FLJ10688), mRNA 


NM_018178 


Homo sapiens hypothetical protein FLJ10687 (FLJ10687), mRNA 


NM_018169 


Homo sapiens hypothetical protein FLJ10652 (FLJ10652), mRNA 


NM 018161 


Homo sapiens hypothetical protein FLJ1063 1 (FLJ1063 1), mRNA 


NM 018159 


Homo sapiens hypothetical protein FLJ10628 (FLJ10628), mRNA 


NM 018147 


Homo sapiens hypothetical protein FLJ10582 (FLJ10582), mRNA 


NM 018142 


Homo sapiens hypothetical protein FLJ10569 (FLJ10569), mRNA 


NM 018137 


Homo sapiens protein argmine N-methyltransferase 6 (PRMT6), mRNA 


NM 018136 


Homo sapiens hypothetical protein FLJ10517 (FLJ 105 17), mRNA 


NM 018133 


Homo sapiens hypothetical protein FLJ10546 (FLJ10546), mRNA 


NM_018122 


Homo sapiens hypothetical protein FLJ10514 (FLJ10514), mRNA 


NM 018120 


Homo sapiens hypothetical protein FLJ105 1 1 (FIJI 05 1 1), mRNA 


NM 018119 


Homo sapiens hypothetical protein FLJ10509 (FLJ10509), mRNA 


NM 018116 


Homo sapiens misato (FLJ10504), mRNA 


7vTA/f A 1 Q 1 11 


Homo sapiens hypothetical protein FLJ10493 (FLJ10493), mRNA 


NM_018106 


Homo sapiens hypothetical protein FLJ10479 (FLJ10479), mRNA 


NMJH8101 


Homo sapiens hypothetical protein FLJ10468 (FLJ10468), mRNA 


NM 018100 


Homo sapiens hypothetical protein FLJ 10466 (FLJ10466), mRNA 


NM 018099 


Homo sapiens hypothetical protein FLJ10462 (FLJ10462), mRNA 
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NM 018097 


Homo sapiens hypothetical protein FLJ10460 (FLJ10460) mRNA 


TV TTV AT i~\ "f i~v i~\ 

NM 018093 


Homo sapiens hypothetical protein FLJ10439 (FLJ10439), mRNA 


NM 018092 


Homo sapiens hypothetical protein FLJ10430 (FLJ10430), mRNA 


TV TTV yT /\ -1 fT /"\ t 

NM 018091 


Homo sapiens hypothetical protein FLJ10422 (FLJ10422) mRNA 


NM 018090 


Homo sapiens hypothetical protein FLJ10420 (FLJ10420) mRNA 


"X TTV iT A1 DAn T 

NM 018087 


Homo sapiens hypothetical protein FLJ10407 (FLJ10407) mRNA 


TV TTV JT JT\ t Ci f\ O s" 

NM 018086 


Homo sapiens fidgetin (FIGN), mRNA 


TV TTV Jf f\ 1 £">/\TO 

NM 018078 


Homo sapiens hypothetical protein FLJ10378 (FLJ10378), mRNA 


TVTTV jf /A 1 f~1 /a j— 7 

NM 018076 


Homo sapiens hypothetical protein FLJ10376 (FLJ10376) mRNA 


TV TTV JT f~\ -1 f*tf\'~ll~ 

NM 018075 


Homo sapiens hypothetical protein FLJ10375 (FLJ10375), mRNA 


NM 018072 


Homo sapiens hypothetical protein FLJ10359 (FLJ10359), mRNA 


TV TTV jt r\ t o/*v^/~v 

NM 018070 


Homo sapiens hypothetical protein FLJ10355 (FLJ10355), mRNA 


NM 018060 


Homo sapiens hypothetical protein FLJ10326 (FLJ10326), mRNA 


TV TTV JT f~\ 1 n A r i< 

NM 018054 


Homo sapiens homolog of rat nadrin (RICH1), mRNA 


TV TTV It f\ -\ C\ f\ f~ f*% 

NM 018052 


Homo sapiens hypothetical protein FLJ1 03 05 (FLJ1 0305), mRNA 


NM 018051 


Homo sapiens hypothetical protein FLJ10300 (FLJ10300) mRNA 


NM 018047 


Homo sapiens hypothetical protein FLJ10290 (FLJ10290), mRNA 


NM 018043 


Homo sapiens hypothetical protein FU10261 (FIJI 0261), mRNA 


TvTTV Jf r\ -i o r\ a r\ 

NM 018040 


Homo sapiens hypothetical protein FLJ1 0252 (FLJ1 0252), mRNA 


TVTTV yT /\ "1 0/\0/~V 

NM 018039 


Homo sapiens hypothetical protein FLJ10251 (FLJ10251) mRNA 


TV TTV Jf f\ "I O AT o 

NM 018038 


Homo sapiens hypothetical protein FLJ10246 (FLJ10246) mRNA 


TV TTV If f\ 1 O /"v*> c 

NM 018035 


Homo sapiens hypothetical protein FLJ10241 (FLJ10241) mRNA 


TV TTV yT /\ "1 O /\ ^ /I 

NM 018034 


Homo sapiens hypothetical protein FLJ10233 (FLJ10233), mRNA 


NM 018033 


Homo sapiens hypothetical protein FLJ10232 (FLJ10232), mRNA 


Tv ttv /T /a 1 n r\ i~\ s~ 

NM 018026 


Homo sapiens hypothetical protein FLJ10209 (FLJ10209) mRNA 


TV TTV If (~\ "1 r"> /"\^ /~ 

NM_0 18025 


Homo sapiens hypothetical protein FLJ10206 (FLJ10206), mRNA 


TVTTV /"V 1 O r\ 1 1 

NM 0180H 


Homo sapiens hypothetical protein FLJ10154 (FLJ10154), mRNA 


NM 018009 


Homo sapiens hypothetical protein FLJ10143 (FLJ10143), mRNA 


Tv TTV Jf f\ "i n a a n 

NM 018008 


Homo sapiens hypothetical protein FLJ10142 (FLJ10142) mRNA 


Tv TTV /T A1 OA A 1 

NM 018001 


Homo sapiens hypothetical protein FLJ10120 (FIJI 0120), mRNA 


TvTTV Jf /"\ *1 HAA /I 

NM 017994 


Homo sapiens hypothetical protein FLJ10099 (FLJ10099) mRNA 


NM 017993 


Homo sapiens hypothetical protein FLJ10094 (FLJ10094) mRNA 


NM 017988 


Homo sapiens hypothetical protein FLJ10074 (FLJ10074) mRNA 


NM_0 17987 


Homo sapiens Run- and FYVE-domam containing protein (Rabip4R) mRNA 


NM 0 17976 j 


Homo sapiens hypothetical protein FLJ10038 (FLJ10038) mRNA 


NM_01S409 


Homo sapiens hypothetical protein DKFZp76 100113 (DKFZp761O01 13) 
mRNA /5 


NM 017601 


Homo sapiens hypothetical protein DKFZp761H221 (DKFZp761H221) mRNA 


NM 018713 


Homo sapiens hypothetical protein DKFZp547M236 (DKFZp547M236) mRNA 


NM_0 17606 


Homo sapiens hypothetical protein DKFZp434K1210 (DKFZp434K1210) 
mRNA 


TV TTV If f\ 1 yl/" 

NM 017546 


Homo sapiens hypothetical protein (C40), mRNA 


"X TTV If A1 O /Iff) 

NM 018458 


Homo sapiens uncharacterized bone marrow protein BM042 (BM042) mRNA 


TvTTV If f\ -1 O A C f 

NM 018456 


Homo sapiens uncharacterized bone marrow protein BM040 (BM040) mRNA 


NM 018455 


Homo sapiens uncharacterized bone marrow protein BM039 (BM039) mRNA 


NM 018453 


Homo sapiens uncharacterized bone marrow protein BM036 (BM036) mRNA 


NM 018452 


Homo sapiens chromosome 6 open reading frame 35 (C6orf35) mRNA 


NM 018489 


xxuinu bdpicns nypoinencai protein Aorii (AISH1), mRNA 


NMJ)04227 


Homo sapiens pleckstnn homology, Sec7 and coiled/coil domains 3 (PSCD3) 
mRNA Ji 


NM 007014 


Homo sapiens Nedd-4-like ubiquitin-protein ligase CWWP2) mRNA 


NM 017431 


Homo sapiens protein kinase, AMP-activated, gamma 3 non-catalytic subunit 
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fl?RKAG3~) mRNA 


NM 017426 


Homo saniens nucleonorin 54kD fNTJP541 mRNA 


NM 016950 


Homo saniens testican 3 n-TSAT1454i mRNA 


NM 017421 


Homo saniens methvltransf erase C003 (0003"! mRNA 


NM 006854 


Homo saniens TCP)PJL fTr/vs-Asn-Glu-T^eiii endonlasmic reticulum rrrofpin 
retention receptor 2 (KDELR2), mRNA 


NM 015976 


Homo sapiens sorting nexin 7 (SNX7), mRNA 


NM 016577 


Homo sapiens RAB6B, member RAS oncogene family (RAB6B), mRNA 


NM 016559 


Homo sapiens PXR2b protein (PXR2b), mRNA 


NM 016297 


Homo sapiens prenylcysteine lyase (PCL1), mRNA 


NM 0165^4 


Homo saniens B/K nrotein (XOC5 1 7601 mRNA 

X 1U111VJ L5ClJLi J.V/AXO XI/ XV pj.Ul.vllX ^X-/ V-/ V_-< »^ X / \J\J J , XXXAVX^jTX. 


NM 016507 

X > XVX \J X \J+J \J 1 


Homo saniens CT)C2-related nrotein kinase 7 fOrlcRSl mRNA 

XXU1I1VJ OCXLyXwXXo ^jA-jy^** X X CI Lv LX LJX W LV^XXX XVI X X CX O v-' / y v_^X XVXVLJ J j lliXVl lix 


NM 016446 

X 1 XVX \J X \J 1 lv 


Homo saniens NAG- , nrotein (J OP51754^ mRNA 

XXU111U OCX LJX V^XlkU J. lXxvJ LyX VJ L^XXX IXjV/vJ X / ' / 5 X X XJL VX > XX 


NM 016382 


Homo sanipn^ natural lci11pr ppII rpr.pnfYYr f(~ v D / ?4-4 > l mRNA 

XXUJUW OCIXy XV-/XXO X1CX L IXX CXX XVXXXVvX C^v^XX X ^\s\sfJ lAJL ii\ '\ ^V^-Xyili"" J j X X 1.1. VX > ±\. 


NM 016354 


XXU111U OCVIJXGXXO OUlULt vvCtllXtX Xd.XXlXXJi' X ^Ui galHv CtXllUlX LI alloUUl ICx /, llxCxxlUCI 1Z» 

(SLC21A12, mRNA 


NM 016298 


Homo saniens muscle disease-related nrotein f LOC5 1 725^ mRNA 


NM 016290 


Homo sapiens retinoid x receptor interacting protein (LOC5 1 720), mRNA 


NM 016280 


Homo sapiens carboxylesterase-related protein (LOC51716), mRNA 


NM 016229 


Homo sapiens cytochrome b5 reductase b5R.2 (LOC51700), mRNA 


NM 016213 


Homo sapiens thyroid hormone receptor interactor 4 (TRIP4), mRNA 


NM 016169 


Homo saniens sunnressor of fused homoloj? TDrosonhilai rSirFTIi mRNA 

J-AVlllV uU'J^/XVllU uLi^y L/l \_/X lUuvU 11V111V/1V/^ ^X-/l v/Ov/L/llllLi ^ ^ i^J X V_y J j lliXVL lil. 


NM 016084 


Homo sapiens RAS, dexamethasone-induced 1 (RASD1), mRNA 


NM 016077 

X 1 XVX \J X\J\J 1 1 


Homo saniens CGT-1 47 nrotein (1 DC 5 1 65 1 ^ mRNA 

XXUJ.J Xv^» OCX XwXXO V»/\JX X " / L/X \J l/V^XXX ^XjW^/ J 1 VJ J 1 1, XXJ_LVx>XX 


NM 016023 


Homo saniens CGI-77 nrotein rLOC51633^ mRNA 

XXUIJIU OUUlVllO V^VJl / / U1ULV111 \X_/W^ '«-/ X W — ^ ~J fj llJXVi^lXX 


NM 016021 


Homo saniens non-canonical ubauitin coniui?atinff enzvme 1 fNCT IR "R 1 i mRNA 

kJU^lvllO Hull vUllV/lllVCiJ. U-L/V^Ul Llll vVJllJ U-gClllllg VXlXij lllv X ^X lV_/VJXJXj 1 J , 11 JXVX " <£». 


NM 016003 


Homo saniens DK1FZP434J154 nrotein CDKFZP434J154, mRNA 

X XUlliU OCXk>'XV-'X10 X^XTVX <t_(X TJT^J X ~ jJX \J LV_/XXX ^1,/XvX Z-vJL i ~U X ™ y , XXXXVX^XJl. 


NM 015981 


Homo saniens calciiim/calmodiilin-dp'np'nHpTit nrofpin Vina^p Tr^aA/T VinaQP^ TT 

X OU-jJlVllO V>CXX^ X LXXX X/ ^LlllllV/LlUlllJ. VXV^ JJ V_'X 1UU1 X L jjl U Ivlll XVlX XtXO IV^ClXVX IVXXXCXljV^ J XX 

alpha (CAMK2A), mRNA 


NM 015949 


Homo sapiens CGI-20 protein (LOC51608), mRNA 


NM 015881 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 


NM 016619 


Homo saniens hvnothetical nrotein TLOC5 1 3 1 6 f mRNA 


NM 016598 


Homo sapiens DHHC1 nrotein (XOC51304/ mRNA 

XJ.V1UU UUJJIVllkl J— 'J-XXX^ — ' x pi U twill y X-/ \_/ v_>« X V/ T J , 11JXVL M X 


NM 016^89 

X 1 XVX \J X \J V_J ^/ 


Homo saniens M5-14 nrotein (LOC51 300". mRNA 

xxuiiiu octpiwiio xvx*y x ~ yji. \j tv^xil \J—/\~/\~/<~fl.*J\J\JJy XllXviXxv. 


NM 016588 


Homo saniens neuritin TLOC5 1 299 1 mRNA 

iiumv ijupiviiu uvuiiuii ^ J — f v^" *_v X ^ ^ S J , iiJXVl^iX 


NM 016582 


Homo saniens nentide transnorter 3 fPHT2 > > mRNA 


NM 016570 


Homo sapiens CDA14 (LOC51290), mRNA 


NM 016565 


Homo sapiens E2IG2 protein (XOC51287 f mRNA 


NM 016561 


Homo saniens anontosis regulator TLOC51283 f mRNA 


NM 016526 


Homo sapiens GS15 (LOC5 12721 mRNA 


NM 016518 


Homo sapiens pipecolic acid oxidase (PLPOX), mRNA 


NM 016495 


Homo sapiens hypothetical protein (LOC51256), mRNA 


NM 016486 


Homo sapiens hypothetical protein (LOC51249), mRNA 


NM 016477 

X 1 XT X \J x V/ I / / 


Homo sapiens forlchead box P 1 (FOXPl , mRNA 

XAVxxivy T" a vj, ivllVilU U/\_/^V X X y X V/^ VI. X y ^ llJXVx, "x 1 


NM 016465 


Homo sapiens h3/pothetical protein (LOC51238), mRNA 


NM 016456 


Homo sapiens hypothetical protein (LOC51235), mRNA 


NM 016350 


Homo sapiens ninein (GSK3B interacting protein) (MN), mRNA 

— A v o r i — v j_7 


NM 016274 


Homo sapiens CK2 interacting protein 1; HQ0024c protein (LOC51 177), mRNA 


NM 016261 


Homo sapiens delta-tubulin (LOC51 174), mRNA 


NM 016216 


Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) (DBR1), mRNA 


NM 016208 


Homo sapiens VPS28 protein (LOC51 160), mRNA 


NM 016206 


Homo sapiens colon carcinoma related protein (LOC51 159), mRNA 
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NM 016185 


Homo saniens hematological and neurological exnressed 1 (HN1 # mRNA 


NM 016181 


Homo sapiens melanoma antigen (LOC51152), mRNA 


NM 016139 


Homo saniens 16 7Kd nrotein fl\OC51 142") mRNA 


NM 016129 


Homo saniens COP9 constitutive nliotomomlioe r enic liomoloff suhunit 4 
(Arabidoosis) fCOPS4) mRNA 


NM 016122 


Homo sapiens NY-REN-58 antigen (LOC5 1 134), mRNA 


NM 016119 


Homo sapiens putative zinc finger protein NY-REN-34 antigen (LOC5 1131), 
mRNA 


NM 016103 


Homo sapiens GTP-binding protein Sara (LOC51 128), mRNA 


NM 016099 


Homo sapiens HSPC041 protein (LOC51 125), mRNA 


NM 016096 


Homo saniens HSPC038 nrotein (LOC51 123) mRNA 


NM 016037 


Homo saniens CGI-94 nrotein (TOC5 1118, mRNA 


NM 016014 


Homo sapiens CGI-67 protein (LOC5 1 104), mRNA 


NM 015997 


Homo sapiens CGI-41 protein (LOC51093), mRNA 


NM 015974 


Homo sapiens lamb da-cry stallin (LOC51084), mRNA 


NM 015973 


Homo sapiens galanin-related peptide (LOC51083), mRNA 


NM 015972 


Homo sapiens RNA polymerase 116 kDa subunit (LOC51082), mRNA 


NM 015953 


Homo sapiens eNOS interacting protein (NO SIP), mRNA 


NM 015936 


Homo sapiens CGI-04 protein (LOC51067), mRNA 


NM 015895 


Homo saniens eeminin (LOC51053i mRNA 

XXV111V lJUpiVllU gvlllllllll ^ J — t V_/ X \_/ J y IIIXVI IX X 


NM 015882 


Homo sapiens RIG-like 5-6 (LOC51048), mRNA 


NM 015853 


Homo saniens ORF CLOC5 1035^) mRNA 


NM 016080 


Homo sapiens CGI-150 protein (LOC51031), mRNA 


NM 016078 


Homo sapiens CGI-148 protein (LOC51030), mRNA 


NM 016076 


Homo sapiens CGI- 146 protein (LOC51029), mRNA 


NM 016052 


Homo sapiens CGI-115 protein (LOC51018), mRNA 


NM 016049 


Homo sapiens CGI-112 protein (LOC51016), mRNA 


NM 015940 


Homo sapiens CGI- 10 protein (LOC51004), mRNA 


NM 016505 


Homo sapiens hypothetical protein (HSPC251), mRNA 


NM 016485 


Homo sapiens hypothetical protein (HSPC228), mRNA 


NM 016472 


Homo saniens hvnothetical nrotein (HSPC210 f mRNA 

XXV111V UUL/lvllu 1AJ L/Vtliv tlVUl L/X V tVi.IX IX X h-J X 1 v lllXVi 11 1 


NM 016464 


Homo sapiens hypothetical protein (HSPC196), mRNA 


NM 016462 


Homo sapiens hypothetical protein (HSPC194), mRNA 


NM 016535 


Homo sapiens HSPC189 protein (HSPC189), mRNA 


NM 016404 


Homo sapiens hypothetical protein (HSPC152), mRNA 


NM 016403 


Homo sapiens hypothetical protein (HSPC148), mRNA 


NM 016399 


Homo sapiens hypothetical protein (HSPC132), mRNA 


NM 016395 


Homo saniens butvrate-induced transcrint 1 (HSPC121 1 mRNA 

XXVAJliv UUV1VJ.1V VVH/jr Ai*tV lllVXIXWVX tl CXliuVl l|7t X yXXL/X V_y X X J ^ IIIXVI i IX 


NM 016387 

J- 1 ATX \J X V/iJ I 


Homo saniens hvnothetical nrotein (HSPC060 1 mRNA 

X XV111V IJIXL/IVIIVJ Hj V L11V tl VU>1 L/l V IVIH ^XXUX V— ^ \J \J \J lllXVi 11 X 


NM 016101 


Homo saniens hvnothetical nrotein rFTSPC031 i mRNA 


NM 015918 

■X. "J-TX \J X w - , X \J 


Homo saniens homoloi? of veast RNase TvTRP/RNase P nrotein Pnn5 fPOPS i 

x xwxxxw ouiyxwixu xxvxxxuiug v/ x jr vtxo i> xvx 1 cxov jl yxxvx / x.vx x cxo v x i_/i LAvlXi. A VJUJ \^X wx ±j J ^ 

mRNA 


NM 016257 


Homo sapiens hippocalcin-like protein 4 (HPCAL4), mRNA 


NM 016287 


Homo sapiens HP1-BP74 (HP1-BP74), mRNA 


NM 015888 


Homo sapiens hookl protein (HOOK1), mRNA 


NM 015852 


Homo sapiens Krueppel-related zinc finger protein (H-plk), mRNA 


NM 016451 


Homo sapiens coatomer protein complex, subunit beta (COPB), mRNA 


NM 015986 


Homo sapiens cytokine receptor-like factor 3 (CRLF3), mRNA 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM 014822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 



189 



WO 03/074654 



PCT/US03/05028 



NM 014059 


Homo sapiens RGC32 protein (RGC32), mRNA 


NM 014040 


Homo sapiens PTD015 protein (PTD015), mRNA 


NM 014039 


Homo sapiens PTD012 protein (PTD012), mRNA 


NM 014111 


Homo sapiens PRO2086 protein (PRO2086), mRNA 


NM 014106 


Homo sapiens PRG1914 protein (PR01914), mRNA 


NM 014104 


Homo sapiens PRO1880 protein (PRO1880), mRNA 


NM 014100 


Homo sapiens PRO1770 protein (PRO1770), mRNA 


NM 014137 


Homo sapiens PRO0650 protein (PRO0650), mRNA 


NM 014127 


Homo sapiens PRO0456 protein (PRO0456), mRNA 


NM 014123 


Homo sapiens PRO0246 protein (PRO0246), mRNA 


NM 014114 


Homo sapiens PRO0097 protein (PRO0097), mRNA 


NM_014113 


Homo sapiens PRO0038 protein (PRO0038), mRNA 


NM 014048 


Homo sapiens KIAA1243 protein (KIAA1243), mRNA 


NM 015368 


Homo sapiens pannexin 1 (PANX1), mRNA 


NM 014910 


Homo sapiens KIAA1084 protein (KIAA1084), mRNA 


NM 014916 


Homo sapiens KIAA1079 protein (KIAA1079), mRNA 


NM 014967 


Homo sapiens KIAA1018 protein (KIAA1018), mRNA 


NM 014953 


Homo sapiens mitotic control protein dis3 homolog (KIAA1008), mRNA 


NM 014954 


Homo sapiens KIAA0985 protein (KIAA0985), mRNA 


NM 014917 


Homo sapiens netrin Gl (KIAA0976), mRNA 


NM 014930 


Homo sapiens KIAA0972 protein (KIAA0972), mRNA 


NM 014907 


Homo sapiens KIAA0967 protein (KIAA0967), mRNA 


NM 014912 


Homo sapiens KIAA0940 protein (KIAA0940), mRNA 


NM 014021 


Homo sapiens KIAA0923 protein (KIAA0923), mRNA 


NM 014899 


Homo sapiens KIAA0878 protein (KIAA0S78), mRNA 


NM 014951 


Homo sapiens KIAA0844 protein (KIAA0844), mRNA 


NM 014729 


Homo sapiens KIAA0808 gene product (KIAA0808), mRNA 


NM 014813 


Homo sapiens KIAA0806 gene product (KIAA0806), mRNA 


NM_0 14829 


Homo sapiens RNA helicase (KIAA0801), mRNA 


NM 014698 


Homo sapiens KIAA0792 gene product (KIAA0792), mRNA 


NM 014824 


Homo sapiens KIAA0769 gene product (KIAA0769), mRNA 


NM 014677 


Homo sapiens KIAA0751 gene product (KIAA0751), mRNA 


NM 014705 


Homo sapiens KIAA0716 gene product (KIAA0716), mRNA 


NM 014861 


Homo sapiens KIAA0703 gene product (KIAA0703), mRNA 


NM 014721 


Homo sapiens KIAA0680 gene product (KIAA0680), mRNA 


NM 014827 


Homo sapiens K3AA0663 gene product (KIAA0663), mRNA 


NM 014645 


Homo sapiens KIAA0635 gene product (KIAA0635), mRNA 


NM 014664 


Homo sapiens KIAA0615 gene product (KIAA0615), mRNA 


NM 014834 


Homo sapiens KIAA0563 gene product (KIAA0563), mRNA 


NM 014696 


Homo sapiens KIAA0514 gene product (KIAA0514), mRNA 


NM 014732 


Homo sapiens KIAA0513 gene product (KIAA0513), mRNA 


NM 014710 


Homo sapiens K1AA0443 gene product (KIAA0443), mRNA 


NM 014797 


Homo sapiens KIAA0441 gene product (KIAA0441), mRNA 


NM 014819 


Homo sapiens KIAA0438 gene product (KIAA0438), mRNA 


NM 015216 


Homo sapiens KIAA0433 protein (KIAA0433), mRNA 


NM 015251 


Homo sapiens KIAA0431 protein (KIAA0431), mRNA 


NM_015185 


Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (ARHGEF9), 
mRNA 


NM 014711 


Homo sapiens KIAA0419 gene product (KIAA0419), mRNA 


NM 015564 


Homo sapiens KIAA0416 protein (KIAA0416), mRNA 


NM 014778 


Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 
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NM 014659 

X > XYX U OuJ/ 


Homo saniens KIAA0377 eene nroduct (KIAA0377) mRNA 


NM 014639 

X > XYX \J X " W_/ 1/ 


Homo saniens KIAA0372 eene nroduct fKlxAAI)372'i mRNA 


NM 014786 

X- > XYX V/ X I / \J\J 


Homo saniens KIAA0337 eene nroduct CKIAA0337), mRNA 


NM 014845 


Homo sapiens KIAA0274 gene product (KIAA0274), mRNA 


NM 014745 


Homo saniens KIAA0233 eene nroduct fKIAA0233\ mRNA 


NM 014643 


Homo sapiens KIAA0222 gene product (KIAA0222), mRNA 


NM 014674 


Homo saniens KIAA0212 eene nroduct rKIAA02 1 2) mRNA 

JL JL\J XXX\J OClL/lVilu JL^JLX XX WiW X X-^ CViAV ky X VUUw V- 1 XVXl XX X w aw a ju f « lliXvl ^ X X 


NM 014720 


Hnmo ^anien^ S>fp20-re1ated seririe/fhreonine Icinase fST,TO mRNA 


NM 014761 


Homo sapiens KIAA0174 gene product (KIAA0174), mRNA 


NM 014730 

X > XVI ulT / Jv 


T-Tnmo Qa-niPTic: *K*TA A01 59 ctptip nrodnrt ^TCTA A01 52^ mRNA 


NM 014661 


Homo sapiens KIAA0140 gene product (KIAA0140), mRNA 


'NM 014777 

XNiVJ. U it / / / 


Hnmr» QaniVriQ "K"T A A0 1 33 ctptip rrrnrliirt fTCTA A 0 1 33^ mRNA 

XXUXllL/ OtxpiCllo J\xfxn.uiJJ gC<XlW IJl \J\JLLl\s L ^i\lxxxxUl JJ J 9 llXXVX N.TX. 


NM 01481 S 


Homn «3anipn<5 K1A A01 30 ctptip nrndnrt (KTA A01 30^ mRNA 


NM 014755 

X > XVX V/ X *T / «J .J 


TTnmn qatiipti^! irati<5Pt*iT»tinna1 Tpcnilfitor intprflptitio" "vvitTi trip PTTSl-iSrnmnHomfiin 2 

XXUlllv O CI yj Ivllu LX CUluvl JL Ls LX VXIX0X IvvU LllulVJi XXltvX Civ LXXlg VV X IXX IXXv X XXU U'A \JJ.AAV_/VXWXX1CXXX1 — ^ 

rTRTP-T3r2i mRNA 

l X XVXX XJ1 Z/ K XlXXNX^lxV, 


NM 014628 

XNXVX V7 JL TU// (J 


Hnmn <?ar»ipn<; crpnp nrpHipfpfi from oT)NA witli a nomnlete codine sennence 
fKIAAOHOi mRNA 


NM 014814 


Homo sapiens KIAA0107 gene product (KIAA0107), mRNA 


"MM 01475? 


PTnmo Qflrtipnc: TTTA A0 1 09 ctptip nrodnrt TTCTA A01 09 1 mRNA 

XxUlilU odlylC'Ilo J\xxxn.UlU^ gClIC VJx. WVXLiV L ^XN^XyTx.rxv-' lliXVX^J.rx. 


"NTM" 01 4780 


"HTvmn cc}r>ipTic 1<TT A A0076 crpnp rvrnrh ipf TT^TA A 0076 1 m"RlVJA 


NM 0148R? 


Homo Qnr>ipn«5 KTA A0053 ctptip nroHnrt TTCTA A0053 1 mRNA 


NM 014750 

x> XVX V/ X *"T / -J \J 


Homo <?flnipTi«j TCTA A 0008 p-pnp nrodnrt TKTA A0008^ mRNA 


NM 015684 

X > XVX U Uv (J*"T 


TTpimo ^fjnipn^i mitopVinndrial ATP ^vntiiaQp rpcnilatn'rv nomnnnpnt factor T3 

A I v - X X IX/ OUUlvXXD XXIX LW O lX_vyilVXX_ XtX-X XX X X o y XX LXXCLO^- 1 ^^LXXClLVyXj- KJ x X X VJXX V>X X L XCXw LUX X-» 

(ATPW i mRNA 

V^Xx X X VV y 5 XXiXNX^lxx 


NM 014186 


Homo sapiens HSPC166 protein (HSPC166), mRNA 


NM 014184 

X > XYX \J X~ X \J~ 


Homo saniens HSPC163 nrotein (T3SPC163 ; mRNA 

XXU111U OULfXvXXiJ XXUX > — ' X \J *J JJXUlViXX IXXUX * — s X \J — ' / 5 XXXIVX1X 1 


NM 014181 

XtXYX V/ I~l U 1 


Homo saniens HSPC159 nrotein CHSPCIS^ mRNA 

JL XV/lxI\/ O (X VJ ivllu JL X_k_JX X »-/ 1-/X V-f LVill \ JL1UJL V X ~S J ^ XJ.XXVX T X X 


NM 014179 

x^xyx wni / ^ 


Homo saniens HSPC157 nrotein (HSPC157i mRNA 

X XWXX1U OCl jJX v. XXO XXUX V_> X ^' / J^XX W LwXXX ^X±UX V>> X / y i X.XXX.VX. y J. X. 


NM 014166 


Homo saniens HSPC126 nrotein fHSPC126i mRNA 

XXvXXJlv OUUXvXXO XXUX X ^ \J UXvlVXXX IXJ.U1 > — 'XXwU;, XXXLVX IX X 


NM 014155 

X > X VX \J X ™ X 


Homo saniens HSPC063 nrotein (HSPC063 1 mRNA 

X.X\JXXX\J OCXL/XvXXO XXUX V/ \J *J UX V tvXXX \ X XL/X ^k^s\J\J*J Fj XXJXVX "(X X 


NM 014038 

X^lXVX Vy X " U J U 


Homo saniens HSPC028 nrotein (HSPC028", mRNA 

XXUXXXVX Od-LyiwllO XXUX \s\J J—i D LJX \J 1/V-/1XX ^XXUX \-^\Jjd\JJj XXXXNXlXX 


NM 014017 

X iXVX \J 1*TU X / 


Homo saniens HSPC003 nrotein (HSPC003 1 mRNA 

XXvXXXV OUpXVXXO XXUX \J \J L^X LV*XXJL I XXUX V/UV/U Fj XXXX.VX ^X X 


NM 014053 


Homo saniens FLVCR nrotein (FLVCR x mRNA 

X Xv/lllv/ uLtpiwllu JL X — J Y V /X, V. L/l v lvi.li \ X J—/ V X — Xv/j 11JULV1 il X 


NM 015400 

X ilVX \J X «_/ \J \J 


Homo saniens DKFZP5 86N072 1 nrotein fDKFZP586N0721 N ) mRNA 

XXvlllv UttL/lVllu JU-^ JLV1 * j * KJ KJJL ^% \J / ^-r X L^X V/ tvlll \ JL** JL XX A. /.I. VAX ^1 V/ / X / ^ lliXVl i X X 


NM 015583 


Homo sapiens DKFZP586M0622 protein (DKFZP586M0622), mRNA 


"MM 01 5485 

X > XYX VX X ^ *-T O 


Homo saniens DKFZP566K023 nrotein TDKFZP566K023 > f mRNA 

XXUXXXU OCXXJX.V_.XXlJ 1 /XVX e„ /X ^ \J \_*XW UX vLvXXX — '1V1 XjI JUwXvV/i--' / ^ XXX1VX ilXX 


"NM 014043 

X >XVX Wltl/tJ 


Homo saniens DKF7P56401 23 nrotein (DKF7P56401 23 i mRNA 

XXvXlXlVF OdlJXVvXXo X/Xvl Z-/X J UtwlX/J |XL W tt/lXl ^X-/X\X Z_>X JU*T\_/lAiJ ^ 5 XXXXVX N A 


NM 015387 

X X VX V/l J JO / 


Homo sanipns nrpimrilantatimi "nrrvfpin 3 fPRFT3 > i mT?NA 

X1UXXXU OCIXXXV^XXO }Jx t/XXXXLJXCXXlLCXtlv'lX kJX LwlXX -J ^X XVXjXJ y s X X XX VX ^1 XX 


"NM 014056 

X>JXVX \J l.'TV JU 


Homo saniens DKF7P564K947 nrotein (DKF7P564K247 1 mRNA 

XXUXXXW OCXLXXV^XlO X/XVX /—jX U VJ'-tXV^-.'-T / VJi. VJtV^XXX ^X/XVl Z-iX. U \J*-rXV__<*~r / y ? XXXXvX^lXx 


"KIM 01 5623 


TTnmo QatMPtic rsiitat^rp* c\Tt\r\rvTTi —Tf^T^f^^f pfintflmiTiO" "trroTpiTi rT^l^Ti"7T*S^__LTFl ^i^i^ 

XXUXXXVJ oCXLJXtlXo jJLitCXLX V C dlXXv.ji'I XXX "IvpCttl V/VXIXLCiXXXXXXg jJX\JLvvXXX ^X_^»XVX Z^X KJ'-rxJ L\J\JJ^ 

mRNA 


"NM 015582 

X^XYX l/i JJOa 


Homo saniens DK1FZP564B147 nrotein CDKFZP564B147 1 mRNA 

XXUXXXu OCL^XV'XIl? X7XVX / >X JUTXJ X " / kXX W LVvXXX ^X'XV.X £—iX, %J \J~TXJ X^ / ) 5 XXXXVX^Xx 


NM 015610 

X > XVX \J X mJ \J X V/ 


Homo saniens DKFZP434J154 nrotein CDKPZP434J1 54^ mRNA 

xxviiiu uu|^xvxxq xyxvx jC — /X r%j r_» x — ^ r uxutvxn v r_» x.-' r / ^ xxxxvxixx 


NM 01 5590 

X N XVX \J X *J *J Zr\J 


Homo saniens DKF7P434F1 735 nrotein TDKFZP434F1735 i mRNA 

XlvXXXv CiXUXvXXO J /XVX Z—iX T^JTl X 1 *J |JX U IvXXX yjL^Xs-X M—iX. ~J~X X / *J *J J j 1XJXVX>XX 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


NM 01 5396 

IN 1VX \J X J J J7 KJ 


Homo qar>ien<? T)TCF7P434A043 nrotein flDKFZP434A043 > » mRNA 

XXUXXXU OCljJXVvXXO X^XN^X Z—iX tJ'TAutJ \JL VJ tV-/lll ^X/XVX £—iX. TJ*Txiu*Tj ^ 5 XXXXVX > XV 


NM 014058 


Homo sapiens DESC1 protein (DESC1), mRNA 


NM 015680 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRJ3), mRNA 


NM_0 14580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8), mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C 3 member 8 (DNAJC8), 
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mRNA 


"NTA/T fi 1 A'X 1 3 
xNlvx UIHjIj 


TTrvmn oatnpnc email iTipmKrcin -rvrofpin 1 ^£1TVTP1 1 TTlR T\T A 
XXUllltJ odpiOllo olliclll llltXllf 1 dllC piflt<lll 1 ^OlYXX 1 11XLVX>.TX. 


NM_014229 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 

memher 1 1 fSiTCf»A11. mRNA 
nitxiiutx i i ^DLjv/un i i j s 1 1 ixvi > a 


NM" 014575 


Homo sapiens schwannomin interacting protein 1 (SCHEPl), mRNA 




xiomo sapiens low moiecuiar mass uDitju.1none-u111u.111g piuicm \y .ji\±j ) y^r-y^j, 


TvTA/T n 1 4^ Q4 


XXOIllO bapiCIlo glOW 111 llUiillUllC 111U.UU1L/1C 11 allollltXilUl CU.lt/ pifxt/ill ^VJXXXXlVXyj 

mRNA 

111XV1 > A 


NM 014775 


Pfnmn Qpmiprx; nrotein nTiosnriatasp 7 f former 1v 7A^ recnilatorv siihiinit A fPR 

XXflllf oapiCilo pit/lt/lii piif opiicixciot' \^lf i niv^i ly j ; ivguianji ouuuiiil n \^x xv 

65 1 alnha isoform CPPP2R1 A, mRNA 


NM 014497 


Homo saniens nuclear nrotein rNP220^ mRNA 


NM_014399 


Homo sapiens tetraspan NET-6 protein (NET-6), mRNA 


"isnvr 014SR9 

l>i±YX UltOOy 


Untnn ^anipn^ mptallo'nrotpa^p 1 TriilrilvsiTi familv^ HVTPI^ mRNA 

XXVJ111U oAJJlvllij lllvluUvpi Ulvd-Ov 1. \^yj±l,l. 11 jr OJLXJL Xdllllljr y ^XVXX 1 y 5 HilVLiXl 


>JM 01 AARA 

1 > IVX V-/ 1 T t O^T 


Wnmn <?ar»ipn<; mnlvT^rlpnnm fact or cjvntTie^i^ 3 nVTO(~^Sl3^ mRNA 

xxvJl JLlw oCLLyiv^iio JXHJiy u ix t*i 11x111 i/uiuu lux oj'iiLiiv^oio »j ^ivivyv^uj y ? iiuvi i jtv. 


NM 014447 


Homo sapiens arfaptin 1 (HSU52521), mRNA 


"MA/T 014^^0 
INIYI UI^jjU 


xiomo sapiens iiNJr-inQUcea piotem ^vj^jZt-i ) y nixviN-rv 


TSTA/f 014478 
IN xYx_U 1 *l H- / o 


xxomo sapiens calcitonin gciic-rcid.ieu. pcpiiuc-icocpuji uuiiipuiiciiL piuicm 
(CGRP-RCP), mRNA 


IN IVx U 1 


xxorno sapiens uone morpnogciieuL- piuicm iu ^xjivxx iuj, iiixviNrv 


XTA/T 0 1 4 A7 A 
IN IV1_U 1 1 H 


xiomo bapienb acici bpiiiiigoiiiyciiiicibc-iiivc pinjopiiuu^icotciti&c ^^-xoivix-fjjj^, 
mRNA 


INIVX Ul^'toU 


xiomo bapiciio Z.1HU xnigci piutcni ^jtnjtuz^uj^i iiuvi >^ v 


INIYJL U 1H-J / O 


T^Tr\rv»r^ co-ni c A •nr^V^p«r , _ 1 r* aitii^ l <^m (^n i'Q f i r\"n "F*ar*i"r\T'" A T-^ f^)T^ Th - 1 ctiTYin latino* 
XXUIIIU octpiCllo iTLpUUCC'*"! L/UllipiClllClllCltHJll laXvUJl, rii V^XJX^V^ 1 & LllllU-ldLlllg 

rvrntein ^APF i mRNA 

pi VJ It/ 111 ^/lV^l J ? lllXVl > il 




TTnmo <3«nien<? r»71 frTTPCNl A i-artivated lcinase 4 TPAK4i mRNA 

XXU111W oCip lt/11 0 p^- 1 ^V^'X^'X^-LN \.1T\.) *"Clt/Ll V d.Lt/tL XVllldO"^ " yX / ilVT^j 111XVJ.>(XX. 


"MM 013434 


TTnmo <sa"n*if-*'n<s pfl1<5pm1in nrp^pnilin HinHinO" nfotpin "PP VianH trflnsnrmtioti factoT 

XXUlllf OuLfivXlO t'Cllot'lllllllj pi wOvllllUl L/lllVXlll^ UlULV^lllj X_/X 11C11 J.VX LI CllloVw/1 LvJ L1U11 IClv LWX 

CCSENi mRNA 


NM 017446 


Homn «;ar)iens sinffle-stranded 10NA bindinp nrotein 2 TSSBP2 1 mRNA 


NM 013235 

X > X VX \J A w 1 *J 


Homo ^aniens nutative ribonuclease III TRNASE3L^ mRNA 


NM 013349 


Homo sani ens secreted nrotein ofunlcnown function TSPTrF^ mRNA 

XXV/111V7 utlL/lv/llO OwvlVLvU \ XXI UX UXXXVXXW VV XX XUXXvtXUXX I^L/X X XX1X.VX1X v. 


NM 013323 


Homo saniens sortini? nexin 11 fSNXlli mRNA 


NM 013388 

X > X VX vl JJUU 


Homo saniens nrolactin repnlatorv element nindinff TPRRH^ mRNA 

A.A.\J±\X1\J OClL/lwllu UlUlUvLlll 1 vwUlvitVl Y wlvlllvlll L/ llxVilxl w IX -I- x. 1 JX/ / ^ llli-Vl ix X 


NM 013328 

X^lXYX \J X_ — ' — l 


Homo vS aniens nvrroline 5-carboxvlate reductase i so form TP5CR2 1 mRNA 

JL JL V^lllVj' UtipiVllkJ L-J V X X V/llllv Will l/V/A V lU-Lv 1 VvlU-v tUUw Xv_J V^X V-rX XXX V/i-VXw / ^ Ull-Vl ll 1. 


NM 013370 

X N X VX tr X »J ~J I \J 


Homo saniens nre&nancv-induced orowtn inniHitor fOKL38^ mRNA 

Xlvlxlv uvvk/lwllkj Ul vgllUllv Y X1IVLU-V VVi- Civ YY LXX liillil/X \ /w' VJ J ^ llxivJ. 1-i X 


NM 013277 


Homo sapiens Rac GTPase activating protein 1 (RACGAP1), mRNA 


T^JM 01^785 

XN1YX ul JZiOJ 


Homo saniens nucleolar GTPase fflTTTMATTANTTGi mRNA 

X If 111W OdpiV^llO llLlt'lt'tFldl tl X X dot/ ^llUlVlilUiXi>l llvJyj 111XNJ. HJT\. 


NM 013370 

1>1Vx \J\.DDZA) 


TTmnn saniens Viost pell faptoT 7 ft-f(~ il &- / y > \ mRN^A 

XXUillvJ Odpit-llo llf o L t' t/11 iCx t/ Lf 1 jL* y^llt/1 lllXV±>xx 


NM 013391 

x>jlyx \JLujyx. 


TTnmo saniens dimetTivlcrlvpine deTivdfocrenasp nfeeuTSOT rT^)A/rrTl~)H^ mRN^A 

JL It? 11 If OCipit/llO tlllllV^ Lllj' iglji' t/lllt/ tltilXy til \J gt/llClot' piWvUlOV/l ^X/lVltll/ll llXLVl. > 1\- 


NM 0137S3 

X^JXVX U IjZJJ 


TTomo saniens rli rWnnf liomol o c ^ f^Tenomis laevis i fTVFCTC3 i mRNA 
JL if lllf odpitxio tiiwi\xvu px lifiiif iUg -J if |J iXo latvio^ ^xvlvj / ; iiixvi > A 


NM 013339 

1>J 1VX Ul JJJy 


TTomo saniens dolipTivl-.R-rrlr' 'A/Tan O^tIpN Ap7-PP-do1ic1iv1 fflneosvl transferase 

1 Xf lllf ocipil'llo VXf llt'llj' 1~X V_J 1 1< . IVXClllv' VJ ltX > XlvZ/ XX ttwiiwiljr iglLlt'VJD^ 1U1 CllloXt/1 clot/ 

( ALG6 / mRNA 

I 1 \ 1 i V_J VJ / j xxxxvx ^ X. X 


NM 004170 


TTomo saniens ffuanvlate nindincr nrotein 7 interferon-inducinle fGT3P2^ mRNA 

llVJlllv OlX^/XV^XXO £^ UXCXXX^' XCXLw L/1111X111^ |JX U IvlXX y All UV/X J-^/X. V/XX ixiu-WVXUXv ^VJXJl J 5 XXXXvllX i. 


NM 005690 

i > jlvx uuJUyu 


Homo saniens dvnamin 1 -Mice fP)NIVriT,i transcrint variant 3 mRNA 

XX.VJX1XV/ OvtpXwXXO »-*-Jr XAC4.11111A X X IXVv ^ 1 XI ^ 1 VI 1 1 i J j ULUlXtJwXXpb r U11UUI ? X-XXtXX liX 


NM 017063 

JL>XVX U JLZ/UVJJ 


Homo saniens dvnamin 1 -lilce rT^NlVf1T,i transcrint variant 2 mRNA 

X XWlUvJ OUpXVXXU JLXC4.11A111 X XXXVw yX'X 'I XVI A *—i J 5 IX (XXXOwX xp t r ui iuj.il 5 XXXAVXlXx 


NM 017470 

X ^ X VX \J L Z^T 1 \J 


Homo saniens transnortin-SIR TTRN-SIR » mRNA 

xxfiiif oci-iyiwiio n uxiojjui mi uit ^xxvi> uav^j ixiaxj. ^x i. 


NM 012252 


Homo sapiens transcription factor EC (TFEC), mRNA 


NM 012250 


Homo sapiens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), mRNA 


NM_0 12249 


Homo sapiens ras-like protein (TC10), mRNA 


NM 012388 


Homo sapiens pallidin homolog (mouse) (PLDN), mRNA 


NM 012322 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM5), mRNA 


NM 012316 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 
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NM 012189 

X N XVX \J X X O J 


TTomo saniens fibrousheathin II fFSP-2\ mRNA 


isnvr 012081 

XNXYX \J xZjXJKJ X 


Homo saniens ELL-RELATED RNA POLYMERASE II, ELONGATION 
FACTOR (ELL2), mRNA 


NM_003996 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
fGPX5i transcrit)t variant 2 mRNA 


NM 005260 

X > XYX V/VJ£(V/U 


Homo sapiens growth differentiation factor 9 (GDF9), mRNA 


NM 007352 


Homo sapiens elastase 3B, pancreatic (ELA3B), mRNA 


NM 0066R5 

XNXYX uuUUU J 


Homo saniens nroline rich 3 (PROL3 i mRNA 

JL jL\_/J.xX\_/ O CX \J X vl X \J Ul V/XXlJlv X XvXX y X. j,v\/xj«/ y •> xxxx vx ^j. 


NM_007357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


X > XVX UUt Iw'J 


Homo saniens henatocvte nuclear factor 4 eamma fHNF4G» mRNA 


NMJ)03144 


Homo sapiens signal sequence receptor, alpha (translocon-associated protein 
alpha) (SSR1), mRNA 


"MM" 007^94 f 

xNlVX UVJ / JJZr*+ | 


TTomo saniens MAD mothers against decanentanlesic homoloj? (Drosonhila^ 

XXLIJLIXVJ odLJiCXAo lVlxlX/5 Ulvl O \A-\^\^Ci f jJK/±x%,aLJX\^^iv iiwiiiuiug y^jsx wavy jjiiiiuy 

interartina nrotein recent or activation anchor fiVLAJDHIPi transcrint variant 1. 
mRNA 


MA/T 007^9^ 

1N1VJ. vU / 


T^r»mr» c:anipn<3 A/f AY) mothers acrainst decar>entanleffic homoloff TDrosonhila^ 
interacting nrotein recentor activation anchor nVIADHIP) transcrint variant 2. 
mRNA 


NM 005162 


Homo sapiens angiotensin receptor-like 2 (AGTRL2), mRNA 


NM 005501 


Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
receptor) (ITGA3), transcript variant b, mRNA 


NM 007144 


Homo sapiens zinc finger protein 144 (Mel-18) (ZNF144), mRNA 


NM 007286 


Homo sapiens synaptopodin (KIAA1029), mRNA 


NM 007199 


Homo sapiens interleukin-1 receptor-associated kinase M (IRAK-M), mRNA 


NM 007283 


Homo sapiens monoglyceride lipase (MGLL), mRNA 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 


NM 007212 


Homo sapiens ring finger protein 2 (RNF2), mRNA 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


NM 007063 

X > J.YX \J\J 1 \J\J*J 


Homo saniens vascular Rab-GAP/TBC-containine CVRPV mRNA 

.1. XV_/ll 1\J OCiUlvllO V ClUV LilUl JLVti kJ V_*X XX / X. J — ^ V — / VV/XX LUXXXXXXg \^ t ^ J j xo.j_m_^j_ a. 


NM 007027 

X i XVX \J\J 1 \J x-i 1 


Homo sapiens topoisomerase (DNA) II binding protein (TOPBP1), mRNA 


NM 006938 


Homo sapiens small nuclear ribonucleoprotein Dl polypeptide (16kD) 
(SNRPD1), mRNA 


NM 006937 

X > XVX v./ \J\J y ~J 1 


Homo saniens SMT3 sunnressor of mif two 3 homoloe 2 fveast) ( SMT3PI2V 
mRNA 


NM 007029 


Homo sapiens stathmin-like 2 (STMN2), mRNA 


NM 007042 

1 'llVJL \J\J 1 \J \ ^ 


Homo saniens ribonuclease P ( 14kD) TRPP14), mRNA 


NM 006907 


Homo sapiens pyrroline-5-carboxylate reductase 1 (PYCR1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 007059 


Homo sapiens kaptin (actin binding protein) (KPTN), mRNA 


NM 007069 


Homo sapiens HRAS-like suppressor 3 (HRASLS3), mRNA 


NM 006895 


Homo sapiens histamine N-methyltransferase (HNMT), 111RNA 


NM 007071 

x^ixvx i \j t x 


Homo saniens HERV-H LTR-associatine 3 rHHLA3"> mRNA 


NM 007067 

X i XVX \J\J f \J\J 1 


Homo saniens hi stone acetvltransferase fHBOAi mRNA 


NM 007006 

X^XVX \J\J J \J\J\J 


TTnmn ^aniens deavacre and nolvadenvlation snecific factor 5 25 kD subunit 
rCPSF5i mRNA 


NM_007053 


Homo sapiens natural killer cell receptor, immunoglobulin superfamily member 
(BY55), mRNA 


NM 006754 


Homo sapiens synaptophysin-like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3 a, subunit 3, 60kD (SF3A3), mRNA 


NM_006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM 006875 


Homo sapiens pim-2 oncogene (P1M2), mRNA 


NM 006810 


Homo sapiens for protein disulfide isomerase-related (PDIR), mRNA 


NM 003609 


Homo sapiens HIRA interacting protein 3 (H1RIP3), mRNA 


NM 006820 

-L > XVX V U U V 


Homo saTvipns nhrorno^nrnp 1 onpn rpadinp" frame 9Q (C*A rvrf?Q^ rrTRNA 


NM 006848 


Homo sarvipns hpnatitis dplta antifren-interactinp' nrotein A TDTPAi ml^NA 

XXvlJLXU OCXJLFXwXXO XiX^YJCX IX IX O VXv-X LCi. CLJX IX^V^XX J.11LV-/J. Ct-w Llllg lyX KJ IXsXXl XX. 1 Lyli, XXI, XXXXXX 'i XX 


NM 006876 


TTomn sarviens T n^)P~01cNAc'hetaOa1 heta-1 ^-N-aoelA^lp"1iip J o^arniriv1trarj^fe>rase 

OCIXJXV^XXO X-'X VJlvlliXVi UvLuVJClX UVj LCL 1 jJ J- ^ dvv l»jr Xgl IXl/vJiDClXXXXXXjr X IX CllliJlvl CLOW' 

6 (B3GNT6), mRNA 


NM 006653 


Homo saniens sue 1 -associated neurotronhic factor target 2 fFGFR siemallinf? 

JL XV/lllV UC^L/lWllU kJPl*LW X UUUV w X IX L-w VX llwUJL V tl L/lllw 1UV tV/1 ICXX fiV %* 4* V ^ * JL JL V. O X £^X XIXX XXXX £^ 

adaptor) (SNT-2), mRNA 


NM 006638 


Homo sapiens ribonuclease P, 40kD subunit (RPP40), mRNA 


NM 004163 


Homo sapiens RAJB27B, member RAS oncogene family (RAB27B), ixiRNA 


NM_006713 


Homo sapiens activated RNA polymerase II transcription cofactor 4 (PC4), 
mRNA 


NM 006601 


Homo sapiens unactive progesterone receptor, 23 kD (P23), mRNA 


NM 006675 


Homo sapiens tetraspan transmembrane 4 super family (NET-5), mRNA 


NM 006501 


Homo saniens mvelin -associated oliffodendrocvte basic "nrotein nVTORP^ mRNA 


NM 006612 


Homo saniens Icinesin familv member 1 C f KTF 1 Ci mRNA 

XXVXXXV OlXjL>SX VXIO IVlllVOll X XlXXXXXX^r lllVllXLy VI X \^-/ ^X^XX X \_/ ^ ^ XXXXVJL ix L 


NM 006567 


Homo saniens nhenvlalanine-tRNA svnthetase fFARSl i nuclear f?ene encoding 

i- LIU^/lVlliJ k»llwll ¥ iUlUlllilU tlvl 1i A- uyllUlVlUOV \JL J. JJLVU 1 /j 11UV1VU1 gvilV wl IV ti 

mitochondrial protein, mRNA 


NMJ)06594 


Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), 
mRNA 


NM 006621 


Homo sapiens S-adenosylhomocysteine hydrolase-like 1 (AHCYL1), mRNA 


NM 006472 


Homo saniens thioredoxin interacting nrotein rXXNlP i mRNA 


NM 006388 


Homo sapiens HIV-1 Tat interactive protein, 60 kD (HTATIP), mRNA 


NM 006281 


Homo ^anien^ ^pWrip/thrporiiTiP kina^p % fS»TT<"?0 hfimnlncr vpast i fSTTC^ i 

X OClX-JXvXXo OC'J. 1JL1W (XXX V/UXXXXXl/ iVXXXCtOw -J \yj X X/Z/ \J XXWXXXUXVJg, Jf \^CLij LJ X Xv ) Jy 

mRNA 


NM 006401 


Homo sapiens acidic protein rich in leucines (SSP29), mRNA 


NM 006425 


Homo saniens sten TI snlicins? factor STTJ7 fSTT J7 1 mRNA 


NM 006359 


Homo saniens solute carrier familv 9 f sodium/hvdroffen exchanger i isoform 6 
(SLC9A6), mRNA 


NM 006328 


Homo sapiens RNA binding motif protein 14 (RBM14), mRNA 


NM_006466 


Homo sapiens polymerase (RNA) III (DNA directed) polypeptide F (39 kD) 
(POLR3F), mRNA 


NM 006467 


Homo sapiens polymerase (RNA) III (DNA directed) (32kD) (RPC32), mRNA 


NM 006397 


Homo sapiens ribonuclease HI, large subunit (RNASEHI), mRNA 


NM 006443 


Homo sapiens putative c-Myc-responsive (RCL), mRNA 


NM 006390 


Homo saniens RAN bindine nrotein 8 fRANRP8 1 mRNA 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


NM 006254 


Homo sapiens protein kinase C, delta (PRKCD), mRNA 


NM 006229 


Homo sapiens pancreatic lipase-related protein 1 (PNLIPRP1), mRNA 


NM_006319 


Homo sapiens CDP-diacyl glycerol— inositol 3-phosphatidyltransferase 
Tnhosnhatidvl inositol svnthase i ( CDIPT i mRNA 


NM 006219 

1 liTA \J\J \Jj-* J. ~r 


Homo sanipn^ nho9nViriirin<sitiflp-'^ -kinase catalvtir Hpta "nnlvnpnti Hp (^WC^C^VK i 

luinu ocxjjx^xxo Lyxxvjo tyxxvjxxxuoi ux^xv^ *j xvxxxc^o^/, wctLdi^y lxw, l* ^ l tx ^j\j±y L/t/jLiLXU.t/ ix xxv J v>xx i j 

mRNA 


NM 006346 


Homo sampn<? T»rncrp<?tprnnp-indiippd blockincr fantnr 1 rPTRPI i mT^lSJA 

liyiiiu oajJiV^llo lyX \J £^V^O t\^L \Jll\s XXXVXLX*^.' V^VX UlUV/JVill^ XCXl/ LU1 X ^X .1.1 JX X J , xxxxvXNxx. 


NM 006473 


Homo sar>ipn<s TAV^-likp T^NA ijolvmerase TT n^OD/r^i-^P-aQQnpiatprl fnrtnr 

OClk^XV/XXO X i VI \J XXJVt* XviNix Ljyjljf XXXV^X ftOV XX, UJV/v/ V/XJl UijoUvICIL&U. XClL/tV-IX 

(PCAF)-associated factor, 65 kD (TAF6L), mRNA 


NM 006396 


Homo sapiens Sjogren's syndrome/scleroderma autoantigen 1 (SSSCA1), mRNA 


NM 006428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAAT1), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin I-like) (OSF-2), mRNA 


NM 006392 


Homo sapiens nucleolar protein 5A (56kD with KKE/D repeat) (NOL5 A), 
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mRNA 


NM 006417 

1>1V1 \J\J\J'-T L / 


TTomo <3flT>ipri«i ititprfpTnTi-inHnp.f^H Tipnatitis C"%associa.ted TniorotiiHiilaT ncorporatfi 
nrotein f^kD") fMTAP44^ mRNA 


NM 006405 


Homo saniens transmembrane 9 sunerfamilv member 1 rTTvI9SFl i mRNA 


NM_006471 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 
(MLCB) mRNA 


NM 006152 


Homo saniens lvmnhoid-restricted membrane nrotein TLRMP^ mRNA 


NM 006460 


Homo sapiens HMBA-inducible (HIS1), mRNA 


NM 006365 


Homo sapiens transcriptional activator of the c-fos promoter (CROC4), mRNA 


NM 006135 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 1 
(CAPZA1), mRNA 


NM 006086 


Homo sapiens tubulin, beta, 4 (TUBB4), mRNA 


NM 005761 


Homo sapiens plexin CI (PLXNC1), mRNA 


NM 005724 


Homo sapiens tetraspan 3 (TSPAN-3), mRNA 


NM 005646 


Homo sapiens TAR (HIV) RNA binding protein 1 (TARBP1), mRNA 


NM 005819 


Homo sapiens syntaxin 6 (STX6), mRNA 


NM 005866 


Homo sapiens sigma receptor (SR31747 binding protein 1) (SR-BP1), mRNA 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


NM 005626 


Homo sapiens splicing factor, arginine/serine-rich 4 (SFRS4), mRNA 


NM 005770 


Homo sapiens small EDRK-rich factor 2 (SERF2), mRNA 


NM 005805 


Homo saniens 26S nroteasome-associated nadl homoloff fPOHl^ mRNA 


NM 005746 


Homo sapiens pre -B -cell colony-enhancing factor (PBEF), mRNA 


NM 005869 


lTnmn qatyiptiq <5Pro1ocripa11\/ Hpfinprl polon panppr aTiticxpn 10 f^T^f^f" 1 Afr1 0^ 

mRNA 


NM_005787 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L), mRNA 


NM 005792 


TTomo «;flnipii<; A/T-nhaQP nho^nhnnrofpin f\ HVTPTTOSlPTTf^ri mR7\T A 


NM 005693 

_L N 1VJL \J\J *J\J y *J 


TTomo <;anipn<3 miplpar rpr*pr>tor «?nbfami1v 1 crronn T-T mpmbpr ^ HSTR ITT^ 

XXW111VJ OClUlVylliJ 1 1 Ll\> 1 \s Cll Itt/vL/LUl o L1U1 CI 11111 y X, ^l\JLiL> XX, 111^/lllUt/l ~J I lllvlllJ J, 

mRNA 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (INADL), mRNA 


NM 005713 


Homo saniens collaffen tvne TV alnba ^ rC-roodnasture flntippn^ binditip' nrotein 
(COL4A3BP), transcript variant 1 , mRNA 


NM 005878 

JL 1 JL V A \J \J KJ 1 KJ 


Homo s aniens frimideotide reneat eontaininp" ^ TTNRC^^^ mT^NA 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 




TTomo ^pmipriQ c?1vpiiiP-"Nr-apv1traTiQ"fp"r?i<2P (CrX "VAHTi nnplp^r ctptip pnr*nHi"ncr 

mitochondrial protein, mRNA 


NM 005754 


TTomo <5anipn<? l^a<3-(T-T'Pa<3P-.nptivatiTio - "nrnfpin SITT'^-rlomfii'n-binHi'no" TYrntpin 

XXVJJL11W odJ^/lWllo XVClo vJ XX CiOvv-ClvvUI. V uLillg, kJUJlt^lll OllJ vAVJlllCtlll - L/lllvJ-llIg 

(G3BP), mRNA 


NM 005764 


TTomo ^anipn*5 pnitTiplial nfofpin nn-rPcriilntpH in p,flfp,irintna mpmhranp aQQOpinfprl 

11U111VJ OO-k/lV^llkD V--LJ1 Ullv^lliXl jpi VJ l-V^lll Lip—1 t/gUlalCU 111 V--C11 V-'lllVJllld, lllv-'lllL/l Clllt/ ClOoUL/lCltt^vJ- 

protein 1 7 (DD96), mRNA 


NM 005694 

Jl > J.YJL W V7 «J VJ J? 4 ^ 


TTomo ^anien^ (~?0^17 bomoloo* pvtoplrromp p, oxirla^p a «i<3Pmbl v tYrofpin fvpaQt^ 

XXVJ111W ocljJl^llO vVAl / llUiliVJJLUg, \jj WJKjLW. UllJ.t' \s VJ^VldClov^ Cloot'lIlUlji' Ul vy LCI 11 IV tclo L y 

(COX 17), nuclear gene encoding mitochondrial protein, mRNA 


NM 00SS06 


XXUlllW &cljJlt/llL5 V^L/jU dllLlgCil ^L/OllctgCIl LypC 1 ICl/CpiUij LlllUIIlUUopUIlU.111 

receptor)-like 2 (lysosomal integral membrane protein II) (CD36L2), mRNA 


1>JLV1 v/UJOOl 


TT rvm/Y Q£if>lPnc m-Qti r« V\ r» Train oltVho \re^\c\r\r*kf\ HprivnT'no'f'nQOP Vitiqca /T) (~^ r Kf' ~\~W/' \ 
XXUiXlU £>dJJlCIl£> UlallcnCQ Llldlll aipna~KCLOaL/lU. U-CIiy til OgCIlaoC Kind-Se ^JDV^JSJL^JvJ, 

mRNA 


rNlVX UVJJ / 1 O 


TTnmo catyiptiq npfin -r/=»1af<=»r1 t-\r"/-*f<=»i-n 0 fX r»r*rvTr\1p"v cnVviini'f zl (0C\ ( A T? T^/^/lA. 
XXU11IU £>apiCllo txv^LHi ICldLCU. piUlClll Z-/ _) OUXIipiCA., isU-UUlllL H- KJJJ ^^vrvl V^/'H- ^ , 

mRNA 


NM_005717 


Homo sapiens actin related protein 2/3 complex, subunit 5(16 kD) (ARPC5), 
mRNA 


NM_005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 
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NM 005406 


Homo saniens Rho-associated coiled-coil containing nrotein kinase 1 fROCKl^ 
mRNA 


NM 005399 


Homo saniens nrotein kinase AMP-activated beta 9 non-catalvtic subunit 
(PRKAB2), mRNA 


NM 005396 


Homo sapiens pancreatic lipase-related protein 2 (PNLIPRP2), mRNA 


NM 005489 


Homo saniens SH2 domain-containing 3C (SH2D3C 1 *, mRNA 


NMJ)05479 


Homo sapiens frequently rearranged in advanced T-cell lymphomas (FRAT1), 
mRNA 


NM 005154 


Homo saniens ubiauitin snecific nrotease 8 fTJSPS^ mRNA 


NM 005066 


Homo saniens snlicin*? factor nroline/plntamine rich ^"nolvnvrimirline tract 

XXV/Xllv UUL/lwlikj UL/lJlVUi.g lUVLV/1 Ul V/1XXJ.V/ CilXLullllllW' X lull I L/v/X V U V X XXXXXUXXX^i LX CXw u 

binding protein associated) (SFPQ), mRNA 


NM_005123 


Homo sapiens nuclear receptor subfamily 1, group H, member 4 (NR1H4), 
mRNA 


NM 005046 


Homo sapiens kallikrein 7 (chymotryptic, stratum corneum) (KLK7), mRNA 


NM 005030 


Homo saniens nolo -like kinase (Drosonhila^ fPLTO mRNA 


NM 005014 


Homo sapiens osteomodulin (OMD), mRNA 


NM_005003 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1 
(8kD, SDAP) (NDUFAB1), mRNA 


NMJ304941 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 8 (RNA 
helicase) (DDX8), mRNA 


NM 004205 


Homo sapiens ubiquitin specific protease 2 (USP2), mRNA 


NM 004818 


Homo saniens nrn28 U5 snRNP 100 kd nrotein fU5-l 001O mRNA 


NM 004275 


Homo sapiens TRF-proximal protein (TRFP), mRNA 


NM 004272 


Homo saniens Homer neuronal immediate earlv oene (Ss\l^A1"\ mT?T\TA 

■A- XV/li.lV lPU^/1V/XXO XXUXX1VX j XXV/ UXX. *_JAACXX XXiXXXXVVXXCXlv V'CULXj' gvlXvj II* \U X. _L N / J ^ 1 1 i l\ L >l 


NM 004177 


Homo sapiens syntaxin 3A (STX3A), mRNA 


NM 004719 


Homo saniens ^nKcinp - factor arcnTiirie/QeriTie.-riei'i 0 in tRt~p refiner nrnfpin 

AXwXXXW OtipXvXXO O JkJXXwXXI^ IClv LVJ1 j ClX J^XXXXXXV.// ijC/llllv 1 XL/X1 , 111 LCI CLU LII1 Li LJlwLC/xil 

(SFRS2IP), mRNA 


NM_004175 


Homo sapiens small nuclear ribonucleoprotein D3 polypeptide (18kD) 
fSNRPDS') mRNA 


NM 004592 

J- ~ J.YX \J \J T *r ' 


Homo saniens snlicino - factor arcrinme/^erine-rieb R ^cimnrpcQfir-n f-^x/h-itf^-ci-rvri cnt 

xxvillu OCXJL/XV^XXo olJXXwXXXg xavlvl^ cLL gXXXXXXw Ot^X XXXC/ 1XL/X1 O I oLlLIL/1 Co&UI ~U1 — Will LC~ctL?i lv>UL 

homoloe Drosonhila^ (SFRSS") mRNA 

llUXllVXV/gj JL/X v/UV/L/XXXXLl I \ UX JLVU Kj I, XX U\t T X V 


NM 004799 


Homo saniens TVTAD mothers afrain^t Hecanentanlecnr 1i nmnlncr n^Yrncrmhil?^ 

xxvxxxu Jr ivxx XXlw LXX^X o CLc^cxXXXo L U.^/wdL>^llLCllJXv/glL/ liUlllU LKJ \JLJL\jj\JIJ1JlLLCLj 

interactine nrotein. recentor activation anchor TMADHTP^ transcrint variant ^ 

xxinwJ.uvuug Jl 7 w I^V^X U<W kl V Ulimi UXXWXXvX yirXi XX-/XXXX J j LX CillOvX XT Y CXX XCXXXL ^5 

mRNA 


NM 004875 


Homo sapiens RNA polymerase I subunit (RPA40), mRNA 


NM 004292 


Homo sapiens ras inhibitor (RIN1), mRNA 


NM 004815 


Homo sapiens PTPL1 -associated RhoGAP 1 (PARG1), mRNA 


NM 004772 


Homo sapiens P3 1 1 protein (P3 11), mRNA 


NM_004553 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 6 (13kD) 
fNADH -coenzyme O reductase", nSTDTJFS6 > l mRNA 


NM__004549 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 2 
(14.5kD, B14 5b) rNDUFC2") mRNA 


NM 004271 


Homo sapiens MD-1, RP105-associated (MD-1), mRNA 


NM 004672 


Homo saniens mi to cren -activated "nrritein Vin n qp Vinncf* VinaQe f\ /'A/T 

jLj.\Jii.i\j ociLyiwxio xxxx lw^v^ii av li vaicu j_/i\JLC/ixi xvlllcloC ivlllcxoC xviiiciot/ \j ^XVJL/iJr jJS-O I, 

mRNA 


NM_004828 


Homo saniens lvmnhocvte anticren QS ^a ctiva tin cr lSTTC -recent or* l^Jl^-r>4/l^ CT VQ^^ 

xxuxxxu ocxjpxv^xxo ±jr xxxiyxxvj^/^' lv^ CXX1 LX^^XX ^ \^cxa_/ tl V Cllxllg, lixV X ^v^jJtV-'x , XNJ^**LJ^ 1 * r 1 \JL/ X ^7 y, 

mRNA 


NMJ304735 


Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFIP1), 
mRNA 


NM 004811 


Homo sapiens leupaxin (LPXN), mRNA 


NM 004522 


Homo sapiens kinesin family member 5C (KIF5C), mRNA 


NM 004905 


Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase, 
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acidic calcium-independent phospholipase A2) (KIAA0106), mRNA 


NM_004770 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
2 (KCNB2), mRNA 


NM 004848 


Homo sapiens basement membrane-induced gene (ICB-1), mRNA 


NM_004763 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1A), 
transcript variant 1, mRNA 


NM_004814 


Homo sapiens U5 snRNP-specific 40 kDa protein (hPrp8-binding) (HPRP8BP), 
mRNA 


NM 004839 


Homo sapiens Homer, neuronal immediate early gene, 2 (HOMER-2B), mRNA 


NM 004684 


Homo sapiens SPARC-like 1 (mast9, hevin) (SPARCL1), mRNA 


NM_004832 


Homo saoiens glutathione-S-transferase like - elutathione transferase ompwi 
(GSTTLp28), mRNA 


NM 004486 


Homo sapiens golgi autoantigen, golgin subfamily a, 2 (GOLGA2), mRNA 


NM 004125 


Homo sapiens guanine nucleotide binding protein 10 (GNG10), mRNA 


NM_004483 


Homo sapiens glycine cleavage system protein H (aminomethyl carrier) (GCSH), 
mRNA 


NM 004767 


Homo sapiens endothelin type b receptor-like protein 2 (ET(B)R-LP-2), mRNA 


NM 004440 


Homo sapiens EphA7 (EPHA7), mRNA 


NMJ304757 


Homo sapiens small inducible cytokine subfamily E, member 1 (endothelial 
monocyte-activating) (SCYE1), mRNA 


NM_004427 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2), 
mRNA 


NM 004422 


Homo sapiens dishevelled, dsh homolog 2 (Drosophila) (DVL2), mRNA 


NM 004416 


Homo sapiens deltex homolog 1 (Drosophila) (DTX1), mRNA 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), mRNA 


NM_004365 


Homo sapiens centrin, EF-hand protein, 3 (CDC3 1 homolog, yeast) (CETN3), 
mRNA 


NM 004680 


Homo sapiens chromodomain protein, Y chromosome, 1 (CDY1), mRNA 


NM 004291 


Homo sapiens cocaine- and amphetamine-regulated transcript (CART), mRNA 


NM_004330 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 2 (BNIP2), 
mRNA 


NM 004024 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001177 


Homo sapiens ADP-ribosylation factor-like 1 (ARL1), mRNA 


NM_001545 


Homo sapiens immature colon carcinoma transcript 1 (ICT1), mRNA 


NM 001533 


Homo sapiens heterogeneous nuclear ribonucleoprotein L (HNRPL), mRNA 


NM_001509 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(GPX5), transcript variant 1, mRNA 


NM 001349 


Homo sapiens aspartyl-tRNA synthetase (DARS), mRNA 


NM_001329 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 1, 
mRNA 


NM 000082 


Homo sapiens Cockayne syndrome 1 (classical) (CKN1), mRNA 


NM 001277 


Homo sapiens choline kinase (CHK), mRNA 


NM 001087 


Homo sapiens angio-associated, migratory cell protein (AAMP), mRNA 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


NM 003904 


Homo sapiens zinc finger protein 259 (ZNF259), mRNA 


NM 003385 


Homo sapiens visinin-like 1 (VSNL1), mRNA 


NM_003348 


Homo sapiens ubiquitin-conjugating enzyme E2N (UBC13 homolog, yeast) 
(UBE2N), mRNA 


NM_003341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog, yeast) 
(UBE2E1), mRNA 


NM_003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog yeast) 
(UBE2D2), mRNA 
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NM 0031 15 

X N XYX. \J\J ~J X L *J 


Homo .saniens TJDP-N-actevlfflucosamine tjvrotjhosohorvlase 1 fUAPl^ mRNA 


NM 003305 


TTomo saniens transient recentor notential cation channel, subfamily C. member 
3 (TRPC3), mRNA 


NM 003596 


Homo sapiens tyrosylprotein sulfotransferase 1 (TPST1), rnRNA 


NM 003747 


Homo sapiens tankyrase, TRF1 -interacting ankyrin-related ADP-ribose 
polymerase (TNKS), mRNA 


NM 003569 


Homo sapiens syntaxin 7 (STX7), mRNA 


NM 003164 


Homo saniens svntaxin 5 A fSTX5A^ mRNA 


NM 003764 


Homo saniens svntaxin 11 fSTXll^ mRNA 


NM 003133 


Homo saniens signal recognition narticle 9kD f SRP9 1 mRNA 

A. X. V-/ X X XV_7 OUUlvllu OxullUl J, VW &lli tlV/ll L_/l_AA LIUlV ^ A^ I \ L/AV ft. 14,4.1. VX, a A X 


NM 003136 


Homo sapiens signal recognition particle 54kD (SRP54), mRNA 


NM_003131 


Homo sapiens serum response factor (c-fos serum response element-binding 
transcription factor) (SRF), mRNA 


NM_003795 


Homo sapiens sorting nexin 3 (SNX3), mRNA 


NM 003096 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG), mRNA 


NM 003093 


Homo sapiens small nuclear ribonucleoprotein polypeptide C (SNRPC), mRNA 


NM 003080 

XNXYJL V/UJUOU 


Homo saniens snhinpTvmvelin nnosnhodi esterase 2 neutral membrane (neutral 

11U111U OCipivllO OUllXXlgv/111 Y Willi L/11VJ lj L/ll UUlvO Iwl UOv , llvUUUi lllwlllUi Ullw I11VUUU1 

sphingomyelinase) (SMPD2), mRNA 


NM 

in ivjl \j\jd yjjy 


T-Tomo QanipnQ Qolntp pfiTTiPT familv 22 forcranip pation tran snortpri member 4 

XXUXlIU odLIXC/llo oUlUlt V»/CLXXXt/X XdXlilljr jLiZj ^WlgdlllV^ LX ClXXOLy VXX L\^L Jy XlX^lllL/WX "T 

TSiT C22A4") mRNA 


NM 003033 

_L XVX Uu Ju J J 


Homo ^aniens sialvltransferase 4A i^beta-palactosidase alnba-2 3- 

XXU111V/ O CI L/ 1 wlIO Olul V ILlUllOlvlUOv 1 J. X. \ UvLU gUlUVLUOlUULJV U1L/11U 2 — ' 

sialytransf erase) (SIAT4A), mRNA 


NM 003952 


Homo saniens ribosomal nrotein S6 kinase 70kD nolvoentide 2 fRPS6KB2^ 

XXV/111V/ OULflvllU i IL/V/Uv/JLAAU'J. L/l V/lwlll L/Lf IVlllUUv^ / 1VJ — S ^ UV/1 Y K HUv A^ V AVA fc— ' VAVl-^ '^rf f ^ 

mRNA 


NM 003729 

X > XYA VUJ / 


Homo saniens RTC domain containing 1 fRTCDl^ mRNA 

llUlllv uUL/lvllO XVX >wX V1V/111U111 wUll lUllllllg 1 t JL^. JL ^w^JU-^ 1 J.11J.VJ. 1 J. X 


NM 002937 

1 llVl \J\J S <J 1 


Homo saniens ribonuclease RNase A familv 4 fRNASE4^ mRNA 

JLlVlllV OUL/lvllO llL/VyilLiVlvCiiJVj IvilUOV XX 1C4.11111 Y j r \ Ivl 11 lk_^J — t r lj llllVilx 1 


NM 003804 

J. 'I XVX \J\J ~J KJ \J~ 


Homo saniens recentor fTNFRSFVinteractini? serine-tbreonine kinase 1 

1 lulllv WUUlVllO 1 VVVL/lVJl 1 Jllll 1VU1 / UltVlUVklllg UU1111V till VU11111V 1V111UUV 1 

(RIPK1), mRNA 


NM 002898 


Homo «?aTiipn<? RNA bindinp" motif single stranHed interaetinp - nrotein 2 

XXVJillU oClUlvllO JLVX^IXl. L/1X1\J.XX1^ IXIVsULXj 0111^,1 W Oil CU11XWV1 XXX LwX G\J LXXXK £JX \J LV1XX 

fRBMS2i mRNA 

\ 1VJL/1V1 L/Av AXXJL V^L > x X 


NM 002886 


Homo sapiens RAP2B, member of RAS oncogene family (RAP2B), mRNA 


NM 003953 


Homo sapiens myelin protein zero-like 1 (1VLPZL1), mRNA 


NM_002809 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 
(PSMD3), mRNA 


NM 002771 


Homo sapiens protease, serine, 3 (trypsin 3) (PRSS3), mRNA 


NM 002757 


Homo sapiens mitogen-activated protein kinase kinase 5 (MAP2K5), mRNA 


NM 002754 


Homo sapiens mitogen-activated protein kinase 13 (MAPK13), mRNA 


"NTM 003668 

X >XYi \J\J *J Uvu 


Homo saniens mitocrpn-aetivafpd nrotpin kinase-activated nrotein kinase 5 

IXUlllU OCIL/XV/XXO XXIX lAJcll/lX UVLlVCllvU IT Lv^lll XVXllCXOV^ CXV^ H V CIL\~ JL/1 V^LV^-lil IVlllCtO W *J 

(MAPKAPK5), mRNA 


NM 00971 8 

XN1VX \J\JZ, 1 1 O 


Homo saniens nrotpin rVho'snrtatasp 2 fformerlv 2A^ recnilatorv subunit TV 
12) alnha isoform and fPR 130^ beta isoform CPPP2R3") mRNA 

/ J j LA A JL./ A ALA lOV/XV/1111 CLXXV-X 1 A XV X w» \J J ^ UvLU 1U\/X\/1111 y^-ft- J- JL A-/ A lliXVA ^ J. V 


NM_003622 


Homo sapiens PTPRF interacting protein, binding protein 1 (liprin beta 1) 
(TPFLBP1) mRNA 

\ JL JL JL J-A — * A. A fj XAXJLVJ. 1 i. X 


NM 003626 

X > XVX uu JU/jU 


Homo saniens nrotein tvrosine nbosnbatase recentor tvne f nolvnentide 
(PTPRF), interacting protein (liprin), alpha 1 (PPFIA1), mRNA 


NM 002689 


Homo sapiens polymerase (DNA-directed), alpha (70kD) (POLA2), mRNA 


NM_002685 


Homo sapiens polymyositis/scleroderma autoantigen 2 (lOOkD) (PMSCL2), 
mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMI), mRNA 


NM 002670 


Homo sapiens plastin 1 (I isoform) (PLS1), mRNA 


NM 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylinositol-4-phosphate 5 -kinase, type II, beta 
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(PDP5K2B), mRNA 


NM 003629 


Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide 3 (p55, 
gamma) (PIK3R3), mRNA 


NM_002649 


Homo sapiens phosphoinositide-3 -kinase, catalytic, gamma polypeptide 
(PIK3CG), mRNA 


NM 002624 


Homo sapiens prefoldin 5 (PFDN5), mRNA 


NM 003846 


Homo sapiens peroxisomal biogenesis factor 1 IB (PEX1 IB), mRNA 


NM 002617 


Homo sapiens peroxisome biogenesis factor 10 (PEX10), mRNA 


NM 002611 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 


NM 000923 


Homo sapiens phosphodiesterase 4(2, cAMP-specific (phosphodiesterase El 
dunce homolog, Drosophila) (PDE4C), mRNA 


NM 002599 


Homo sapiens phosphodiesterase 2 A, cGMP-stimulated (PDE2A), mRNA 


NM 002504 


Homo sapiens nuclear transcription factor, X-box binding 1 (NFX1), mRNA 


NM 002482 


Homo sapiens nuclear autoantigenic sperm protein (histone-binding) (NASP), 
mRNA 


NM 003826 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, gamma 
(NAPG), mRNA 


NM 002465 


Homo sapiens myosin binding protein C, slow type (MYBPC1), mRNA 


NM 002461 


Homo sapiens mevalonate (diphospho) decarboxylase (MVD), mRNA 


NM 003676 


Homo saniens degenerative snermatocvte homoloe linid desaturase (Drosonhila^ 
(DEGS), mRNA 


NM_002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 
mRNA 


NM 002271 


Homo sapiens karyopherin (importin) beta 3 (KPNB3), mRNA 


NM 002270 


Homo sapiens karyopherin (importin) beta 2 (KPNB2), mRNA 


NM 002214 


Homo saniens inteerin beta 8 (TTGB8^ mRNA 


NM 002204 


Homo saniens intefrrin alnha 3 fanti&en CD49C alnha 3 subunit of VLA-3 

JL JL X JL 1\/ OliL/lVllO 111LV llij f^XJL/XXLX \ till tl ^ Vl 1 ^-^JL_ J 1 X L-/ X XC4- uHU' U-1XXL \-t JL Y Ji — tJL JL 

receptor) (ITGA3), transcript variant a, mRNA 


NM 001560 


Homo sapiens interleukin 13 receptor, alpha 1 (LL13RA1), mRNA 


NM 002163 


Homo sapiens interferon consensus sequence binding protein 1 (ICSBP1), 
mRNA 


NM 002156 


Homo sapiens heat shock 60kD protein 1 (chaperonin) (HSPD1), mRNA 


NM 002149 


Homo sapiens hippocalcin-like 1 (HPCAL1), mRNA 


NM_003947 


Homo sapiens huntingtin-associated protein interacting protein (duo) (HAPIP), 
mRNA 


NM_003665 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 3 (Hakata 
antigen) (FCN3), mRNA 


NM 000842 


Homo sapiens glutamate receptor, metabotropic 5 (GRM5), mRNA 


NM 002053 


Homo sapiens guanylate binding protein 1, interferon-inducible, 67kD (GBP1), 
mRNA 


NM 001482 


Homo sapiens glycine amidinotransferase (L-arginine: glycine 
amidinotransferase) (GATM), mRNA 


NM 002044 


Homo sapiens galactokinase 2 (GALK2), mRNA 


NM 001417 


Homo sapiens eukaryotic translation initiation factor 4B (EIF4B), mRNA 


NM 003758 

-L ^) XV X \J\J *J / — / (J 


Homo saniens eukarvotin translation initiation factor 3 subunit 1 f alnha 351<Tyi 

J- JL \J X X X\J OUL/XVliLJ VVUVUi V \J IXV IIUXXOXUIXVXX XXXXLXUkXVXX J.C4-V j UM.UUXXXI. -L 1 CIA LsAAU, JLVJ_>^ / 

(EJF3S1) mRNA 


NM_001404 


Homo sapiens eukaryotic translation elongation factor 1 gamma (EEF1G), 
mRNA 


NM_001960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEF1D), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDF1), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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NM 003586 


Homo sapiens double C2-like domains, alpha (DOC2A), mRNA 


NM 001883 


Homo sapiens corticotropin releasing hormone receptor 2 (CRHR2), mRNA 


NM 001873 


Homo sapiens carboxypeptidase E (CPE), mRNA 


NM 001782 


Homo sapiens CD72 antigen (CD72), mRNA 


NM_001762 


Homo sapiens chaperonin containing TCP1, subunit 6A (zeta 1) (CCT6A), 
mRNA 


NM 003716 


Homo sapiens Ca2+-dependent activator protein for secretion (CADPS), mRNA 


NM_003986 


Homo sapiens butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma- 
butyrobetaine hydroxylase) 1 (BBOX1), mRNA 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001173 


Homo sapiens Rho GTPase activating protein 5 (ARHGAP5), mRNA 


NM 025065 


Homo sapiens RNA processing factor 1 (RPF1), mRNA 


NM 024907 


Homo sapiens F-box protein FBG4 (FBG4), mRNA 


NM 025194 


Homo sapiens inositol 1,4,5-trisphosphate 3 -kinase C (ITPKC), mRNA 


NM_0 14203 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 


NM 130786 


Homo sapiens alpha- 1-B glycoprotein (A1BG), mRNA 


NM 031482 


Homo sapiens hypothetical protein DKFZp586I0418 (DKFZP5 86104 18), mRNA 


NM 015419 


Homo sapiens adlican (DKFZp564I1922), mRNA 


NM 015683 


Homo sapiens hypothetical protein (CLONE24945), mRNA 


NM 015638 


Homo sapiens chromosome 20 open reading frame 188 (C20orfl88), mRNA 


NM 080737 


Homo sapiens synaptotagmin-like 4 (granuphilin-a) (SYTL4), mRNA 


NM 080723 


Homo sapiens vesicular membrane protein p24 fVMP), mRNA 


NM 080678 


Homo sapiens NEDD 8 -conjugating enzyme (NCE2), mRNA 


NM 080668 


Homo sapiens similar to RIKEN cDNA 2610036L13 (MGC16386), mRNA 


NM_080666 


Homo sapiens similar to RIKEN cDNA 2600001 Al 1 gene (LOCI 12840), 
mRNA 


NM 080663 


Homo sapiens similar to RIKEN cDNA 4933424N09 gene (MGC 16943), mRNA 


NM_080661 


Homo sapiens similar to RIKEN cDNA 0610008P16 gene (MGC15937), mRNA 


NM 080658 


Homo sapiens similar to RIKEN cDNA 0610006H10 gene (MGC9740), mRNA 


NM_080656 


Homo sapiens similar to RIKEN cDNA A430101B06 gene (MGC13017), 
mRNA 


NM_080651 


Homo sapiens similar to RIKEN cDNA 1810038N03 gene (MGC9890), mRNA 


NM 080650 


Homo sapiens similar to RIKEN cDNA 5730421E18 gene (MGC 14798), mRNA 


NM 080604 


Homo sapiens tight junction protein 4 (peripheral) (TJP4), mRNA 


NM 080552 


Homo sapiens vesicular inhibitory amino acid transporter (VIAAT), mRNA 


NM 080429 


Homo sapiens aquaporin 10 (AQP10), mRNA 


NM 018897 


Homo sapiens axonemal dynein heavy chain 7 (DNAH7), mRNA 


NM 015570 


Homo sapiens autism-related protein 1 (KIAA0442), mRNA 


NM_015132 


Homo sapiens sorting nexin 13 (SNX13), mRNA 


NM_022457 


Homo sapiens similar to constitutive photomorphogenic protein 1 (Arabidopsis) 
(FLJ10416),mRNA 


NM_030658 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 
mRNA 


NM 058229 


Homo sapiens F-box only protein 32 (FBX032), mRNA 


NM 058188 


Homo sapiens chromosome 21 open reading frame 67 (C21orf67), mRNA 


NM 058187 


Homo sapiens chromosome 21 open reading frame 63 (C21orf63), mRNA 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (INGl-like), mRNA 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ32631 (FLJ32631), mRNA 


NM_054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA 
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NM 054108 


Homo sapiens H-revl07-like protein 5 (HRLP5), mRNA 


NM 020794 


Homo sapiens densin-180 (KIAA1365), mRNA 


NM 054032 


Homo sapiens G protein-coupled receptor MRGX4 (MRGX4), mRNA 


NM 054031 


Homo sapiens G protein-coupled receptor MRGX3 (MRGX3), mRNA 

£- i_ £_ _ — ~ — r v — 


NM 054030 


Homo sapiens G protein-coupled receptor MRGX2 (MRGX2), mRNA 


NM 054023 


Homo sapiens uteroglobin-related protein 1 (UGRP1), mRNA 


NM 054024 


Homo sapiens melanoma inhibitory activity protein 2 (MIA2) ? mRNA 


NM 031946 


Homo sapiens centaurin, gamma 3 (CENTG3), mRNA 


NM 052860 


Homo sapiens kruppel-like zinc finger protein (ZNF300), mRNA 


NM 053054 


Homo sapiens cation channel of sperm (CATSPER), mRNA 


NM 053053 


Homo sapiens SPT3 -associated factor 42 (STAF42), mRNA 


NM 053048 


Homo sapiens hypothetical protein MGC16384 (MGC16384), mRNA 


NM 053047 


Homo sapiens hypothetical protein MGC16063 (MGC16063), mRNA 


NM 053040 


Homo sapiens PNAS-123 (LOC85028), mRNA 


NM_053039 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B28 (UGT2B28), 
mRNA 


NM 053001 


Homo sapiens odd-skipped-related 2A protein (OSR2), mRNA 


NM 052997 


Homo sapiens breast cancer antigen NY-BR-1 (NY-BR-1), mRNA 


NM 052971 


Homo sapiens liver-expressed antimicrobial peptide 2 (LEAP -2), mRNA 


NM 052956 


Homo sapiens medium-chain acyl-CoA synthetase (MACS1), mRNA 


NM 052942 


Homo sapiens guanylate binding protein 5 (GBP5), mRNA 


NM 052931 


Homo sapiens activating NK receptor (KALI), mRNA 


NM 052879 


Homo sapiens c-Mpl binding protein (LOCI 13251), mRNA 


NM 030928 


Homo sapiens DNA replication factor (CDT1), mRNA 


NM_025185 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D1 66), 
mRNA 


NM 015179 


Homo sapiens KIAA0690 protein (KIAA0690), mRNA 


NM 033626 


Homo sapiens JM1 1 protein (JM1 1), mRNA 


NM 022735 


Homo sapiens golgi phosphoprotein 1 (GOLPH1), mRNA 


NM_033547 


Homo sapiens hypothetical gene MGC16733 similar to CGI 21 13 (MGC16733), 
mRNA 


NM 032268 


Homo sapiens nerve injury gene 283 (NTN283), mRNA 


NM 016167 


Homo sapiens retinoic acid repressible protein (RARG-1), mRNA 


NM 033414 


Homo sapiens hypothetical protein MGC17552 (MGC17552), mRNA 


NM 016336 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


NM 033317 


Homo sapiens hypothetical gene ZD52F10 (ZD52F10), mRNA 


NM 033266 


Homo sapiens ER to nucleus signalling 2 (ERN2), mRNA 


NM 031955 


Homo sapiens NYD-SP12 protein (NYD-SP12), mRNA 


NMJ)33210 


Homo sapiens hypothetical protein FLJ14855 (FLJ14855), mRNA 


NM_033211 


Homo sapiens hypothetical gene supported by AF038182; BC009203 
(LOC90355), mRNA 


NM 033194 


Homo sapiens small heat shock protein B9 (HspB9), mRNA 


NM 032122 


Homo sapiens dystrobrevin binding protein 1 (DTNBP1), mRNA 


NM 020405 


Homo sapiens tumor endothelial marker 7 precursor (TEM7), mRNA 


NM 033115 


Homo sapiens hypothetical protein MGC16169 (MGC16169), mRNA 


NM_033117 


Homo sapiens hypothetical protein MGC2734 (MGC2734), mRNA 


NM 033103 


Homo sapiens rhophilin-like protein (LOC85415), mRNA 


NMJB3035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NMJH4001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM 032937 


Homo sapiens AD038 (LOC85026), mRNA 
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NM 032932 


Homo sapiens hypothetical protein MGC1 1316 (MGC11316), mRNA 


NM 032930 


Homo sapiens hypothetical protein MGC13040 (MGC13040), mRNA 


NM 032918 


Homo sapiens RAS-like, estrogen-regulated, growth-inhibitor (RERG), mRNA 


NM 032916 


Homo sapiens hypothetical protein MGC16279 (MGC16279), mRNA 


NM 032907 


Homo sapiens hypothetical protein MGC14421 (MGC14421), mRNA 


NM 032904 


Homo sapiens hypothetical protein MGC14433 (MGC14433), mRNA 


NM 032900 


Homo sapiens hypothetical protein MGC14258 (MGC14258), mRNA 


NM 032895 


Homo sapiens hypothetical protein MGC14376 (MGC14376), mRNA 


NM 032888 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM 032886 


Homo sapiens hypothetical protein MGC15912 (MGC15912), mRNA 


NM 032884 


Homo sapiens hypothetical protein MGC15882 (MGC15882), mRNA 


NM 032876 


Homo sapiens hypothetical protein MGC15563 (MGC15563), mRNA 


NM 032875 


Homo sapiens hypothetical protein MGC 15482 (MGC 15482), mRNA 


NM 032874 


Homo sapiens hypothetical protein MGC 1543 8 (MGC 1543 8), mRNA 


NM_032872 


Homo sapiens NADPH oxidase-related, C2 domain-containing protein (JFC1), 
mRNA 


NM_032871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 
(TNFRSF19L), mRNA 


NM 032866 


Homo sapiens hypothetical protein FLJ14957 (FLJ14957), mRNA 


NM 032860 


Homo sapiens hypothetical protein FLJ14909 (FLJ14909), mRNA 


NM 032858 


Homo sapiens hypothetical protein FLJ14904 (FLJ14904), mRNA 


NM_032852 


Homo sapiens AUT-like I, cysteine endopeptidase (S. cerevisiae) (AUTL1) 
mRNA 


NM 032848 


Homo sapiens hypothetical protein FLJ14827 (FLJ14827), mRNA 


NM 032845 


Homo sapiens hypothetical protein FLJ14816 (FLJ14816), mRNA 


NM 032835 


Homo sapiens hypothetical protein FLJ14761 (FLJ14761), mRNA 


NM 032824 


Homo sapiens hypothetical protein FLJ1468 1 (FLJ1468 1), mRNA 1 


NM_032823 


Homo sapiens hypothetical protein FLJ14675 (FLJ14675), mRNA 


NM 032822 


Homo sapiens hypothetical protein FLJ14668 (FLJ14668), mRNA 


NM_032818 


Homo sapiens hypothetical protein FLJ14642 (FLJ14642), mRNA 


NM 032804 


Homo sapiens hypothetical protein FLJ14547 fFLJ14547\ mRNA 


NM 032795 


Homo sapiens hypothetical protein FLJ14494 (FLJ14494), mRNA 


NMJ)32783 


Homo sapiens hypothetical protein FLJ14431 (FLJ1443 1), mRNA 


NM 032766 


Homo sapiens hypothetical protein MGC 161 79 (MGC16179), mRNA 


NM 032763 


Homo sapiens hypothetical protein MGC16142 (MGC 16 142), mRNA 


NM 032756 


Homo sapiens hypothetical protein MGC15668 (MGC15668X mRNA 


NM_032744 


Homo sapiens hypothetical protein MGC12335 (MGC12335), mRNA 


NM 032738 


Homo sapiens hypothetical protein MGC4595 (MGC4595), mRNA 


NM 032723 


Homo sapiens hypothetical protein MGC 12760 (MGC 12760), mRNA 


NM 032720 


Homo sapiens hypothetical protein MGC 10724 (MGC 10724), mRNA 


NM_032715 


Homo sapiens hypothetical protein MGC4643 (MGC4643), mRNA 


NM 032712 


Homo sapiens hypothetical protein MGC 13 170 (MGC 13 170), mRNA 


NM 032711 


Homo sapiens hypothetical protein MGC 13090 (MGC 13090), mRNA 


NM 032706 


Homo sapiens hypothetical protein MGC 12966 (MGC 12966), mRNA 


NM 032705 


Homo sapiens hypothetical protein MGC14801 (MGC14801), mRNA 


NM 032694 


Homo sapiens hypothetical protein MGC12935 (MGC12935), mRNA 


NM 032693 


Homo sapiens hypothetical protein MGC 10646 (MGC 10646), mRNA 


NM 032681 


Homo sapiens hypothetical protein MGC 10977 (MGC 10977), mRNA 


NM 032678 


Homo sapiens hypothetical protein MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3 079 (MGC3079), mRNA 
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NM 032631 


Homo sapiens hypothetical protein MGC2641 (MGC2641), mRNA 


NM 032601 


Homo sapiens methylmalonyl CoA epimerase (MCEE), mRNA 


NM 032596 


Homo sapiens testes development-related NYD-SP22 (NYD-SP22), mRNA 


NM 032593 


Homo sapiens PKCI-1 -related HIT protein (HIT-17), mRNA 


NM 032586 


Homo sapiens testis transcript Y 8 (TTY8), mRNA 


NM 032582 


Homo sapiens ubiquitin specific protease (NY-REN-60), mRNA 


NM 032580 


Homo sapiens hairy and enhancer of split 7 (Drosophila) (HES7), mRNA 


NM 032574 


Homo sapiens dpy-30-like protein (LOC84661), mRNA 


NM 032558 


Homo sapiens hypothetical protein FLJ14753 (FLJ14753), mRNA 


NM 032557 


Homo sapiens HP43.8KD protein (HP43.8KD), mRNA 


NM 032553 


Homo sapiens putative purinergic receptor (FKSG79), mRNA 


NM 032545 


Homo sapiens cryptic gene (CRYPTIC), mRNA 


NM_020963 


Homo sapiens MovlO, Moloney leukemia virus 10, homolog (mouse) (MOV 10), 
mRNA 


NM 032522 


Homo sapiens hypothetical protein MGC2629 (MGC2629), mRNA 


NM 032507 


Homo sapiens cerebral protein-4 (HUCEP-4), mRNA 


NM 032499 


Homo sapiens hypothetical protein HH1 14 (HH1 14), mRNA 


NM 032494 


Homo sapiens zinc finger protein (LOC84524), mRNA 


NM 032492 


Homo sapiens hypothetical protein GL009 (GL009), mRNA 


NM 032487 


Homo sapiens actin related protein Ml (ARPM1), mRNA 


NM 032486 


Homo sapiens dynactin 4 (MGC3248), mRNA 


NM 032445 


Homo sapiens MEGF1 1 protein (MEGF1 1), mRNA 


NM 030898 


Homo sapiens hypothetical protein FLJ21673 (FLJ21673), mRNA 


NM 032412 


Homo sapiens putative nuclear protein ORF1-FL49 (ORF1-FL49), mRNA 


NM 032411 


Homo sapiens esophageal cancer related gene 4 protein (ECRG4), mRNA 


NM 015247 


Homo sapiens cylindromatosis (turban tumor syndrome) (CYLD), mRNA 


NM 032330 


Homo sapiens hypothetical protein MGC12536 (MGC12536), mRNA 


NM 032384 


Homo sapiens hypothetical protein FLJ23183 (FLJ23183), mRNA 


NM 032372 


Homo sapiens hypothetical protein MGC16186 (MGC16186), mRNA 


NM 032367 


Homo sapiens hypothetical protein MGC15435 (MGC 15435), mRNA 


NM 032354 


Homo sapiens hypothetical protein MGC 10744 (MGC 10744), mRNA 


NM 032347 


Homo sapiens hypothetical protein MGC13250 (MGC13250), mRNA 


NM 032344 


Homo sapiens hypothetical protein MGC 13 045 (MGC 13 045), mRNA 


NM 032342 


Homo sapiens hypothetical protein MGC12992 (MGC 12992), mRNA 


NM 032340 


Homo sapiens hypothetical protein MGC14833 (MGC14833), mRNA 


NM 032338 


Homo sapiens hypothetical protein MGC14817 (MGC14817), mRNA 


NM 032333 


Homo sapiens hypothetical protein MGC4248 (MGC4248), mRNA 


NM_032327 


Homo sapiens hypothetical protein MGC2993 (MGC2993), mRNA 


NM_032325 


Homo sapiens hypothetical protein MGC1 1 102 (MGC1 1 102), mRNA 


NM_032324 


Homo sapiens hypothetical protein MGC13186 (MGC13186), mRNA 


NM 032323 


Homo sapiens hypothetical protein MGC13102 (MGC13102), mRNA 


NM 032320 


Homo sapiens hypothetical protein MGC13007 (MGC13007), mRNA 


NM 032318 


Homo sapiens hypothetical protein MGC12945 (MGC12945), mRNA 


NM 032317 


Homo sapiens hypothetical protein MGC 12943 (MGC 12943), mRNA 


NM_032316 


Homo sapiens hypothetical protein MGC 1293 6 (MGC 1293 6), mRNA 


NM 032305 


Homo sapiens hypothetical protein MGC3200 (MGC3200), mRNA 


NM 032293 


Homo sapiens hypothetical protein DKFZp761 J1523 (DKFZp761J1523), mRNA 


NM 032291 


Homo sapiens hypothetical protein DKFZp761D221 (DKFZp761D221), mRNA 


NM 032290 


Homo sapiens hypothetical protein DKFZp761C121 (DKFZp761C121), mRNA 


NM_032288 


Homo sapiens hypothetical protein DKFZp761B1514 (DKFZp761B1514), 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKFZp586C1924), 
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mRNA 


NM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714), mRNA 


NM 032267 


Homo sapiens hypothetical protein DKFZp434E169 (DKFZp434E169), mRNA 


NM 032264 


Homo sapiens hypothetical protein DKFZp434D177 (DKFZp434D177), mRNA 


NM_032261 


Homo sapiens hypothetical protein DKFZp434N0650 (DKFZp434N0650), 
mRNA 


NM_032258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235), 
mRNA 


NM_032251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKFZp434G0920), 
mRNA 


NM 032250 


Homo sapiens hypothetical protein DKFZp434A171 (DKFZp434A171), mRNA 


NM_032249 


Homo sapiens hypothetical protein DKFZp434F1819 (DKFZp434F1819), 
mRNA 


NM_032248 


Homo sapiens hypothetical protein DKFZp434F1719 (DKFZp434F1719), 
mRNA 


NM 032246 


Homo sapiens hypothetical protein DKFZp434J0617 (DKFZp434J0617) 5 mRNA 


NM 032245 


Homo sapiens hypothetical protein DKFZp434I1916 (DKFZp434I1916), mRNA 


NM 032223 


Homo sapiens hypothetical protein FLJ22427 (FLJ22427), mRNA 


NM 032209 


Homo sapiens hypothetical protein FLJ21777 (FLJ21777), mRNA 


NM 032193 


Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


NM 032177 


Homo sapiens hypothetical protein FLJ13193 (FLJ13193), mRNA 


NM 032167 


Homo sapiens hypothetical protein FLJ12363 (FLJ12363), mRNA 


NM 032161 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM 032154 


Homo sapiens MBLR protein (MBLR) 5 mRNA 


NM_032151 


Homo sapiens hypothetical protein DKFZp566K1946 (DKFZP5 66K 1 946) , 
mRNA 


NM_032148 


Homo sapiens hypothetical protein DKFZp434K0427 (DKFZP434K0427), 
mRNA 


NM_032139 


Homo sapiens hypothetical protein DKFZp434L0718 (DKFZP434L07 1 8), 
mRNA 


NM_032138 


Homo sapiens hypothetical protein DKFZp434E2318 (DKFZP434E23 1 8), 
mRNA 


NM_032136 


Homo sapiens hypothetical protein DKFZp434L1717 (DKFZP434L 1717), 
mRNA 


NM_032125 


Homo sapiens hypothetical protein DKFZp564D0478 (DKFZP564D0478), 
mRNA 


NM_032120 


Homo sapiens hypothetical protein DKFZp564O0523 (DKFZP564O0523), 
mRNA 


NM_020921 


Homo sapiens ninein (GSK3B interacting protein) fNIN), mRNA 


NM 020441 


Homo sapiens hypothetical protein DKFZp762I166 (DKFZP762I166), mRNA 


NM_018719 


Homo sapiens hypothetical protein DKFZp762L03 1 1 (DKFZp762L03 1 1), 
mRNA 


NMJH5630 


Homo sapiens DKFZP566F2124 protein (DKFZP566F2124), mRNA 


NM 015621 


Homo sapiens DKFZP434C171 protein (DKFZP434C171), mRNA 


NM 015595 


Homo sapiens DKFZP434D146 protein (DKFZP434D146), mRNA 


NM 015496 


Homo sapiens DKFZP434I1 16 protein (DKFZP434I1 16), mRNA 


NM 015471 


Homo sapiens DKFZP56601646 protein (DC8), mRNA 


NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F09U mRNA 


NM 015023 


Homo sapiens KIAA1037 protein (KIAA1037), mRNA 


NM 014972 


Homo sapiens KIAA1049 protein (KIAA1049), mRNA 


NM 032042 


Homo sapiens hypothetical protein DKFZp564D172 (DKFZP564D172), mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA 
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NM 032030 


Homo sapiens FKSG83 (FKSG83), mRNA 


NM 032028 


Homo sapiens serine/threonine kinase FKSG81 (FKSG81), mRNA 


NM 032025 


Homo sapiens CDA02 protein (CDA02), mRNA 


NM 032021 


Homo sapiens AD03 1 protein (AD03 1), mRNA 


NM 031944 


Homo sapiens Mix-like homeobox protein 1 (MILD1), mRNA 


NM 031920 


Homo sapiens ARG99 protein (ARG99), mRNA 


NM 031480 


Homo sapiens hypothetical protein AD034 (AD034), mRNA 


NM 031478 


Homo sapiens hypothetical protein DKFZp434I21 17 (DKFZP434I21 17), mRNA 


NM 031477 


Homo sapiens hypothetical protein MGC10500 (MGC10500), mRNA 


NM 031476 


Homo sapiens hypothetical protein DKFZp434B044 (DKFZP434B044), mRNA 


NM 031472 


Homo sapiens hypothetical protein MGC1 1 134 (MGC1 1 134), mRNA 


NM 031471 


Homo sapiens hypothetical protein MGC 10966 (MGC 10966), mRNA 


NM_031457 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 8B 
(MS4A8B), mRNA 


NM 031450 


Homo sapiens hypothetical protein p5326 (P5326), mRNA 


NM 031443 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 


NM 031438 


Homo sapiens hypothetical protein DKFZp761I172 (DKFZP761I172), mRNA 


NM 031434 


Homo sapiens hypothetical protein MGC5442 (MGC 5 442), mRNA 


NM 031418 


Homo sapiens chromosome 1 1 open reading frame 25 (CI lorf25), mRNA 


NM 015497 


Homo sapiens DKFZP564G2022 nrotein (DKFZP5 64G2022"> mRNA 


NM_031306 


Homo sapiens hypothetical protein DKFZp564B1023 (DKFZP564B1023), 
mRNA 


NM 031295 


Homo sapiens hypothetical protein PP1226 (PP1226), mRNA 


NM_031291 


Homo sapiens hypothetical protein DKFZp434N1235 (DKFZP434N1235), 
mRNA 


NM_031290 


Homo sapiens hypothetical protein DKFZp434Kl 172 (DKFZP43 4K 1 1 72), 
mRNA 


NM 031270 


Homo sapiens PR01596 protein (PR01596), mRNA 


NM 031268 


Homo sapiens PRO0461 protein (PRO0461), mRNA 


NM_031217 


Homo sapiens hypothetical protein DKFZp434G2226 (DKFZP434G2226), 
mRNA 


NM 013358 


Homo sapiens peptidylarginine deiminase type I (hPAD-colonylO), mRNA 


NM 030980 


Homo sapiens hypothetical protein FLJ12671 (FLJ 12671), mRNA 


NM 030954 


Homo sapiens hypothetical protein DKFZp564A022 (DKFZP564A022), mRNA 


NM_030953 


Homo sapiens hypothetical protein DKFZp76 1 E2 1 1 0 (DKFZP761E21 10), 
mRNA 


NM 030941 


Homo sapiens exonuclease NEF-sp (LOC81691), mRNA 


NM 030939 


Homo sapiens hypothetical protein FLJ12619 (FLJ12619), mRNA 


NM_030938 


Homo sapiens likely ortholog of rat vacuole membrane protein 1 (VMP1), 
mRNA 


NM 030932 


Homo sapiens diaphanous homolog 3 (Drosophila) (DIAPH3), mRNA 


NM 030927 


Homo sapiens hypothetical protein MGC1 1352 (MGC1 1352), mRNA 


NM 030925 


Homo sapiens hypothetical protein FLJ12577 (FLJ12577), mRNA 


NM 030918 


Homo sapiens hypothetical protein My014 (MY014), mRNA 


NM 030911 


Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 


NM 030899 


Homo sapiens hypothetical protein FLJ23407 (FLJ23407), mRNA 


NM 018657 


Homo sapiens myoneurin (MYNN), mRNA 


NM 030818 


Homo sapiens hypothetical protein MGC10471 (MGC10471), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423), 
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mRNA 


NM 030802 


Homo sapiens C/EBP-induced protein (LOC81558), mRNA 


NM_030800 


Homo sapiens hypothetical protein DKFZp56401664 (DKFZP56401664), 
mRNA 


NM 030799 


Homo sapiens hypothetical protein AF140225 (AF140225), mRNA 


NM 030793 


Homo sapiens hypothetical protein SP329 (SP329), mRNA 


NM 030792 


Homo sapiens hypothetical protein PP1665 (PP1665), mRNA 


NM 030780 


Homo sapiens folate transporter/carrier (LOC81034), mRNA 


NM 030674 


Homo sapiens solute carrier family 38, member 1 (SLC38A1), mRNA 


NM 030672 


Homo sapiens hypothetical protein FLJ10312 (FLJ10312), mRNA 


NM 024947 


Homo sapiens hypothetical protein FLJ12729 (FLJ12729), mRNA 


NM 024963 


Homo sapiens hypothetical protein FLJ1 1467 (FLJ1 1467), mRNA 


NM_0 17600 


Homo sapiens hypothetical protein DKFZp434M0331 (DKFZp434M0331), 
mRNA 


NM 030652 


Homo sapiens NG3 protein (NG3), mRNA 

C £_ V 12. — 


NM 030651 


Homo sapiens chromosome 6 open reading frame 31 (C6orf31), mRNA 


NM 020444 


Homo sapiens KIAA1 191 protein (KIAA1 191), mRNA 


NM 024055 


Homo sapiens hypothetical protein MGC5499 (MGC5499), mRNA 


NM 025154 


Homo sapiens KIAA0810 protein (KIAA0810), mRNA 


NM 017515 


Homo sapiens novel protein (HSNOV1), mRNA 


NM 024924 


Homo sapiens hypothetical protein FLJ12985 (FLJ12985), mRNA 


NM_030579 


Homo sapiens cytochrome b5 outer mitochondrial membrane precursor (CYB5- 
M), mRNA 


NM 022068 


Homo sapiens hypothetical protein FLJ23403 (FLJ23403), mRNA 


NM 025179 


Homo sapiens plexin A2 (PLXNA2), mRNA 


NM 014033 


Homo sapiens DKFZP586A0522 protein (DKFZP586A0522), mRNA 


NM 006468 


Homo sapiens polymerase (RNA) III (DNA directed) (62kD) (RPC62), mRNA 


NM 025263 


Homo sapiens CAT56 protein (CAT56), mRNA 


NM 025262 


Homo sapiens G5C protein (G5C), mRNA 


NM 025261 


Homo sapiens G6C protein (G6C), mRNA 


NM 025260 


Homo sapiens G6B protein (G6B), mRNA 


NM 025259 


Homo sapiens NG23 protein (NG23), mRNA 


NM 025258 


Homo sapiens NG37 protein (G7C), mRNA 


NM 025231 


Homo sapiens hypothetical protein FLJ22191 (FLJ22191), mRNA 


NM 025226 


Homo sapiens MSTP032 protein (MSTP032), mRNA 


NM 025211 


Homo sapiens protein kinase anchoring protein GKAP42 (GKAP42), mRNA 


NM_025201 


Homo sapiens hypothetical protein PP1628 (PP1628), mRNA 


NM 025192 


Homo sapiens hypothetical protein FLJ23071 (FLJ23071), mRNA 


NM 025188 


Homo sapiens hypothetical protein FLJ13181 (FLJ13181), mRNA 


NM 025174 


Homo sapiens hypothetical protein FLJ23040 (FLJ23040), mRNA 


NM 025165 


Homo sapiens hypothetical protein FLJ22637 (FLJ22637), mRNA 


NM 025160 


Homo sapiens hypothetical protein FLJ21016 (FLJ21016), mRNA 


NM 025153 


Homo sapiens hypothetical protein FLJ21477 (FLJ21477), mRNA 


NM 025151 


Homo sapiens hypothetical protein FLJ22622 (FLJ22622), mRNA 


NM 025149 


Homo sapiens hypothetical protein FLJ20920 (FLJ20920), mRNA 


NM 025144 


Homo sapiens hypothetical protein FLJ22670 (FLJ22670), mRNA 


NM 025138 


Homo sapiens hypothetical protein FLJ12661 (FLJ12661), mRNA 


NM 025126 


Homo sapiens ring finger protein 34 (RNF34), mRNA 


NM 025125 


Homo sapiens hypothetical protein FLJ13263 (FLJ13263), mRNA 


NM 025124 


Homo sapiens hypothetical protein FLJ21749 (FLJ21749), mRNA 


NM 025109 


Homo sapiens hypothetical protein FLJ22865 (FLJ22865), mRNA 


NM 025099 


Homo sapiens hypothetical protein FLJ22170 (FLJ22170), mRNA 
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NM 025098 


Homo sapiens hypothetical protein FLJ22644 (FLJ22644), mRNA 


NM 025097 


Homo sapiens hypothetical protein FLJ21 106 (FLJ21 106), mRNA 


NM 025095 


Homo sapiens hypothetical protein FLJ23558 (FLJ23558), mRNA 


NM 025086 


Homo sapiens hypothetical protein FLJ22596 (FLJ22596) mRNA 


NM 025080 


Homo sapiens hypothetical protein FLJ22316 (FLJ22316), mRNA 


NM 025079 


Homo sapiens hypothetical protein FLJ23231 (FLJ23231) mRNA 


NM 025077 


Homo sapiens hypothetical protein FLJ13949 (FLJ13949) mRNA 


NM 025076 


Homo sapiens hypothetical protein FLJ23591 (FLJ23591), mRNA 


NM 025072 


Homo sapiens chromosome 9 open reading frame 15 (C9orfl5) mRNA 


NM 025070 


Homo sapiens hypothetical protein FLJ22242 (FLJ22242) mRNA 


NM 025058 


Homo sapiens hypothetical protein FLJ23229 (FLJ23229), mRNA 


NM 025055 


Homo sapiens hypothetical protein FLJ23 168 (FLJ23 168) mRNA 


NM 025044 


Homo sapiens hypothetical protein FLJ22476 (FLJ22476) mRNA 


NM 025043 


Homo sapiens hypothetical protein FLJ22404 (FLJ22404), mRNA 


NM 025041 


Homo sapiens hypothetical protein FLJ22173 (FLJ22173) mRNA 


NM 025034 


Homo sapiens hypothetical protein FLJ21290 (FLJ21290), mRNA 


NM 025032 


Homo sapiens hypothetical protein FLJ21272 (FLJ21272), mRNA 


NM 025029 


Homo sapiens hypothetical protein FLJ14346 (FLJ14346) mRNA 


NM 025005 


Homo sapiens hypothetical protein FLJ13315 (FIJI 33 15), mRNA 


NM 024998 


Homo sapiens hypothetical protein FLJ12704 (FLJ12704), mRNA 


NM 024994 


Homo sapiens hypothetical protein FLJ12595 (FU12595), mRNA • 


NM 024977 


Homo sapiens hypothetical protein FLJ12078 (FIJI 2078), mRNA 


NM 024976 


Homo sapiens hypothetical protein FLJ1 1996 (FLJ1 1996), mRNA 


NM 024956 


Homo sapiens hypothetical protein FLJ23375 (FLJ23375), mRNA 


NM 024944 


Homo sapiens chromosome 21 open reading frame 68 (C21orf68) mRNA 


NM 024942 


Homo sapiens hypothetical protein FLJ13490 (FLJ13490), mRNA 


NM 024941 


Homo sapiens hypothetical protein FLJ1361 1 (FLJ1361 1), mRNA 


NM_024938 


Homo sapiens hypothetical protein FLJ1 1383 (FLJ1 1383), mRNA 


NM_024935 


Homo sapiens hypothetical protein FLJ13687 (FLJ13687), mRNA 


NM 024920 


Homo sapiens hypothetical protein FLJ14281 (FLJ14281), mRNA 


NM 024919 


Homo sapiens hypothetical protein FLJ22615 (FLJ22615) mRNA 


NM 024917 


Homo sapiens hypothetical protein FLJ12687 (FLJ12687), mRNA 


NM 024914 


Homo sapiens hypothetical protein FLJ13262 (FLJ13262), mRNA 


NM 024911 


Homo sapiens hypothetical protein FL J23 09 1 (FLJ23 09 1 ), mRNA i 


NM 024909 


Homo sapiens hypothetical protein FLJ13158 (FLJ13158), mRNA 


NMJ324908 


Homo sapiens hypothetical protein FLJ12973 (FLJ12973) mRNA 


NM 024906 


Homo sapiens hypothetical protein FLJ21032 (FLJ21032), mRNA 


NM 024897 


Homo sapiens hypothetical protein FLJ22672 (FLJ22672) mRNA 


NM 024889 


Homo sapiens hypothetical protein FLJ23537 (FLJ23537) mRNA 


NM 024886 


Homo sapiens hypothetical protein FLJ14280 (FLJ14280) mRNA 


NM 024882 


Homo sapiens hypothetical protein FLJ1 3 1 89 (FLJ1 3189) mRNA 


NM 024880 


Homo sapiens hypothetical protein FLJ23556 (FLJ23556), mRNA 


NM 024864 


Homo sapiens hypothetical protein FLJ22578 (FLJ22578), mRNA 


NM 024853 


Homo sapiens hypothetical protein FLJ13385 (FLJ13385), mRNA 


NM 024848 


Homo sapiens hypothetical protein FLJ13941 (FLJ13941) mRNA 


NM 024847 


Homo sapiens hypothetical protein FLJ21240 (FLJ21240) mRNA 


"NJA/T HO A Q A 1 


Homo sapiens hypothetical protein FLJ14213 (FLJ14213) mRNA 


NM 024839 


Homo sapiens hypothetical protein FLJ22638 (FLJ22638) mRNA 


KM 024837 


Homo sapiens hypothetical protein FLJ21472 (FLJ21472) mRNA 


NM 024835 


Homo sapiens C3HC4~type zinc finger protein (LZK1), mRNA 


NM 024815 


Homo sapiens hypothetical protein FLJ22494 (FLJ22494) mRNA 
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NM 024813 


Homo sapiens hypothetical protein FLJ13150 (FLJ13150), mRNA 


NM 024811 


Homo sapiens hypothetical protein FLJ12529 (FLJ12529), mRNA 


NM 024810 


Homo sapiens hypothetical protein FLJ23018 (FLJ23018), mRNA 


NM 024809 


Homo sapiens hypothetical protein FLJ12975 (FLJ12975), mRNA 


NM 024808 


Homo sapiens hypothetical protein FLJ22624 (FLJ22624), mRNA 


NM 024807 


Homo sapiens hypothetical protein FLJ13693 (FLJ13693), mRNA 


NM 024806 


Homo sapiens hypothetical protein FLJ23554 (FLJ23554), mRNA 


NM 024799 


Homo sapiens hypothetical protein FLJ13224 (FLJ13224), mRNA 


NM 024796 


Homo sapiens hypothetical protein FLJ22639 (FLJ22639), mRNA 


NM 024789 


Homo sapiens hypothetical protein FLJ22529 (FLJ22529), mRNA 


NM 024784 


Homo sapiens hypothetical protein FLJ23392 (FU23392), mRNA 


NM 024780 


Homo sapiens hypothetical protein FLJ13593 (FU13593), mRNA 


NM 024773 


Homo sapiens hypothetical protein FLJ13798 (FLJ13798), mRNA 


NM 024772 


Homo sapiens hypothetical protein FLJ23151 (FLJ23151), mRNA 


NM 024771 


Homo sapiens hypothetical protein FLJ13848 (FLJ13848), mRNA 


NM 024763 


Homo sapiens hypothetical protein FLJ23129 (FLJ23129), mRNA 


NM 024754 


Homo sapiens hypothetical protein FLJ12598 (FLJ12598), mRNA 


NM 024749 


Homo sapiens hypothetical protein FLJ12505 (FLJ12505), mRNA 


NM 024746 


Homo sapiens hypothetical protein FLJ13840 (FLJ13840), mRNA 


NM 024732 


Homo sapiens hypothetical protein FLJ14351 (FLJ14351), mRNA 


NM 024731 


Homo sapiens chromosome 16 open reading frame 44 (C16orf44) 5 mRNA 


NM 024727 


Homo sapiens hypothetical protein FLJ23259 (FLJ23259), mRNA 


NM 024722 


Homo sapiens hypothetical protein FLJ13322 (FLJ13322), mRNA 


NM 024717 


Homo sapiens hypothetical protein FLJ22344 (FLJ22344), mRNA 


NM 024715 


Homo sapiens hypothetical protein FLJ22625 (FLJ22625), mRNA 


NM 024709 


Homo sapiens hypothetical protein FLJ14146 (FLJ14146), mRNA 


NM 024705 


Homo sapiens hypothetical protein FLJ13639 (FLJ13639), mRNA 


NM 024703 


Homo sapiens hypothetical protein FLJ22593 (FLJ22593), mRNA 


NM 024701 


Homo sapiens ankyrin repeat and SOCS box-containing 13 (ASB13), mRNA 


NM 024700 


Homo sapiens Smad nuclear interacting protein (SNIP1), mRNA 


NM_024695 


Homo sapiens hypothetical protein FLJ13993 (FLJ13993), mRNA 


NM 024693 


Homo sapiens hypothetical protein FLJ20909 (FLJ20909), mRNA 


NM 024688 


Homo sapiens hypothetical protein FLJ13031 (FLJ13031), mRNA 


NM 024686 


Homo sapiens hypothetical protein FLJ23033 (FLJ23033), mRNA 


NM 024678 


Homo sapiens hypothetical protein FLJ23441 (FLJ23441), mRNA 


NM 024675 


Homo sapiens hypothetical protein FLJ21816 (FLJ21816), mRNA 


NM 024672 


Homo sapiens hypothetical protein FLJ23320 (FLJ23320), mRNA 


NM 024666 


Homo sapiens hypothetical protein FLJ1 1506 (FLJ1 1506), mRNA 


NM 024654 


Homo sapiens hypothetical protein FLJ23323 (FLJ23323), mRNA 


NM 024650 


Homo sapiens hypothetical protein FLJ22531 (FLJ22531), mRNA 


NM 024649 


Homo sapiens hypothetical protein FLJ23590 (FLJ23590), mRNA 


NM 024647 


Homo sapiens hypothetical protein FLJ13287 (FLJ13287), mRNA 


NM 024640 


Homo sapiens hypothetical protein FLJ23476 (FLJ23476), mRNA 


NMJ>24636 


Homo sapiens likely ortholog of mouse tumor necrosis-alpha-induced adipose- 
related protein (FLJ23 153), mRNA 


NM 024628 


Homo sapiens hypothetical protein FLJ23188 (FLJ23188), mRNA 


NM 024627 


Homo sapiens hypothetical protein FLJ21 125 (FLJ21 125), mRNA 


NM 024626 


Homo sapiens hypothetical protein FLJ22418 (FLJ22418), mRNA 


NM 024624 


Homo sapiens hypothetical protein FLJ221 16 (FLJ221 16), mRNA 


NM 024616 


Homo sapiens hypothetical protein FLJ23 186 (FLJ23 186), mRNA 


NM 024615 


Homo sapiens hypothetical protein FLJ21308 (FLJ21308), mRNA 
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NM 024613 


Homo sapiens phafin 2 (FLJ13187), mRNA 


NM 024610 


Homo sapiens hypothetical protein FLJ22623 (FLJ22623), mRNA 


NM 024609 


Homo sapiens hypothetical protein FLJ21841 (FLJ21841), mRNA 


NM 024606 


Homo sapiens hypothetical protein FLJ1 1756 CFLJ1 1756). mRNA 


NM 024605 


Homo sapiens hypothetical protein FLJ20896 (FLJ20896), mRNA 


NM 024602 


Homo sapiens hypothetical protein FLJ21 156 (FLJ21 156), mRNA 


NM 024595 


Homo sapiens hypothetical protein FLJ12666 (FU12666), mRNA 


NM 024585 


Homo sapiens hypothetical protein FLJ22160 (FLJ22160), mRNA 


NM 024584 


Homo sapiens hypothetical protein FLJ13646 (FLJ13646), mRNA 


NM 024580 


Homo sapiens hypothetical protein FLJ13 1 19 (FLJ13 1 19), mRNA 


NM 024570 


Homo sapiens hypothetical protein FLJ1 1712 (FLJ1 1712), mRNA 


NM 024565 


Homo sapiens hypothetical protein FLJ14166 (FLJ14166), mRNA 


NM 024556 


Homo sapiens hypothetical protein FLJ21 103 (FLJ21 103), mRNA 


NM 024552 


Homo sapiens hypothetical protein FLJ12089 (FLJ12089), mRNA 


NM 024546 


Homo sapiens hypothetical protein FLJ13449 (FLJ13449), mRNA 


NM 024534 


Homo sapiens hypothetical protein FLJ12684 (FLJ12684), mRNA 


NM 024532 


Homo sapiens hypothetical protein FLJ22724 (FLJ22724), mRNA 


NM 024526 


Homo sapiens hypothetical protein FLJ21522 (FLJ21522), mRNA 


NM 024523 


Homo sapiens hypothetical protein FLJ22035 (FLJ22035), mRNA 


NM 024522 


Homo sapiens hypothetical protein FLJ12650 (FLJ12650), mRNA 


NM 024516 


Homo sapiens hypothetical protein MGC4606 (MGC4606), mRNA 


NM 024514 


Homo sapiens hypothetical protein MGC4663 (MGC4663), mRNA 


NM 024507 


Homo sapiens hypothetical protein MGC 10791 (MGC 10791), mRNA 


NM 015288 


Homo sapiens KIAA0239 protein (KIAA0239), mRNA 


NM_024419 


Homo sapiens Phosphatidylglycerophosphate Synthase (PGS1), mRNA 


NM 024345 


Homo sapiens hypothetical protein MGC 10765 (MGC 10765), mRNA 


NM 024340 


Homo sapiens hypothetical protein MGC4179 (MGC4179), mRNA 


NM 024330 


Homo sapiens hypothetical protein MGC4365 (MGC4365), mRNA 


NM_024326 


Homo sapiens hypothetical protein MGC1 1279 (MGC1 1279), mRNA 


NM 024321 


Homo sapiens hypothetical protein MGC10433 (MGC10433), mRNA 


NM 024312 


Homo sapiens hypothetical protein MGC4170 (MGC4170), mRNA 


NM 024308 


Homo sapiens hypothetical protein MGC4172 (MGC4172), mRNA 


NM 024307 


Homo sapiens hypothetical protein MGC4171 (MGC4171), mRNA 


NM 024295 


Homo sapiens hypothetical protein MGC3067 (MGC3067), mRNA 


NM_020062 


Homo sapiens SLC2A4 regulator (SLC2A4RG), mRNA 


NM 018491 


Homo sapiens COBW-like protein (LOC55871), mRNA 


NM 024116 


Homo sapiens hypothetical protein MGC5306 (MGC5306), mRNA 


NM 024114 


Homo sapiens hypothetical protein MGC4827 (MGC4827), mRNA 


NM 024113 


Homo sapiens hypothetical protein MGC4707 (MGC4707), mRNA 


NM 024099 


Homo sapiens hypothetical protein MGC2477 (MGC2477), mRNA 


NM 024092 


Homo sapiens hypothetical protein MGC5508 (MGC5508), mRNA 


NM 024084 


Homo sapiens hypothetical protein MGC3196 (MGC3196), mRNA 


NM 024072 


Homo sapiens hypothetical protein MGC283 5 (MGC2835), mRNA 


NM 024067 


Homo sapiens hypothetical protein MGC2718 (MGC2718), mRNA 


NM_024063 


Homo sapiens hypothetical protein MGC5347 (MGC5347), mRNA 


NM 024040 


Homo sapiens hypothetical protein MGC2491 (MGC2491), mRNA 


NM 024036 


Homo sapiens hypothetical protein MGC3 103 (MGC3 1 03), mRNA 


NM_0 15450 


Homo sapiens protection of telomeres 1 (POT1), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM_023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protein MGC2376 (MGC2376) mRNA 
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NM 014045 


Homo sapiens DKFZP564C1940 protein (DKFZP564C1940), mRNA 


NM 015533 


Homo sapiens DKFZP586B1621 protein (DKFZP586B1621), mRNA 


NM 023927 


Homo sapiens hypothetical protein FLJ213 13 (FLJ213 13), mRNA 


NM 023923 


Homo sapiens hypothetical protein FLJ1 3171 (FLJ1 3171), mRNA 


NM 019054 


Homo sapiens hypothetical protein MGC5560 (MGC5560), mRNA 


NM 023070 


Homo sapiens hypothetical protein (LOC65243), mRNA 


NM 023015 


Homo sapiens hypothetical protein FLJ21919 (FLJ21919), mRNA 


NM_022899 


Homo sapiens likely ortholog of mouse actin-related protein 8 homolog (S. 
cerevisiae) (FLJ 12934), mRNA 


NM_022836 


Homo sapiens DNA cross-link repair IB (PS02 homolog, S. cerevisiae) 
(DCLRE1B), mRNA 


NM 022831 


Homo sapiens hypothetical protein FLJ12806 (FLJ12806), mRNA 


NM 022828 


Homo sapiens hypothetical protein FLJ21940 (FLJ21940), mRNA 


NM_022822 


Homo sapiens hypothetical protein FLJ 123 87 similar to kinesin light chain 
(FLJ12387),mRNA 


NM 022784 


Homo sapiens hypothetical protein FLJ12476 (FLJ12476), mRNA 


NM 022783 


Homo sapiens hypothetical protein FLJ12428 (FLJ12428), mRNA 


NM 022774 


Homo sapiens hypothetical protein FLJ21 144 (FLJ21 144), mRNA 


NM 022765 


Homo sapiens hypothetical protein FLJ1 1937 (FLJ1 1937), mRNA 


NM 022764 


Homo sapiens hypothetical protein FLJ12998 (FLJ12998), mRNA 


NM 022758 


Homo sapiens hypothetical protein FLJ22195 (FLJ22195), mRNA 


NM 022753 


Homo sapiens hypothetical protein FLJ12903 (FLJ12903), mRNA 


NM 022749 


Homo sapiens retinoic acid induced 16 (RAH 6), mRNA 


NM 022746 


Homo sapiens hypothetical protein FLJ22390 (FLJ22390), mRNA 


NM 022728 


Homo sapiens neurogenic differentiation 6 (NEUROD6), mRNA 


NM 022496 


Homo sapiens hypothetical protein FLJ 1343 3 (FLJ 1343 3), mRNA 


NM_022490 


Homo sapiens hypothetical protein FLJ13390 similar to PAF53 (FLJ13390), 
mRNA 


NM 022484 


Homo sapiens hypothetical protein FLJ13576 (FLJ 13576), mRNA 


NM 022483 


Homo sapiens hypothetical protein FLJ21657 (FLJ21657), mRNA 


NM 022473 


Homo sapiens zinc finger protein 106 (ZFP106), mRNA 


NM_022471 


Homo sapiens hypothetical protein FLJ13057 similar to germ cell-less 
(FLJ13057),mRNA 


NM 022463 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 


NM_022462 


Homo sapiens hypothetical protein FLJ 140 3 3 similar to hypoxia inducible factor 
3, alpha subunit (HIF-3A), mRNA 


NM_022461 


Homo sapiens hypothetical protein FLJ21939 similar to 5-azacytidine induced 
gene 2 (FLJ2 1 939), mRNA 


NM 022453 


Homo sapiens ring finger protein 25 (RNF25), mRNA 


NM_022374 


Homo sapiens likely ortholog of mouse ADP-ribosylation-like factor 6 
interacting protein 2 (FLJ23293), mRNA 


NM 022371 


Homo sapiens ATP-dependant interferon responsive (ADIR), mRNA 


NMJ)22369 


Homo sapiens hypothetical protein FLJ12541 similar to Stra6 (FLJ12541), 
mRNA 


NM_022367 j 


Homo sapiens hypothetical protein FLJ 122 87 similar to semaphorins 
(FLJ12287), mRNA 


NM_022359 


Homo sapiens similar to rat myomegalin (LOC64182), mRNA 


NM 022356 


Homo sapiens growth suppressor 1 (GROS1), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATA1), mRNA 


NM 022347 


Homo sapiens IFRG15 protein (IFRG15), mRNA 


NM 022341 


Homo sapiens peptide deformylase-like protein (LOC64146), mRNA 


NM 022164 


Homo sapiens P3ECSL (LIECG3), mRNA 



210 



WO 03/074654 



PCT/US03/05028 



NM 022147 


Homo sapiens 28kD interferon responsive protein (IFRG28), mRNA 


NM 022140 


Homo sapiens erythrocyte protein band 4.1-like 4 (EPB41L4), mRNA 


NM 022133 


Homo sapiens sorting nexin 16 (SNX16), mRNA 


NM_022126 


Homo sapiens phospholysine phosphohistidine inorganic pyrophosphate 

A X ST •/ J7 X C ST m/ X X 

phosphatase (LHPP), mRNA 


NM 022097 


Homo sapiens hepatocellular carcinoma antigen gene 520 (LOC63928), mRNA 


NM_022094 


Homo sapiens hypothetical protein FLJ20871 similar to FSP27 (FLJ20871), 
mRNA 


NM 022090 


Homo sapiens transposon-derived Buster3 transposase-like (LOC63920), mRNA 


NM 022074 


Homo sapiens hypothetical protein FLJ22794 (FLJ22794), mRNA 


NM 022071 


Homo sapiens hypothetical protein FLJ20967 (FLJ20967), mRNA 


NM 022063 


Homo sapiens hypothetical protein FLJ13188 (FLJ13188), mRNA 


NM 022060 


Homo sapiens hypothetical protein FLJ12816 (FLJ12816), mRNA 


NM 022034 


Homo sapiens estrogen regulated gene 1 (ERG-1), mRNA 


NM 021945 


Homo sapiens hypothetical protein FLJ22174 (FLJ22174), mRNA 


NM 021944 


Homo sapiens hypothetical protein FLJ12154 (FLJ12154), mRNA 


NM 021941 


Homo sapiens hypothetical protein FLJ21324 (FLJ21324), mRNA 


NM_021928 


Homo sapiens hypothetical protein FLJ22649 similar to signal peptidase 
SPC22/23 (FLJ22649), mRNA 


NM 021927 


Homo sapiens hypothetical protein FLJ13220 (FLJ13220), mRNA 


NM 021925 


Homo sapiens hypothetical protein FLJ21820 (FLJ21820), mRNA 


NM 021825 


Homo sapiens hypothetical protein MDS025 (MDS025), mRNA 


NM 015622 


Homo sapiens CGI-43 protein (LOC51622), mRNA 


NM 021639 


Homo sapiens hypothetical protein SP192 (SP192), mRNA 


NM_021637 


Homo sapiens hypothetical protein FLJ14084 (FLJ14084), mRNA 


NM_021614 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 2 (KCNN2), mRNA 


NM 021182 


Homo sapiens minor histocompatibility antigen HB-1 (HB-1), mRNA 


NM 021170 


Homo sapiens bHLH factor Hes4 (LOC57801), mRNA 


NM 021146 


Homo sapiens angiopoietin-like factor (CDT6), mRNA 


NM_005146 


Homo sapiens squamous cell carcinoma antigen recognised by T cells (SART1), 
mRNA 


NM 021079 


Homo sapiens N-myristoyltransferase 1 (NMT1), mRNA 


NM 021046 


Homo sapiens UHS KerB (LOC57830), mRNA 


NM 021018 


Homo sapiens H3 histone family, member I (H3FI), mRNA 


NM 006643 


Homo sapiens serologically defined colon cancer antigen 3 (SDCCAG3), mRNA 


NM 017569 


Homo sapiens transcription factor (p38 interacting protein) (P38IP), mRNA 


NM 015239 


Homo sapiens KIAA1035 protein (KIAA1035), mRNA 


NM 014977 


Homo sapiens KIAA0670 protein/acinus (KIAA0670), mRNA 


NM 015176 


Homo sapiens KIAA0483 protein (KIAA0483), mRNA 


NM 014610 


Homo sapiens KIAA0088 protein (KIAA0088), mRNA 


NM 015516 


Homo sapiens hypothetical protein, estradiol-induced (E2IG4), mRNA 


NM_015388 


Homo sapiens DKFZP566C243 protein (DKFZP566C243), mRNA 


NM 015679 


Homo sapiens hypothetical protein (CLONE24922), mRNA 


NM_0 14409 


Homo sapiens TAF5~like RNA polymerase II, p300/CBP-associated factor 
(PCAF)-associated factor, 65 kD (TAF5L), mRNA 


NM 014368 


Homo sapiens LIM homeobox protein 6 (LHX6), mRNA 


NM 014315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NM_0 12414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM_007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA 
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NM 007074 


Homo sapiens coronin, actin binding protein, 1 A (COROIA), mRNA 


NM_006927 


Homo sapiens sialyltransferase 4B (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4B), mRNA 


NM 006861 


Homo sapiens RAB35, member RAS oncogene family (RAB35), mRNA 


NM 006502 


Homo sapiens polymerase (DNA directed), eta (POLH), mRNA 


NM 005710 


Homo sapiens polyglutamine binding protein 1 (PQBP1), mRNA 


NM 005168 


Homo sapiens ras homolog gene family, member E (ARHE), mRNA 


NM 004190 


Homo sapiens lipase, gastric (LIPF), mRNA 


NM 004132 


Homo sapiens hyaluronan binding protein 2 (HABP2), mRNA 


NM_004492 


Homo sapiens general transcription factor HA, 2 (12kD subunit) (GTF2A2), 
mRNA 


NM 004824 


Homo sapiens chromodomain protein, Y chromosome-like (CDYL), mRNA 


NM_003969 


Homo sapiens ubiquitin-conj ugating enzyme E2M (UBC12 homolog, yeast) 
(UBE2M), mRNA 


NM_002711 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3 A (glycogen 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3A), 
mRNA 


NM 003847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEX1 1A), mRNA 


NM_002004 


Homo sapiens farnesyl diphosphate synthase (farnesyl pyrophosphate synthetase, 
dimethylallyltranstransferase, geranyltranstransferase) (FDPS), mRNA 


NMJH9111 


Homo sapiens major histocompatibility complex, class II, DR alpha (HLA- 
DRA), mRNA 


NM_002120 


Homo sapiens major histocompatibility complex, class n, DO beta (HLA-DOB) 
mRNA 


NM_002118 


Homo sapiens major histocompatibility complex, class II, DM beta (HLA- 
DMB), mRNA 


NM_002125 


Homo sapiens major histocompatibility complex, class II, DR beta 5 (HLA- 
DRB5), mRNA 


NM 021983 


Homo sapiens major histocompatibility complex, class II, DR beta 4 (HLA- 
DRB4), mRNA 


NM_022555 


Homo sapiens major histocompatibility complex, class n, DR beta 3 (HLA- 
DRB3), mRNA 


NM 005962 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 1, mRNA 


NM 130439 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 2, mRNA 


NM_080923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRO transcript 
variant 4, mRNA 


NM_080922 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 3, mRNA 


NM_080921 


Homo sapiens protein tyrosine phosphatase, receptor type, C (TTPRC) transcrint 
variant 2, mRNA 


NM_130386 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant I, 
mRNA 


NM_030781 


Homo sapiens collectin sub-family member 12 (COLEC12), transcrint variant II 
mRNA 


NM_130778 


Homo sapiens collagen, type XVII, alpha 1 (COL17A1), transcript variant short 
mRNA 


NM_000494 


Homo sapiens collagen, type XVII, alpha 1 (COL17A1), transcript variant long, 
mRNA 


NM 001856 


Homo sapiens collagen, type XVI, alpha 1 (COL16A1), mRNA 


NM_001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
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variant 1, mRNA 


NM_130390 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 3 
mRNA 


NM_130389 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 2 
mRNA 


NM_021616 


Homo sapiens tripartite motif-containing 34 (TRJM34), transcript variant 1 
mRNA 


NM 030950 


Homo sapiens ret finger protein (RFP) 5 transcript variant beta, mRNA 


NM_1 30785 


Homo sapiens TPTE and PTEN homologous inositol lipid phosphatase (TPIP) 
mRNA 


NM_1 30784 


Homo sapiens hypothetical gene supported by AY027807; AY027808 
(LOC93426), mRNA 


NM 130783 


Homo sapiens similar to neuronal tetraspanin (LOC90139), mRNA 


NM 130782 


Homo sapiens regulator of G-protein signalling 18 (RGS18), mRNA 


NM 130781 


Homo sapiens (RAB24), mRNA 


NM 130772 


Homo sapiens S100Z protein (S100Z), rnRNA 


NM 130769 


Homo sapiens glycoprotein alpha 2 (GPA2) 5 mRNA 


NM 130770 


Homo sapiens 5-hydroxytryptamine receptor 3 subunit C (HTR3C), mRNA 


NM 130768 


Homo sapiens GASZ (GASZ), mRNA 


NM 130767 


Homo sapiens cytosohc acetyl-CoA hydrolase (CACH-1), mRNA 


NM 130773 


Homo sapiens caspr5 protein (casprS), mRNA 


NM 006510 


Homo sapiens ret finger protein (RFP), transcript variant alpha, mRNA 


NM_033554 


Homo sapiens major histocompatibility complex, class II, DP alpha 1 (HLA- 
DPA1), mRNA 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA 


NM 032035 


Homo sapiens MSTP031 protein (MSTP031), mRNA 


NM_017882 


Homo sapiens ceroid-lipofuscinosis, neuronal 6, late infantile, variant (CLN6) 
mRNA V h 


NM 006983 


Homo sapiens matrix metalloproteinase 23B (MMP23B), mRNA 


NM_005608 


Homo sapiens protein tyrosine phosphatase, receptor type, C-associated protein 
(PTPRCAP), mRNA 


NM 004659 


Homo sapiens matrix metalloproteinase 23 A (MMP23A) mRNA 


NM 025091 


Homo sapiens hypothetical protein FLJ13330 (FLJ13330), mRNA 


NM 130759 


Homo sapiens immunity associated protein 1 (IMAP1), mRNA 


NM_0 19841 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
5 (TRPV5), mRNA 


NM 017584 


Homo sapiens aldehyde reductase (aldose reductase) like 6 (ALDRL6), mRNA 


NM 017436 


Homo sapiens alpha 1,4-galactosyltransferase (A4GALT), mRNA 


NM__006480 


Homo sapiens regulator of G-protein signalling 14 (RGS14), mRNA 


NM 013357 


Homo sapiens purme-nch element binding protein G (PURG), mRNA 


NM_016155 


Homo sapiens matrix metalloproteinase 17 (membrane-inserted) (MMP17) 
mRNA 


NM_002813 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 9 
(PSMD9), mRNA 


NM 024549 


Homo sapiens hypothetical protein FLJ21 127 (FLJ21 127), mRNA 


NM 130441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 


NM 015409 


Homo sapiens El A binding protein p400 (EP400), mRNA 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NM_016113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2), mRNA 


NM_015530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 
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NM 005873 


Homo sapiens regulator of G-protein signalling 19 (RGS19), niRNA 


NM 130469 


Homo sapiens Jun dimerization protein 2 (jdp2), rtiRNA 


NM 130468 


Homo sapiens dermatan-4-sulfotransferase-l (D4ST-1), mRNA 


NM 130467 


Homo sapiens PAGE-5 protein (PAGE-5), mRNA 


NM_130463 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
CATP6G) mRNA 

11JL UVJ J ^ AXXXVX li. 1 


NM 130459 


Homo sapiens torsin family 2, member A (TOR2A), mRNA 


NM 021070 


Homo saniens latent transfonninsr or owth factor beta binding nrotein 3 fLTBP3V 
mRNA 


NM_020865 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 36 (DDX36), 
mRNA 


NM 016304 


Homo sapiens 60S ribosomal protein L30 isolog (LOC51 187), mRNA 


NM 130443 


Homo sapiens dipeptidylpeptidase III (DPP3), transcript variant 2, mRNA 


NM_005700 


Homo sapiens dipeptidylpeptidase III (DPP3), transcript variant 1. mRNA 


NM 018152 


Homo sapiens chromosome 20 open reading frame 12 (C20orfl2), mRNA 


NM 006027 


Homo sapiens exonuclease 1 (EXOl), transcript variant 1, mRNA 


NM 003686 


Homo sapiens exonuclease 1 (EXOl), transcript variant 3, mRNA 


NM 130398 


Homo sapiens exonuclease 1 (EXOl), transcript variant 2, mRNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 


NM 000775 


TTomo sanifins nvtonlirnrTie P450 siahfamilv TTT farachidonic acid enoxvcrenase^ 
polypeptide 2 (CYP2J2), mRNA 


NM_053056 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 
mRNA 


NM_0 12090 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 1 mRNA 

V 1XX iUllt X ^ lliXVi T X X 


MM 017625 


Homo sapiens intelectin (ITLN), mRNA 


NM 015839 

X > XVX Ul JOJ/ 


Homo < ?atiif i 'n<5 finnlin fonllao^ii/fihHTiOCFfiTi domfliii coTitfliiiiTiP' lectin i 9 rhucoliTi^ 

XXUXXXVJ OCIL'X^XIO XXw\JXXXX 1 vUllUgWli/ 11U1 HlWgvll VX WJLJL J.CXJ.JL JL l^/VyXXLtXXXXXXXg, XvvvvLXXX^ ^— ^XXLXv/ yJXXXXJ 

fFCN2^ transcrint variant S V3 mRNA 


NM 015838 


Homo saniens ficolin (collai?en/fibrino£en domain containing lectin i 2 f hucolin^ 
(FCN2), transcript variant S V2, mRNA 


NM 015837 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV1, mRNA 


NM 002003 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 1 (FCN1), mRNA 


NM 016327 


Homo sapiens ureidopropionase, beta (UPBl), mRNA 


NMJH6328 


Homo sapiens GTF2I repeat domain containing 1 (GTF2IRD1), transcript 
variant 1, mRNA 


NM_004108 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV0, mRNA 


NM 002318 

X ^1 XVX w \s <—J X \J 


Homo s aniens lvsvl oxidase -like 2 (LOXL2^ mRNA 


NM_130396 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant 2, mRNA 


NM_003880 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant 1, mRNA 


NM 003881 


Homo sapiens WNT1 inducible signaling pathway protein 2 (WISP2), mRNA 


NM 080838 


Homo saniens WNT1 inducible sifmalinor nathwav nrotein 1 fWISPli transcrint 
variant 2, mRNA 


NM_003882 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 1, mRNA 


NM_000651 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant S, mRNA 


NM 000573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant F, mRNA 
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NM_006069 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 1, mRNA 


NM_130385 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 2, mRNA 


NM 018492 


Homo sapiens T-LAK cell-originated protein kinase (TOPK), mRNA 


NM_002462 


Homo sapiens myxo virus (influenza virus) resistance 1 5 interferon-inducible 
protein p78 (mouse) (MX1), mRNA 


NM 015920 


Homo sapiens ribosomal protein S27-like (RPS27L), mRNA 


NM 016183 


Homo sapiens ribosomal protein, large, PO-like (RPLP0L), mRNA 


NM 080746 


Homo sapiens ribosomal protein LlO-like (RPL10L), mRNA 


NM 032236 


Homo sapiens FLJ23277 protein (FLJ23277), mRNA 


NM 032784 


Homo sapiens thrombospondin (FLJ14440), mRNA 


NM_080731 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 3, mRNA 


NM_080730 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 2, mRNA 


NM 015945 


Homo sapiens ovarian cancer overexpressed 1 (OVCOV1), mRNA 


NM 018018 


Homo sapiens solute carrier family 38, member 4 (SLC38A4), mRNA 


NM 022451 


Homo sapiens AD24 protein (AD24), mRNA 


NM 020830 


Homo sapiens phosphomositide-binding protein SRI (FENS-1), mRNA 


NM_033630 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2, 
mRNA 


NM_016558 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 1 
mRNA 


NM_015438 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 1, mRNA 


NM 007371 


Homo sapiens bromodomain containing 3 (BRD3), mRNA 


NM 005104 


Homo sapiens bromodomain containing 2 (BRD2), mRNA 


NM_005031 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant a, mRNA 


NM_021902 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant b, mRNA 


NM_014164 


Homo sapiens FXYD domain-containing ion transport regulator 5 (FXYD5) 
mRNA 


NM 002463 


Homo sapiens myxovirus (influenza virus) resistance 2 (mouse) (MX2), mRNA 


NM 014577 


Homo sapiens bromodomain containing 1 (BRD1), mRNA 


NM_021004 


Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR^ 
mRNA h 


NM_020399 


Homo sapiens PDZ/coiled-coil domain binding partner for the rho-family 
GTPase TC10 (PIST), mRNA 


NM 017935 


Homo sapiens hypothetical protein FLJ20706 (BANK) mRNA 


NM 018244 


Homo sapiens chromosome 20 open reading frame 44 (C20orf44) mRNA 


NM_016100 


Homo sapiens N-acetyltransferase 5 (ARD1 homolog, S. cerevisiae) (NATS) 
mRNA 


NM 016045 


Homo sapiens chromosome 20 open reading frame 45 (C20orf45) mRNA 


NM 007363 


Homo sapiens non-POU domain containing, octamer-binding (NONO) mRNA 


NM 002438 


Homo sapiens mannose receptor, C type 1 (MRC1), mRNA 


JNJVL UlDKJyZ 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1) mRNA 


NM 018993 


Homo sapiens RAB5 interacting protein 2 (RIN2), mRNA 


NM_080841 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 


NM 080840 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA) 
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transcript variant 2, mRNA 


NM 002836 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 1, mRNA 


NM 024832 


Homo sapiens RAB5 interacting protein 3 (RIN3) 3 mRNA 


NM 023915 


Homo sapiens G protein-coupled receptor 87 (GPR87), mRNA 


NM_003029 


Homo sapiens SHC (Src homology 2 domain containing) transforming protein 1 
(SHC1), mRNA 


NM 018490 


Homo sapiens G protein-coupled receptor 48 (GPR48), mRNA 


NM_016020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 
mRNA 


NM 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH) ? mRNA 


NM 006065 


Homo sapiens signal -regulatory protein beta 1 (SIRPB1), mRNA 


NM 005527 


Homo sapiens heat shock 70kD protein 1-like (HSPA1L), mRNA 


NM_004648 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 
(PTPNSl),mRNA 


NM_004480 


Homo sapiens fucosyltransferase 8 (alpha (1,6) fucosyltransferase) (FUT8), 
mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


NM 130434 


Homo sapiens dipeptidylpeptidase 8 (DPP 8), transcript variant 1, mRNA 


NM 017743 


Homo sapiens dipeptidylpeptidase 8 (DPP 8), transcript variant 2, mRNA 


NM_002122 


Homo sapiens maj or histocompatibility complex, class II, DQ alpha 1 (HLA- 
DQA1), mRNA 


NMJ)06442 


Homo sapiens DR1 -associated protein 1 (negative cofactor 2 alpha) (DRAP1), 
mRNA ' ' ° ' ~ ' 


NM_080918 


Homo sapiens deoxveuanosine kinase (DGUOIO transcrint variant 2 nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080917 


Homo sapiens deoxveuanosine kinase fDGUOJO transcrinf variant 3 mini ear 
gene encoding mitochondrial protein, mRNA 


NM_080916 


Homo sapiens deoxveuanosine kinase fDGUOIO transcrint variant 1 nnHear 
gene encoding mitochondrial protein, mRNA 


NM_080915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001929 


Homo sapiens deoxwuanosine kinase (DGUOIO transcript variant 4 nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)80815 


Homo sapiens collaoren tvneXIIT alnha 1 (COIM^AI^ tran<3rrmf- variant 1 Q 
mRNA 


NM_080814 


Homo saniens collaeen tvneXIH alnha 1 TCOL13A1"! transormt variant IS 
mRNA 


NM_080813 


Homo sapiens collagen. tvneXIII alnha 1 fCOLlSAn transcrint variant 17 
mRNA 


NMJ)80812 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 16, 
mRNA 


NM_O80811 


Homo sapiens collaeen. tvoe XIII alnha 1 fCOL13An transcrint variant 1 5 
mRNA 


NM_O80810 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 14, 
mRNA 


NMJ)80809 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 13, 
mRNA 


NM_080808 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 12, 
mRNA 


NM_080807 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 11, 
mRNA 
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NM_080806 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 10, 
mRNA 


NM_080805 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 9, 
mRNA 


NM_080804 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 8, 
mRNA " 7 " ' ' ~ " ~' ' 


NM_080803 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 7, 
mRNA " ' ' " ' "' ' " ' 


NM_080802 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 6, 
mRNA 


NM_080801 


Homo sapiens collagen, tvoe XIII aloha 1 rCOLl3A1"i transcrint variant S 
mRNA 


NM_080800 


Homo sapiens collaeen. tvoe XIII aloha 1 ('COL13ATI tran«;rrint variant 4 
mRNA 


NM_080799 


Homo sapiens collaeen. tvoe XIII aloha 1 CCOLISAI"! Iran scvrint variant ^ 
mRNA 


NM_080798 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 2, 
mRNA 


NM_005203 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 1 
mRNA 


NM 004395 


Homo sapiens drebrin 1 (DBN1), transcript variant 1, mRNA 


NM 080881 


Homo sapiens drebrin 1 (DBN1), transcript variant 2, mRNA 


NM_080792 


Homo sapiens brain-immunoglobulin-like molecule with tyrosine-based 
activation motifs (BIT), mRNA 


NM_080816 


Homo sapiens simal-regulatorv protein beta 2 fSIRPB2 > ) transcrint variant 1 
mRNA 


NM_0 18556 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 1, 
mRNA 


NM_000787 


Homo sapiens dopamine beta-hydroxylase (dopamine beta-monooxygenase) 
(DBH), mRNA 


NM 080426 


Homo sapiens GNAS complex locus (GNAS), transcript variant 2, mRNA 


NM 080425 


Homo sapiens GNAS complex locus (GNAS), transcript variant 3, mRNA 


NM 000516 


Homo sapiens GNAS complex locus (GNAS), transcript variant 1, mRNA 


NM 006571 


Homo sapiens novel RGD-containing protein (WS-3), mRNA 


NM_080926 


Homo sapiens hypothetical protein similar to KTA A01 87 crene nmc\urt 
(LOC96610),mRNA 


NM_080924 


Homo sapiens hypothetical protein similar to CGI-67 protein (LOC91219), 
mRNA. 


NM_080925 


Homo sapiens hypothetical protein similar to topoisomerase (DNA) III beta (H. 
sapiens) (LOG 129020), mRNA 


NM_080914 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 3, 
mRNA 


NM_080913 


Homo sapiens asialo glycoprotein receptor 2 f ASGR2^ transcript variant ? 
mRNA 


NM_080912 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant H2 f , 
mRNA 


NM_001181 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 1, 
mRNA 


NM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGR1), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-like (C. elegans) (SEL1L), mRNA 


NM 014978 


Homo sapiens VPS 10 domain receptor protein SORCS 3 (SORCS3), mRNA 


NM 015230 


Homo sapiens centaurin, delta 1 (CENTD1), mRNA 
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NM 052868 


Homo sapiens iiximunoglobulin superfamily, member 8 (IGSF8), mRNA 


NM 032782 


Homo sapiens hypothetical protein FLJ14428 (TIM3), mRNA 


NM 032309 


Homo saniens chromosome 2 onen reading frame 9 f C2orf9^ mRNA 


NM 021625 


Homo saniens transient recentor notential cation channel subfamilv V member 
4 (TRPV4), mRNA 


NM 020960 


Homo saniens G nrotein-counled recentor 107 (GPR107) mRNA 


NM_024503 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 3 
CHIVEP3") mRNA 

V -I — /JL — ' / ^ J-J.JULVJ. T jl X 


NM 024112 


Homo sapiens chromosome 9 open reading frame 16 (C9orfl6), mRNA 


NM 015192 

X > JLVX \J X _/ Xjt^ 


TTomo <3anipn<3 rVhosinnoHnasip hpta 1 fnho^nhoino^itiHp-^nppifie^ fPT f^R 1^1 

XXUXXXvJ oaUlt'llo UXXwoJkJlllJXXLJCI.oG' V-', UvLd X ^JWXXWOLJXXVJXXXlJoX aJL/CvlllU y ^X J /\ — ^XJ X 1, 

mRNA 


NM 0224R1 


T-Tomo (janipn? AT^T^-fi-AP T^TTO-OAP anVvrin rpnpat anH n1pV<5trin nomolocrv 

X lUlliU Od|J iV^XJLo xTJLVJL .iVX , XVX XV_y VJ/1X , rtXXXVJ'X XXX 1 LJ V^d L CXJLlvl LJIV^IVO LI 111 Xx\Jxxx\Jx\Jgy 

domain < ?-eontainin0' nrotein 3 fARAP^ mRNA 


NM_021634 


Homo sapiens leucine-rich repeat-containing G protein-coupled receptor 7 
(TGR7) mRNA 


NM 013305 


Homo <3ar>ipn^i ^ialvltran^fpra^e SIR falnha-2 R-nolv^ialviran^fpra^p^ fSiTATR'F^ 
mRNA 


NM 019069 


Homo sapiens WD repeat domain 5B (WDR5B), mRNA 


NM 016179 


Homo saniens transient recentor notential cation channel subfamilv C member 

X XVJlllw uUL/lVllU tlUllulvlll X W" W W^-/ VV/X jJV7 Lwlltltll VULlv/11 VlllXlXLlVl^ O U-L/XUlllll J > — ✓ ^ XXXVXXXUVX 

4 (TRPC4), mRNA 


NM 016592 


Homo ^aniens GNAS eomnlex locus fGNASft transoririt variant 4 mRNA 


NM 014007 


Homo sapiens zinc finger protein 297B (ZNF297B), mRNA 


NM 019471 

X N XYX V/ X Z#*T / X 


TTomo QflmpnQ tranQipnt fpppntnr notpnti a 1 nation pnannpl cnri'FaTYiil'x/' f" 1 mpirVKpr 

11U111U OdLJJLt'llo CUXOl^llt 1 t'l^-t'LJ tUX Ly\J LCI J. UltXl ^/dLiUJLl VvllCXiXilV^l^ O IXUX&lllli y v_-j lllwillL/Cl 

5 (TRPC5), mRNA 


NM 012459 

X >i XYX \J X Zi'-X^J Z/ 


TTomo cn~ni pn ^ rranQlofatjp of* innpr TnitofTiOTiHrial TnpTnlvrarjp S ViottioI rvcr 1-i ^veaQt^ 

XXW11XVJ odLJlt/llo tX <XlloX\JV/<lot/ yJX XlXllt/1 IXXXLUV^lXUXXUXldl lilt/lllUI ClllC' O XXVJXXl\JXWg xJ 1 yt/Cl&tl 

(TIMM8B), mRNA 


NM 004621 


Homo ^aniPii*? rrarmipnt TPCPDtot" Tjofpntial nation rthannpl ^nhfainilv mpmher 

llvlllU OCIW IwllO LXCVXXOX^XXU 1 VwvUlV/1 tW'lXl/XdX V<>CttXCXX V^JLICllXllV^l j OUl/lCUllll V V_^j XllwlXXL^ V»X 

6 (TRPC6), mRNA 


NM_003304 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
1 fTRPCl ) mRNA 


NM_002124 


Homo sapiens major histocompatibility complex, class II, DRbeta 1 (HLA- 
DRBD mRNA 


NM 000972 


Homo sapiens ribosomal protein L7a (RPL7A), mRNA 


NM 130384 

X^XYX X«JV-JOT^ 


Homo ^anipti^ flrrpp tyHtyip TPnaiT p"5fonnp1pa<?p 1 ^nrT^T^^n^ iranQPTiTit vafiani" (\ 

XXU111U OCXLy lV^XIO CXXXv/t- LyX XXXXW L\^^J<XLx V_-7VV^1X LX^i. V^dOV^ X ^11\Xj/\1 J 5 LI dXloV^l iJL? L V Cll ItllX U vy, 

mRNA 


NM_033627 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 2, 
mRNA 


NM_032166 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 5, 
mRNA 


NM 024996 


Homo sapiens mitochondrial elongation factor G (EFG1), mRNA 


NM 033629 


Homo sanipn^ thrpp nrimp rpnaif pxotmplpa^p 1 n^T? T-^^C 1 ^ tran<3print variant 4 

XXWXXXW OClLJX^/XXo L1XL LJX XlXXt/ X t- LvCLXX C-AUIlUUlL-aoV./ X ^XX\Xj/V1 J y IX CLXXOwX XjJ U VCXXXCIXXL *T, 

mRNA 


NM 033628 


Homo sanien^ three nrime renair exonuclease 1 rTRT}^C1 ^ tran^erint variant 3 

XXVlllv O (XuJ lUllo IXXX^ls ^JX XXXXV^ J. L>pull ^ AV/I1 Uvl WUO V X ^ X XVJ././V, X / j LJL dXloV^l l^J L VCXXXClXXL _/ , 

mRNA 


NM 016381 


Homo sapiens three prime repair exonuclease 1 (TRJEX1), transcript variant 1, 
mRNA 


NM 031892 


Homo sapiens SH3-domain kinase binding protein 1 (SH3KBP1), mRNA 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello like) (NAT8), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (seminalplasmin) (PYY2), mRNA 


NM 021092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2), mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant delta, mRNA 


NM_0 13997 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant gamma, mRNA 


NM_0 13996 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant alpha, mRNA 


NM_0 16235 


Homo sapiens G protein-coupled receptor, family C, group 1, member B 
(GPRC5B), mRNA 


NM 004630 


Homo sapiens splicing factor 1 (SF1), mRNA 


NM 000230 


Homo sapiens leptin (obesity homolog, mouse) (LEP), mRNA 


NM_003185 


Homo sapiens TAF4 RNA polymerase II TATA box bindine nrotein CTRPV 
associated factor, 135 kD (TAF4), mRNA 


NM_003182 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC 1 ), transcript variant beta, mRNA 


NM 002772 


Homo sapiens protease, serine, 7 (enterokinase) (PRSS7), mRNA 


NM_005857 


Homo sapiens zinc metalloproteinase (STE24 homolog yeast) (ZMPSTE24) 
mRNA 


NM_006103 


Homo sapiens WAP four-disulfide core domain 2 CWFDCZ) tran^rrinr variant 1 
mRNA 


NM_080736 


Homo sapiens WAP four-disulfide core domain 2 fWFDC2"> transm'nt variant ? 
mRNA 


NM_080735 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 5 
mRNA 


NM_080734 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 4 
mRNA | 


NM_080733 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 3, 
mRNA 


NM 021197 


Homo sapiens WAP four-disulfide core domain 1 (WFDC1), mRNA 


NM_007128 


Homo sapiens pre-B lymphocyte gene 1 (VPREB1), mRNA 


NM 006373 


Homo sapiens vesicle amine transport protein 1 (VATI), mRNA 


NM_003105 


Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing 
(SORL1), mRNA 


NM_020777 


Homo sapiens VPS 10 domain receptor protein (SORCS2), mRNA 


NM 052918 


Homo sapiens VPS 10 domain receptor protein SORCS 1 (SORCS1), mRNA 


NM_022553 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 2, mRNA 


NM 004843 


Homo sapiens class I cytokine receptor (WSX1), mRNA 


NM_080564 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 1, mRNA 


NM_006711 


Homo sapiens RNA binding protein SI serine-rich domain fRNPS 1 ^ tran^rrint 
variant 1, mRNA 


NM_080594 


Homo sapiens RNA binding protein SI, serine-rich domain (RNPS1 f tran^rrmt 
variant 2, mRNA 


NM_100486 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 3, mRNA 


NM_100264 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NM_0 16628 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 1 , mRNA 
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NM 005701 


Homo sapiens RNA, U transporter 1 (RNUT1), mRNA 


NM 014810 


Homo sapiens centrosome-associated protein 350 (CAP350), mRNA 


NM 013325 


Homo sapiens KIAA0943 protein (Apg4B) 5 mRNA 


NM 020235 


Homo sapiens bobby sox homolog (Drosophila) (BBX), mRNA 


NM 019118 


Homo sapiens hypothetical protein RP4-622L5 (RP4-622L5), mRNA 


NM 016312 


Homo saniens WW domain bindine nrotein 1 1 fWBPl 1^ mRNA 


NM 018706 


Homo sapiens KIAA1630 protein (KIAA1630), mRNA 


NM_080599 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 1, 
mRNA 


NM_015542 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 2, 
mRNA 


NM 002911 


Homo sapiens regulator of nonsense transcripts 1 (RENT1), mRNA 


NM 002833 


Homo sanipns nrotpin tvrosinp nhosnhatasp non-reepntor tvne Q rPTPN"9^ 

mRNA 


NM 080589 


Homo sanipns nrotpin tvrosinp nhosnhatase non-recpntor tvne 7 fPTPN7^ 
transcript variant 3, mRNA 


NM 080588 


TTomo sanipns nrotpin tvrosinp nhosnhatasp non-rpppntor tvnp 7 fPTPN7^ 

XXKJXXXKJ OCXLJ IvllO L/i U lUill L V 1 ViJlllw Ullv/O L/X11X LCXO Vj XXWXX X V./V/W'L/ IAJX 1/ Y L/V/ / IX XX X> / lj 

transcript variant 2, mRNA 


NM 002R32 

1 > XYX WZ<OJZ< 


TTomo sanipns nrotpin tvrosinp nhosnhatasp non-rpppntor tvnp 7 fPTP7ST7^ 

J_XVJ111W OCIJJIC'IXO JJiWlA^lXX X V^OXXXV LyXIVJoLyXXCl.l<XOV 5 XX\_JXX ltl.'t|jLUl l,y LJ\s / ^J. J. J. X> / 

transcript variant 1, mRNA 


"MM 007039 


TTomn ^nnienQ nrofpin t\/rfi<;inp TYhnsWhata qp nnn-fpppntnt tvnp 0\ f PTP "NT? 1 "i 

X1U11JIU Od^/lt'llO VjXKjVXjXXX tj'lUolllt' JJX1VJ DJLJ1.UX LdSCj 11U11 1 WJX Vy y)\^> X \X XX X*i£s X J} 

mRNA 


NM 014369 

X > XYX \J X \J*S 


TTomo sanipns nrotpin tvrosinp nhosnnatasp non-rpppntor tvnp 1 8 rhrain-Hprivprn 

liflUVJ OCllJlVllO L/lvlVlll IVlvOlllv JJllV/ljUlJlUKiOVj XXV/XX 1 vvvL/lvl J>r \ l/XCXXXX Uvi 1 V vU 1 

(PTPN18),mRNA 


NM 005401 

1 llr± \J \J ^ V \J X 


Homo saniens nrotein tvrosine nriosnnatase non-recentor tvne 14 (PTPN14^ 
mRNA 


NM 002835 


Homo s aniens nrotein tvrosine nhosnhatase non-recentor tvne 1 2 fPTPNl 2^ 
mRNA 


NM 080685 


Homo satviens nrotein tvrosine nhosnhatase non-recentor tvne 1 3 ( APO-1 /(^!T)95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 4, mRNA 


NM 080684 


Homo saniens nrotpin tvrosine nhosnhatase non-recentor tvne 13 ( APO-1 /dT)95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 3 5 mRNA 


NM 080683 


Homo saniens nrotein tvrosine nhosnhatase non-recentor tvne 1 3 ( APO-1 /CTD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 1, mRNA 


NM 080601 


TTomo saniptis tiTotpiti tvrosinp nhosnhatasp non-rpopntor f\mp 1 1 rPTP^JI 1^ 

XXKJXXXKJ OCXL/1 VJLIO Ui.VJLVJ.ll L V 1 \Jij111v L/llVOL/llCilCIO Vj XvvV/LllUl l,y yj\~> X X \X X X X y X X J 5 

transcript variant 2, mRNA 


NM 002834 


Homo sampns orotpin tvrosinp iVhosohatasp non-rpppTitoT" tvnp 1 1 /T^HTPT^n 1^ 

XXUlliv DClUlvlliJ Ul U lUlll LjUJiJlllv UllUijLliiCllClijL'j lvvvULUl \,J YJ\s X X \X XX X^\ X X 

trans crint variant 1 mRNA 

VX LlilDvL X L-/ V V CLX 1U11 1> X ^ 11JULVJL ix X 


NM_006399 


Homo sapiens basic leucine zipper transcription factor, ATF-like (B ATF), 
mRNA 


NM_006709 


Homo sapiens HLA-B associated transcript 8 (BAT8), transcript variant 
NG36/G9a mRNA 


NM 033177 


Homo sapiens HLA-B associated transcript 4 (BAT4), mRNA 


NM 004639 

X^lXVX \J \J ¥\J*J~S 


Homo sanipffs HT A-R assopiafpH fransprint 3 CT^ A r F3^ tran sprint variant 1 

X1U111U 0CX1J1V_/Il0 llX/il XJ ClOOVJv/XClLt'VJ. LI ClllOVl IL'L J IDA.1 J Jj IX CllloV-'X XVJ L v ai 1U11L X, 

mRNA 


NM 080703 


Homo sanipns HT.A-T^ assopiafprl tran sprint 3 rRAT3^ tran sprint variant 3 

1XU111U ouUlUllo XXJ — ifi XJ UiJOUvldl^U. LL £XlloL/X LyJ L ~J ixiril J J 5 LI ullovl XVJ v V CXI JLC111 L Jj 

mRNA 


NM_080702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA 


NM_004638 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 2, 
mRNA 


NM 080686 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1, 
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mRNA 


NM 004640 

1MV1 \JVJ'-r\J'-r\J 


T-Tnmo enrviens TTT A -T^ associated transcrint 1 fBATI^ transcrint variant 1 

XXVJ111VJ OdL/lV/llO XXJ IXX. XJ ClOOU^ JCXLC-VX Li. CUlOwl XLJ C J. yj-JI. l. A. X y, l,X CUlOvl Jl|-»L VClXXdXAL 1 , 

itlRNA 


nm 080^98 


Pfnmn caniVnci TTT A-B associated transcrint 1 fBATI i tran scri nt variant 2 

XXW111VJ OuUl(/lld 11J_//Tl JJ UOOUw XCX Lw V_X LI UiiiSvl XJ-f l» X. ^J_-».£ x JL I^j LX CXXXOv/X X t VCUiaill Xw, 

mRNA 


NM 080797 

1N1VX UOU / Zs i 


Homo saniens Heath associated transcription factor 1 fDATFl^ franscrint variant 

XXWXllVJ OdLrlV^ilO VXwdLll doovPuidLVvVX LI dllOV/X JIJ xuuiui 1. X / 5 LA CilJLOwl j-^ V Cli laiit 

3 mRNA 

— ' ^ lliXVi 111. 


NM_080796 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
2 mRNA 

, IXXXVJ. N XX 


NM_022105 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
1 mRNA 

1 , 11 JX V_L N L V 


NM 021080 


Homo sapiens disabled homolog 1 (Drosophila) (DAB1), mRNA 


NM 0R0760 

J.N1VX UOv / \J\J 


TTomo saniens dachshund homolop" rT)rosonhi1a^ fDAd-H transcrint variant 2 

XXvJlllVJ Odj_JJ.VvJ.iO VXdwllOllUXlVJ. 1 1 W 1 1 IV.,' iUCj I J — 'X VJ O w L/XXXXCX J 1 IjTI Vl 1 y . UL dAXOWA X^J L VCl.XXt4.lXL ~V-> j 

mRNA 


NM 080759 


TTomn saniens dachshund homolocr tTVrosorihila^ rOACFTi transcrint variant 1 

XXUll 1U DdU IVvJXO vXCXV^XXOXXLXXXV_X 1 1\J X X X\_J lUg y.L-'X V-' O VJJLVXXXXCX J — X.V-.-XX/, UCUXOVXJlLjit VCXXXCXXXL X j 

mRNA 


NM 004392 

in ivi \j\j'-T *j y 


TTomo saniens dachshund homolop" HDrosonhila^ rOACTT i transcrint variant 3 

XXVJ111VJ OdLJlVvllO VXdVvllOllL4XlVJ. XXV^XXXW XVJ^j I XJX VJOV vJXXXXCL. J \XS JTi~\^-'X X J «, Li. CXXXOVvA k^J L V CIX X CXI X L _J j 

mRNA 


NM_005996 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 1. 
mRNA 


NM_016569 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 2, 
mRNA 


NM_0 16954 


Homo sapiens T-box 22 (TBX22), mRNA 


"NTM 080701 


TTomn QanifMic thr^f* nrimp T*enair pvonnr*1ease 2 fT v RT* ,> K"2 > i' transcrint variant 4 

X JLVJlllVJ OdjJlVvllo Llii CL jJI 11 JlVv iVvjJCUl VvV-.VJllU.V-/ltP_XoVv __/ \^ 1 1\Xj/VZ* ^ } LX CXXXOVX XLJL V CIX XCXXXL *T ? 

mRNA 


NM 080700 

1N1VX WOu / \J\J 


TTomo saniens three nrime renair evomidease 2 TTRT^'X'2^ transcrint variant 3 

XXVJlllU OCllJlt'llO LXXl vt LJlllllVv Iv-'L/CT-Il Vv^V^lltlVvlVvClOVv <Cr \^ X. XVJLv^V^ Li CLI iOwl x^J L V CXX XCXXXL Jj 

mRNA 


NM 080699 


TTomo saniens three nrime renair exonndease 2 fTRT?^^^ transcrint variant 2 

XXVJX J JW OC-LJlVvllo LJXi CC LJlllllVv 1 Vv L/Clll V^yvVJXl LXV/XV^ClO V^ __, ^ X JVL//V_( J ; LI CXXloVvl X LJ L VCLX XCXXXL 

mRNA 


NM 017518 


TTomo saniens three nrime renair exonnclease 2 fTRT?^^^ transcrint variant 5 

X XVJXllVJ OdL/lVvllO LI 11 t/Vv JJ1 llllVv 1 V> LJCXXX L/AU11 LXV^X V_-CXO^ ^1 JVJ_^__/jj LI CLllOVvl IjJ L V CXX XCLXX L *J ? 

mRNA 


NM 007205 

X. > XV J. \J\J I Z-\J -*J 


TTomo saniens three nrime renair exonuclease 2 rTRTOC2 i transcrint variant 1 

XXU1I1VJ OCtJ^lV/llO LXXL VvVv LJX XXX IVvj-ZCLXX V'yVV^'XX UX\^>X V-'Cl.O X XV 1 u V-< ^ j LXailOUXipL V CIX X C4XX I JL j 

mRNA 


NM 080632 

J. N 1VX V7 O \J \J *J 


Homo sanienvS similar to veast TJnf3 variant B riJPF3Bi transcrint variant 1 

X.WJXXX\J OUL/lvJIXiJ O XX X XX XCXX LU V L \_/ VJX*J ^ V CXX XCXXXC J_» 1 X *J X-J J j 11 UllOVl ij^L V CXX XCXXXL X j 

mRNA 


NM 023010 


Homo saniens similar to veast T Jnf3 variant B (TJPF3B > > transcrint variant 2 
mRNA 


NM 080687 


TTomo saniens similar to veast TTnf3 variant A rrrPT^3A^ transcrint variant 2 

XXvlllVJ OClLyiVvllO OllllllCll LVJ jfVvCXOL V^JJX^j VCL11CL11L x \. l^WX X — ' Xi. y ; LI CUXOVvl 1 L/ L VCL1XCLX1L -_/ ? 

mRNA 


NM 02301 1 


TTomo saniens similar to veast TTnf3 variant A rTTPT* , 3A"i transcrint variant 1 

XXW111VJ Od.J-'lV'llO OllllllCll LVJ jrVvCLOL VJjJIJj VCXllCLllL XV ^\J1 X ~Jx\.J) Li CXlXOVvl 1JJ L V CIX 1CLX1L X ? 

mRNA 


NM 080630 


TTomo saniens collacrpn tvne ^T alnha 1 fC^OJ 1 1 A1^ transcrint variant 

XXV/111VJ OCXLJXV-'JIO VyVylldgdlj Lj/ LJV> yvXj CXX LJXI CI 1 ^VyVJJL; J J/TlX ^ 5 LI dllOV/1 1 J_l L VdlldllL 

mRNA 


NM 080629 


Homo saniens collagen tvne ^CT alnha 1 ff^OT 1 1 A1^ transcrint variant B 

xxviiiv r -'Uiiagvi.J.j Jr 5 exx l^xxcx x i v^v/j #x ii li #j ixtuxovixui. vexxxt-xxxc J — ' ^ 

mRNA 


NM 001854 


Homo sapiens collagen, type XI, alpha 1 (COL11A1), transcript variant A, 
mRNA 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al, mRNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM 001649 


Homo sapiens apical protein-like (Xenopus laevis) (APXL), mRNA 


NM 014481 


Homo saniens at)urinic/at)vrimidinic endomiclease-Klce 2 ( APPXT 7\ rmrlpnr 
gene encoding mitochondrial protein, mRNA 


NM 080649 


Homo saniens APEX nuclease fmulti functional DNA renair eri7vmp^ ( APPX 1 

llvlllv Jr — iXUwl^/UJv ^lllLXX tlXLUivLlv/llCll J-/1 ill. 1 VjJClll \sxx£jy LLl\s 1 \ 1 | f /X 1 ^ 

transcript variant 3 , mRNA 


NM_080648 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 2, mRNA 


NM_001641 


Homo saniens APEX nuclease (multifunctional DNA renair en7vme 1 ( APFX^i 
transcript variant 1, mRNA 


NM 080839 


Homo sapiens similar to gamma-glutamyltransferase 1 (LOC91227), mRNA 


NMJ>80927 


Homo sapiens endothelial and smooth muscle cell-derived neuropilin-like 
protein (ESDN), mRNA 


NM 030969 


Homo sapiens hypothetical protein MGC1223 (MGC1223), mRNA 


NM 080920 


Homo sapiens gamma-glutamyltransferase-like activity 4 (GGTLA4), mRNA 


NM 021168 


Homo sapiens RAR (RAS like GTPASE) like (RARL), mRNA 


NMJ)80842 


Homo sapiens hypothetical gene similar to gamma-glutamyltransferase-like 
activity 1 (LOG 129026), mRNA 


NMJ)31460 


Homo sapiens potassium channel, subfamily K, member 1 7 (TASK-4) 
(KCNK17), mRNA 


NM 033056 


Homo sapiens protocadherin 15 (PCDH15), mRNA 


NM 053283 


Homo sapiens dermcidin (DCD), mRNA 


NM 033518 


Homo sapiens solute carrier family 38, member 5 (SLC38A5), mRNA 


NM 021160 


Homo sapiens HLA-B associated transcript 5 (BAT5), mRNA 


NM 002279 


Homo saniens keratin hair acidic 3B (TCRTHA^R^ mRTsTA 


NM 004138 


Homo sapiens keratin, hair, acidic, 3A (KRTHA3 A), mRNA 


NM 016310 


Homo saniens nolvmerase rRTsTA^ TTT rTVNFA Hirepfprl^ rinlvnRi^tiHf F H9 ^ VTi^ 
(POLR3K), mRNA 


NM 031991 


Homo saniens nolvnvrimi dine trant Tvin din o irrntpin 1 rPTTVPI^ tr^n cnri-nt ^rarici-nt 
3, mRNA 


NM_031990 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
2, mRNA 


NM_002819 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
1, mRNA 


NM 030930 


Homo sapiens unc-93 homolog Bl (C. elegans) (UNC93B1), mRNA 


NM_022454 


Homo sapiens SRY-related HMG-box transcrintion factor SOX1 7 fSOXI 7^ 

kjwj^' iviiu k_y_i. a 1 v 1 u 1 v W 1A1T1VJ U\JX\. 11 UllOVl 1|J ll\ill llAVlV/l L_JV_/««V± / ^O^/Yxl / 1, 

mRNA 


NM 004652 


Homo saniens ubiauitin snecific nrotease 9 X rbrnmosomp ffat farpt<2~HVe 

xivxiivf Lju^/iviiu uuiv^uxuii oiJWvxllv ui uiVdov J7 , _z V C/11J. vJlllVJoVJlllC' I _Ld L IflvCLb HJvC 

Drosonhila) (TJSP9X1 transcrint variant 1 mRNA 


NM_021906 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosonhila) (TJSP9X) transcrint variant 2 mRNA 

■x—r x. uuu^/niiuy \ ^—-^ ' -'-fi.y, UUlluVlipL YUllUlll ^— / , llUvJLll J. 


NM_022349 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 6A 
(MS4A6A), mRNA 


NM 022122 


Homo saniens matrix metallonroteinase 27 nvnvrP27 1 mPlsTA 


NM_006387 


Homo sapiens calcium homeostasis endoplasmic reticulum protein (CHERP), 
mRNA 


NM_006918 


Homo sapiens sterol-C5 -desaturase (ERG3 delta-5 -desaturase homolog, fungal) - 
like (SC5DL), mRNA 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute carrier family 38, member 2 (SLC38A2V mRNA 


NM 013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleophosmin/nucleoplasmin, 3 (NPM3), mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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1 (TRPM1), mRNA 


NM 007244 


Homo sapiens proline rich 4 (lacrimal) (PROL4), mRNA 


NM 006758 


Homo sapiens U2(RNU2) small nuclear RNA auxiliary factor 1 (U2AF1), 
mRNA 


NM 006264 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 2, mRNA 


NM 006055 


Homo sapiens LanC lantibiotic synthetase component C-like 1 (bacterial) 
(LANCLl), mRNA 


NM 005716 


Homo sapiens regulator of G-protein signalling 1 9 interacting protein 1 
(RGS19IPl) 5 mRNA 


NM 005149 


Homo sapiens T-box 19 (TBX19), mRNA 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (ATP6S14), mRNA 


NM 000275 


Homo sapiens oculocutaneous albinism II (pink-eye dilution homolog, mouse) 
(OCA2), mRNA 


NM 001384 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosynthesis-like 2 (S. cerevisiae) (DPH2L2), mRNA 


NM 000062 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade G (CI inhibitor), 
member 1, (angioedema, hereditary) (SERPING1), mRNA 


NM 003307 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
2 (TRPM2), mRNA 


NM 003807 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 14 
(TNFSF14), mRNA 


NM 002984 


Homo sapiens small inducible cytokine A4 (SCYA4), mRNA 


NM 002105 


Homo sapiens H2A histone family, member X (H2AFX), mRNA 


NM 005331 


Homo sapiens hemoglobin, theta 1 (HBQ1), mRNA 


NM 000558 


Homo sapiens hemoglobin, alpha 1 (HBA1), mRNA 


NM 000517 


Homo sapiens hemoglobin, alpha 2 (HBA2), mRNA 


NM 012262 


Homo sapiens heparan sulfate 2-O-sulfo transferase 1 (HS2ST1), mRNA 


NM 021213 


Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA 


NM 018960 


Homo sapiens glycine N-methyltransferase (GNMT), mRNA 


NM 017807 


Homo sapiens O-sialoglycoprotein endopeptidase (OSGEP), mRNA 


NM 016732 


Homo sapiens RNA binding protein (autoantigenic, hnRNP-associated with 
lethal yellow) (RALY), transcript variant 1 , mRNA 


NM_0 14483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 
mRNA 


NM 012320 


Homo sapiens lysophospholipase 3 (LYPLA3), mRNA 


NM 000184 


Homo sapiens hemoglobin, gamma G (HBG2), mRNA 


NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBE1), mRNA 


NM 007367 


Homo sapiens RNA binding protein (autoantigenic, hnRNP-associated with 
lethal yellow) (RALY), transcript variant 2, mRNA 


NM 005332 


Homo sapiens hemoglobin, zeta (HBZ), mRNA 


NM 005438 


Homo sapiens FOS-like antigen 1 (FOSL1), mRNA 


NMJ)00158 


Homo sapiens glucan (1,4-alpha-), branching enzyme 1 (glycogen branching 
enzyme, Andersen disease, glycogen storage disease type IV) (GBE1), mRNA 


NM 000559 


Homo sapiens hemoglobin, gamma A (HBG1), mRNA 


NG 000007 


Homo sapiens genomic beta globin region (HBB@) on chromosome 1 1 


NG 000006 


Homo sapiens genomic alpha globin region (HBA@) on chromosome 16 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM_004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (USP9Y), mRNA 


NM 018518 


Homo sapiens MCM10 minichromosome maintenance deficient 10 (S. 
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cerevisiae) (MCM10), mRNA 


NM_018593 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 10 (SLC16A10), mRNA 


NM 018240 


Homo sapiens kin of IRRE like (Drosophila) (K1RREL), mRNA 


NM 016004 


Homo sapiens chromosome 20 open reading frame 9 (C20orf9), mRNA 


NM 006841 


Homo sapiens solute carrier family 38, member 3 (SLC38A3), mRNA 


NM_003725 


Homo sapiens oxidative 3 alpha hydroxy steroid dehydrogenase; retinol 
dehydrogenase; 3 -hydroxys teroid epimerase (RODH), mRNA 


NG 000009 


Homo sapiens genomic small histone family cluster (HFS@) on chromosome 6 


NM 080878 


Homo sapiens endothelial lectin HL-2 (HL-2), mRNA 


NM 080876 


Homo sapiens protein phosphatase (SKRP1), mRNA 


NM 080874 


Homo sapiens ankyrin repeat and SOCS box-containing 5 (ASB5), mRNA 


NM 080873 


Homo sapiens ankyrin repeat and SOCS box-containing 1 1 (ASB1 1), mRNA 


NM 080872 


Homo sapiens KIAA1777 protein (Unc5h4), mRNA 


NM_080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 


NM 080864 


Homo sapiens relaxin 3 (H3) (RLN3), mRNA 


NM 080863 


Homo sapiens ankyrin repeat and SOCS box-containing 16 (ASB16), mRNA 


NMJ)80862 


Homo sapiens SPRY domain-containing SOCS box protein SSB-4 (SSB-4), 
mRNA 


NM_080861 


Homo sapiens SPRY domain-containing SOCS box protein SSB-3 (SSB-3), 
mRNA 


NM_080860 


Homo sapiens testes specific A2 homolog (mouse) (TSGA2), mRNA 


NM 016150 


Homo sapiens ankyrin repeat and SOCS box-containing 2 (ASB2), mRNA 


NM 016127 


Homo sapiens hypothetical protein MGC8721 (MGC8721), mRNA 


NM 004170 


Homo sapiens solute carrier family 1 (neuronal/epithelial high affinity glutamate 
transporter, system Xag), member 1 (SLC1A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 017611 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


NMJ325220 


Homo sapiens a disintegrin and metalloproteinase domain 33 (ADAM33), 
mRNA 


NM 018548 


Homo sapiens down-regulated in lung cancer (HLCDGP1), mRNA 


NM_080740 


Homo sapiens similar to Ovis aries Y chromosome repeat region OY1 1.1 
(3'OYl 1.1), mRNA 


NM 012163 


Homo sapiens F-box and leucine-rich repeat protein 9 (FBXL9), mRNA 


NM 012304 


Homo sapiens F-box and leucine-rich repeat protein 7 (FBXL7), mRNA 


NM 012160 


Homo sapiens F-box and leucine-rich repeat protein 4 (FBXL4), mRNA 


NM 012159 


Homo sapiens F-box and leucine-rich repeat protein 3B (FBXL3B), mRNA 


NM 012158 


Homo sapiens F-box and leucine-rich repeat protein 3 A (FBXL3 A), mRNA 


NM 012157 


Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA 


NM_024555 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 2, mRNA 


NM_012162 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 1, mRNA 


NM 033535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 2, mRNA 


NM 012161 


Homo sapiens F-box and leucine-rich repeat protein 5 TFBXL5^ transcript 
variant 1, mRNA 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 


NM_033285 


Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), 
mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHA1), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
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transcript variant 5, mRNA 


NM 032954 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 4, mRNA 


NM 032953 


TTomo sarviens Williams Beuren svndrome chromosome reeion 14 {"WBSCR14), 
transcript variant 3, mRNA 


NM 032952 


Homo ^aniens Williams Beuren svndrome chromosome reeion 14 fWBSCR14Y 
transcript variant 2, mRNA 


NM_032951 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 1 , mRNA 


NG 000008 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 
inducible) (CYP2A) on chromosome 19 


NM 030809 


Homo sapiens chromosome 12 open reading frame 22 (C12or£22), mRNA 


NM_004426 


Homo sapiens early development regulator 1 (polyhomeotic 1 homolog) (EDR1), 
mRNA 


NM 020244 


Homo sapiens choline phosphotransferase 1 (CHPT1), mRNA 


NM 019074 


Homo sapiens delta-like 4 (Drosophila) (DLL4), mRNA 


NM 018990 


Homo sapiens chromosome X open reading frame 9 (CXorf9), mRNA 


NM_017833 


Homo sapiens chromosome 21 open reading frame 55 (C21orf55), mRNA 


NM 018255 


Homo sapiens elongator protein 2 (ELP2) 5 mRNA 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


NM 014927 


Homo sapiens connector enhancer of KSR2 (CNK2), mRNA 


NM 012164 


Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA 


NM 012247 


Homo sapiens selenium donor protein (SPS), mRNA 


NM 012165 


Homo sapiens F-box and WD-40 domain protein 3 (FBXW3), mRNA 


NM_007198 


Homo sapiens proline synthetase co-transcribed homolog (bacterial) (PROSC), 
mRNA 


NM_006011 


Homo sapiens sialyltransferase 8B (alpha-2, 8-sialytransferase) (SIAT8B), 
mRNA 


NM 005674 


Homo sapiens zinc finger protein 239 (ZNF239), mRNA 


NM_001364 


Homo sapiens discs, large homolog 2, chapsyn-110 (Drosophila) (DLG2), 
mRNA 


"NM 000646 

J. > _LY_L \J \J\J \J " \J 


Homo ^aniens amvlo-1 6-erlucosidase 4-alnha-elucano transferase ffflvcoeen 

JL JL \J X X. XV_J OClUXwXXO CXXXX y XVJ X. «j ^lUvvyulVXUOv^ T CXXL/xxu. uvuiivj u uiiui vi uu v ±. j w v_/ ^ wj. j. 

debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
6, mRNA 


NM 000645 


Homo saniens amvlo-l 6-elucosidase 4-alnha-fflucanotransferase (elvcoszen 

1 1 V/l 1 XV/ OCiL/XwXXu CXXXX Y XV X y \J glLivV/UlVXUL/v^ T CXXk^XlU ^lUVUXivtl UVJv \o / VV^VXJ. 

debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
5, mRNA 


NM 000644 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
2, mRNA 


NM 000643 


Homo saniens amvlo-l 6-{?lucosidase 4-alnha-erlucanotransferase (elvcoeen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
3, mRNA 


NM 000649 

J. N 1YJL UUV/UT 1 // 


Uomn QariipriQ nmvl o- 1 fi-crliipn^ida^p 4-a1r>hfl-p"1iicflnotransfera < ?f* ( clvcotyen 
HpTvrarirhinpr pnTvme plvnotypn storage disease tvne TTT ) TAGL) transcrint variant 
1 mRNA 

X 2 XlXXvl li. X 


NM_000028 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orf87), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orf 144), mRNA 


NM 080823 


Homo sapiens chromosome 20 open reading frame 148 (C20orf 148), mRNA 
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NM 017662 

X > J.VX \J X / vVJx- 


Homo saniens transient recen tor notential cation channel sub familv ML member 
6 (TRPM6), mRNA 


NM 080744 


Homo sarviens scavenoer recentor cvsteine rich domain containing pronn B (A 

JL±\JL1.1\J OCX UX V'XXO OWCl V WiKW lULL/UliUl VJf OtvllXv liwll UVyjLJ.XCl.XlX ^VJXX ICXXXXXXXg j f^XKJ\A.LJ X-J \' 

domains) (SRCRB4D), mRNA 


NM_000493 


Homo sapiens collagen, type X, alpha l(Schmid metaphyseal chondrodysplasia) 
fCOLlOAl) mRNA 


NM 057096 


Homo saniens cvtochrome P450 nolvnentide 43 (CYP3A43^ transcrint variant 3. 

x jlvij.1v o lx l/ Xvii l_> w y lv/wxxx vyxxxw* a r»/\/ F J r jt r^/ \ v—^ jl jl *_/x jl r j * ll cljl ijvi j. lv l v w-i ^ 5 

mRNA 


NM 014578 


Homo saniens ras homoloe: i?ene familv member D (ARTIE)^ mRNA 

i. J.V/1X1V/ Oti-L/lVllkJ XUU JtlV/lUvIV t-, fivllV -1- LX 1 A JL JL X Y y X XX w X X Xl_/ Vl JL—-' \ JL 1. 1 N-JL JL JJ — x f ■ XXXJLX^_L 'I X JL 


NM_020708 


Homo sapiens solute carrier family 12, (potassium-chloride transporter) member 
5 (SLC12A5^i mRNA 


NM 016093 


Homo saniens ribosomal nrotein L26-like 1 (RPL26L1^ mRNA 

JL JL\*J XX XW OUL/AvllO A 1UL/UL>'111U1 L/l \J LVlll J — ' V.' 11J.VU J. lAX^A. -LJ^rf V/JL— / X. JLJLJLL^JL ^ J. JL 


NM 057095 


Homo saniens cvtochrome P450 nolvnentide 43 fCYP3A43^ transcrint variant 2 

JL JL\_/ JL JL XV_/ OvtL/lVllkj LV/W'XXX vlllV JL rJv LfV/1 J UvUtlVIv r \ V^' JL JL X X ■ #j Li. Ulluvl Jl V CXX XUXX V J—* y 

mRNA 


NM_022820 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 1, 
mRNA 


NM 052969 


Homo sapiens ribosomal protein L39-like (RPL39L), mRNA 


NM 052970 


Homo sapiens chromosome 20 open reading frame 60 (C20orf60), rnRNA 


NM_052865 


Homo sapiens chromosome 20 open reading frame 72 (C20orf72), mRNA 


NM 021029 


Homo sapiens ribosomal protein L36a (RPL36A), mRNA 


NM 001001 


Homo sapiens ribosomal protein L36a-like (RPL36AL), mRNA 


NM 033645 


Homo saniens F-hox and WF)-40 domain nrotein IB iHRB^CAAf 1 B^ transcrint 

X. XUII1U OilUlvllo X. UUA CXIXVJ. V V J_y ™ w vXWXXXCXXXX JLJX \J LVw^XXX 1 JJ ^X. X_J_/ V V V X X_J J , LX CIXXOV^X X IJ L 

variant 1 mRNA 

VCXXXCVXXL Xj X X X JL VJL > J. X. 


NM_033644 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 2 mRNA 

V LXX ICillL £—t j XX JUL V_X 1 x JL 


NM 012300 


Homo saniens F-box and ^/D -40 domain nrotein IT} fFT^X"\Afl TV\ transcrint 
variant 3 5 mRNA 


NM 022760 


Homo sapiens chromosome 20 open reading frame 81 (C20orf81), mRNA 


NM_014958 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 15 (ARHGEF15), 
mRNA 


NM 021810 


Homo sapiens cadherin-like 26 (CDH26), mRNA 


NM 030876 


TTomo saniens olfaptorv repentor familv S snbfamilv \f member 1 TOT^SVI^ 

XXUlllVJ aapivllo Ull Uv LvJX y i(/lyt>ULUl j XtllXXXlji' «v 5 oLtL/XCLxlXXXjr Y j XXlL'XXXL/L/i ± 1 v/ivJ Y A lj 

mRNA 


NM_031232 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
bindinof nrotein ( APB A2BP^ transcrint variant 2 mRNA 

UlllVilllg Ul VlVUl \U. XX X^I VVi*X-*X Fj U UllOvl 1U l V UllUlll ^9 XXXJL VX T X X 


NM_031231 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 1, mRNA 


NM 032554 


Homo sapiens G protein-coupled receptor 81 (GPR81), mRNA 


NM 006462 


Homo saniens chromosome 20 onen readme: frame 1 8 fC20orfl 8^ transcrint 
variant 1 5 mRNA 


NM 031229 


Homo saniens chromosome 20 onen readine frame 1 8 ( C20orfl K) transcrint 
variant 2 mRNA 

V J.U111 ^"^9 XXXJL^X ix 1. 


NM 031228 


Homo saniens chromosome 20 onenreadine frame 1 8 fC!20orf1 K) transcrint 

X- Av/iiiv X vlll V/lllv/DUlllv ^j\J \JyJ\sXX. X wu>\J.XJ.J.gj XI Ulllv X U 1 v_^^WXXXU/j HUAJLuVi. J.UL 

variant 3, mRNA 


NM 031227 


Homo saniens chromosome 20 onen reading frame 1 8 fd20orf1 8^ transcrint 
variant 4, riiRNA 


NM 031424 


Homo sapiens chromosome 20 open reading frame 55 (C20orf55), mRNA 


NM 000518 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NM_030959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
rnRNA 


NM 018661 


Homo sapiens defensin, beta 3 (DEFB3), mRNA 


NM 022487 


Homo sapiens DNA cross-link repair 1C (PS02 homolog, S. cerevisiae) 
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(DCLRE1C) mRNA 


NM 022099 


Homo s aniens chromosome 20 onenreadine frame 51 rC20orf51^ mRNA 


NM_000668 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADH1B), 
mRNA 


NM 021943 


Homo sapiens testis expressed sequence 27 (TEX27), mRNA 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0), mRNA 


NM 021215 


Homo sanipns chromosome 90 nnen readinp - frame 77 fC!20orf > 77^ rrfRNA 


NM 012141 


Homo saniens DEAD/H ( Asn-Glu-Ala-Asn/His > box nolvnentide 26 (T)TYX26) 
mRNA 


NM 021225 


Homo sanipnci nrolmp-riph 1 fPROT 1^ mRT^A 

IxUlllU oujJlL/lia L/i.\J±lllvv Hull x 11 l\.v/l_/l Jy 111J.V1.iXJl 


NM 006508 


Homo sanipns rpjrpnpratinp' islet~dprivpd-1ikp nan ere a tip stonp nrorpin-Hlcp 

XlUlllv O CX L_/ X v^X X o 1 Wgvllvl dtlllg lOlvl Uvl 1 V vU llJVWj UCUlvl Udllv OLUllv UlULvlll lllYw, 

nancreatic thrpad nrotein-like frat^ TIxPTtT ^ rrTRNA 

l-J CXX Iwl wCltl w IXXX wCXV-L Ul vlVjlll lilvv 11 Ul J I IVL/VJXj y, XXXX.N. ,1. TX V 


NM 020356 


Homo saniens chromosome 20 onen reading frame ^2 ^d20orf v ^2^ mRNA 


NM 020369 


Homo saniens fascin homoloc 3 actin-bundlin*? nrotein testicular 

ILV/llLV/ L_7 IXjL/ J. wX 1 U> lUuvlil llVillV/iV^ "^5 U.V till L/tlllVlllll& L/l V/ IVlll^ Ivu LlV LilUl 

(Strongylocentrotus purpuratus) (FSCN3), mRJSTA 


NM 020145 


Homo sapiens SH3 -domain GRB2-like endophilin B2 (SH3GLB2), mRNA 


NM 020125 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


NM 019025 


Homo saniens chromosome 20 onen reading frame 16 fC20orfl6i mRNA 

1AV/1AXV UU'L'lVllkJ Vlli V/xllV/UV/lllv Jm* \J \/^/Vll ±- 11 villlV XV/ ^V/i^vV/i 1 1 Vy^ llJXVl li X 


NM 018679 


Homo sapiens t-complex 11 (mouse) (TCP 11), mRNA 


NM 017589 

JL i IV JL V/ X / w/ \J 


Homo saniens H-ce11 translocation cene 4 rRTfr4^ mRNA 


NM 018692 


Homo saniens chromosome 20 onen reading frame 1 7 f(~"?0or"f1 7^ mRN^A 


NM 018697 

X 1 X V JL \J X KJ \J *r I 


Homo saniens T-anC 1 . lantibiotie svnthetasp eomnonpnt C-lilcp 9 rhantprial^ 

11U111W OaL/lUUO J — /tXXXVv lullLlUlVlllv Oj'XXLiXV^l.cXOV-/ vV/lllUUllvlll V — ' 11JVV' /-i \ UQ\J WsL 1CX1 1 

(Lx\NCL2 j mRNA 


NM 018677 

X 1 XT JL \J X w \J I I 


Homo saniens acetvl-doenzvme A svnthetase 2 ( ATjP forminff^ ( AdAS2^ 

iiviiiv otxi^xwxxij uuvtj i v v viizj y xxiv x x o Yiiuivkuov \ x xxy x_ xwiiiiiiig i ix ivxiu^f / j 

iiiRNA 


NM 018431 


Homo sapiens chromosome 20 open reading frame 1 80 (C20orf 1 80), mRNA 


NM 018725 


Homo sapiens interleukin 17B receptor (EL17BR), mRNA 


NM 018474 


Homo sapiens chromosome 20 open reading frame 19 (C20orfl9), mRNA 


NM 018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orf35), mRNA 


NM 017896 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orf 1 1), mRNA 


NM 017874 

X T 1YX \J X 1 l_J / ~ 


Homo sanipns phromosomp 90 onpn rpadincr Tramp 97 f(~*90orf97^ mT^~NTA 

A 1<J111U OClUlvllO will UlilUOUlllv j£*\J Upvll 1 ^CXVJ.lllg, _L1 dlliV^ 1 \\^Z*i\J\jx x,£* I J, IxJJLVJ. >A 


NM 017859 

J. > XV Jl \J X / O »J .7 


Homo sanipns nridinp Vinasp-lilrp 1 fTTT^TCT 1^ mT?TsTA 

11U111U dapivllo Wx IVJ.lilt' xvllldot? 111VC' x y vJ JLVXV J_/ 1 J , llJULVLNij. 


NM 01779R 


TToTnr* sanipns Prrromr*cr»mp 90 nnpti T*p?iHincr "fri^mp 91 {(~^ r )(tnr~F r ) 1 ^ mT?7vTA 

JL1.UJL11W oCi LJl^llo ^/ill ClllVJoVJlllt/ £j\J \J jJC/ll 1 t/CtHlllg J.1 dlllC- x \\^/£j\J\jL x^L X 1, llllVlNxx 


NM 017789 


Homo sanipns spma domain immiinnffloKnlin Homain rTcr^ trfln (rnipmhran p 

-LAU111U oC4-|J1V»'11o o^lllct VJ.Wllld.lll, lllllllLlllVJ^lU Lxllll VxvJlllCllll \ Jl^j, LI CUloAXXv/lAJLLU. ClllVw 

domain fTM) and short cvtonlasmic domain Tsemanhorin^ 4C rSElvrA4Ci 

\J-V/lJ.lillll V J fcXXlVl \s JF v\/ LJlCiUllll v UVJlllUlllj VlllviL/llV/l 111 ^ i V/ 1 kJX< ULTJLX X V—/ 

mRNA 


NM 017714 


Homo sapiens chromosome 20 open reading frame 13 (C20orfl3), mRNA 


NM 017671 


Homo sapiens chromosome 20 open reading frame 42 (C20orf42), mRNA 


NM 018384 


Homo sapiens immune associated nucleotide 4 like 1 (mouse) (LAN4L1), mRNA 


NM 018354 


Homo sapiens chromosome 20 open reading frame 46 (C20orf46), mRNA 


NM 018347 


Homo sapiens chromosome 20 open reading frame 29 (C20orf29), mRNA 


NM 018327 


Homo sapiens chromosome 20 open reading frame 38 (C20orf38), mRNA 


NM 018282 


Homo sapiens paraspeckle protein 1 (PSP1), mRNA 


NM 018270 


Homo sapiens chromosome 20 open reading frame 20 (C20orf20), mRNA 


NM 018257 


Homo sapiens chromosome 20 open reading frame 36 (C20orf36), mRNA 


NM 018197 


Homo sapiens zinc finger protein 64 homolog (mouse) (ZFP64), mRNA 


NM 018010 


Homo sapiens estrogen-related receptor beta like 1 (ESRRBL1), mRNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15'-dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM_016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3 -domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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NM 016408 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016407 


Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA 


NMJH6319 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7A 
(Arabidopsis) (COPS7A), mRNA 


NM 015985 


Homo sapiens angiopoietin 4 (ANGPT4), mRNA 


NM_015834 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(AD ARB 1), transcript variant DRADA2c, mRNA 


NMJ315833 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(AD ARB 1), transcript variant DRABA2b, mRNA 


NM 014036 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


NM 014012 


Homo sapiens RAS (RAD and GEM) -like GTP-binding (REM), mRNA 


NM_014841 


Homo sapiens synaptosomal-associated protein, 91 kD homolog (mouse) 
(SNAP91), mRNA 


NM 014795 


Homo sapiens zinc finger homeobox lb (ZFHX1B), mRNA 


NM 015313 


Homo saniens Rho guanine nucleotide exchange factor fGEF^ 12 (ARHGEF12^ 
mRNA 


NM_014784 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 1 (ARHGEF1 1), 
mRNA 


NMJ 14862 


Homo sapiens aryl-hydrocarbon receptor nuclear translocator 2 (ARNT2), 
mRNA 


NM 014054 


Homo sapiens chromosome 20 open reading frame 40 (C20orf40), mRNA 


NM 015629 


Homo sapiens PRP3 1 pre -mRNA processing factor 3 1 homolog (yeast) 
(PRPF31),mRNA 


NM 015417 


Homo sapiens chromosome 20 open reading frame 28 (C20or£28), mRNA 


NM_0 14625 


Homo sapiens nephrosis 2, idiopathic, steroid-resistant (podocin) (NPHS2), 
mRNA 


NM_0 14592 


Homo sapiens Kv channel interacting protein 1 (KCNIP1), mRNA 


NM_014140 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a-like 1 (SMARCAL1), mRNA 


NM 013442 


Homo sapiens stomatin (EPB72)-like 2 (STOML2), mRNA 


NM 013248 


Homo sapiens NUTF-like export factorl (NXT1), mRNA 


NM 013316 


Homo sapiens CCR4-NOT transcription complex, subunit (CNOT4), mRNA 


NM 013348 


Homo saoiens notassium inwardlv-rectifvini? channel subfamilv J member 14 
(KCNJ14), mRNA 


NM 013279 


Homo sapiens chromosome 1 1 open reading frame 9 (CI lorf9), mRNA 


NM_012418 


Homo sapiens fascin homolog 2, actin-bundling protein, retinal 
(Strongylocentrotus purpuratus) (FSCN2), mRNA 


NM 012201 


Homo sapiens golgi apparatus protein 1 (GLG1), mRNA 


NM 000519 


Homo sapiens hemoglobin, delta (HBD), mRNA 


NM 006999 


Homo sapiens polymerase (DNA directed) sigma (POLS), mRNA 


NM_006719 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-m, 
mRNA 


NM_002313 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-1, 
mRNA 


NM 007238 


Homo sapiens peroxisomal membrane protein 4 (24kD) (PXMP4), mRNA 


NM 007184 


Homo sapiens nischarin (NISCH), mRNA 


NM_006720 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-s, 
mRNA 


NM 007026 


Homo sapiens dual specificity phosphatase 14 (DUSP14), mRNA 


NM_006837 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 
(Arabidopsis) (COPS5), mRNA 


NMJ)06614 


Homo sapiens cell adhesion molecule with homology to LI CAM (close homolog 
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ofLl)(CHLl),mRNA 


NM 006410 


Homo sapiens HIV-1 Tat interactive protein 2, 30 kD (HTATIP2), mRNA 


NM 006432 


Homo sapiens Niemann-Pick disease, type C2 (NPC2), mRNA 


NM 006348 


Homo sapiens golgi transport complex 1 (90 kD subunit) (GOLTC1), mRNA 


NM 006408 


Homo sapiens anterior gradient 2 homolog (Xenepus laevis) (AGR2), mRNA 


NM 006106 


Homo sapiens Yes-associated protein 1, 65 kD (YAP1), mRNA 


NM 006096 


Homo sapiens N-myc downstream regulated gene 1 (NDRG1), mRNA 


NM 006071 


Homo sapiens polycystic kidney disease (polycystin) and REJ (sperm receptor 
for egg jelly homolog, sea urchin)-like (PKDREJ), mRNA 


NM 006092 


Homo sapiens caspase recruitment domain family, member 4 (CARD4), mRNA 


NM 005748 


Homo sapiens YY1 associated factor 2 (YAF2), mRNA 


NM 005715 


Homo saniens irronvl-2-sulfotransferase (TJST\ mRNA 


NM 005622 


Homo sapiens SA hypertension-associated homolog (rat) (SAH), mRNA 


NM 005733 


Homo sapiens RAB6 interacting, kinesin-like (rabkinesin6) (RAB6KIFL), 
mRNA 


NM_005668 


Homo sapiens sialyltransferase 8D (alpha-2, 8-polysialytransferase) (SIAT8D), 
mRNA 


NM 005606 


Homo sapiens legumain (LGMN), mRNA 


NM 004649 


Homo sapiens chromosome 21 open reading frame 33 (C21orf33), mRNA 


NM 005469 


Homo sapiens peroxisomal acyl-CoA thioesterase (PTE1), mRNA 


NM_005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BMI1), mRNA 


NM 005108 


Homo sapiens xylulokinase homolog (H. influenzae) (XYLB), mRNA 


NM 004610 


Homo sapiens t-complex 10 (mouse) (TCP 10), mRNA 


NM_004579 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 2 
(MAP4K2), mRNA 


NM_004086 


Homo sapiens coagulation factor C homolog, cochlin (Limulus polyphemus) 
(COCH), mRNA 


NM 004273 


Homo sapiens carbohydrate (chondroitin 6) sulfotransferase 3 (CHST3), mRNA 


NM 004902 

i. > J.VJL \J \J i-< 


Homo saniens RNA-bindine region (RNP1 RRM) containing 2 (RNPC2), 
mRNA 


NM 004353 


Homo saniens serine (or cvsteine^ nroteinase inhibitor clade H flieat shock 
protein 47), member 1, (collagen binding protein 1) (SERPINH1), mRNA 


NM 004317 


Homo saniens arsA arsenite transnorter ATP-bindinsf homoloff 1 fbacteriaD 
(ASNA1), mRNA 


NM_001247 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative 
function) (ENTPD6), mRNA 


NM_003831 


Homo sapiens sudD suppressor of bimD6 homolog (A. nidulans) (SUDD), 
mRNA 


NM 003143 


Homo sapiens single-stranded DNA binding protein (SSBP1), mRNA 


NM 003098 


Homo sapiens syntrophin, alpha 1 (dystrophin-associated protein Al, 59kD, 
acidic component) (SNTA1), mRNA 


NM_003034 


Homo sapiens sialyltransferase 8A (alpha-N-acetylneuraminate/alpha-2,8- 
sialytransferase, GD3 synthase) (SIAT8A), mRNA 


NM_003028 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 
(SHB), mRNA 


NM 003579 


Homo sapiens RAD 5 4 -like (S. cerevisiae) (RAD54L), mRNA 


NM_002669 


Homo sapiens pleiotropic regulator 1 (PRLlhomolog, Arabidopsis) (PLRG1), 
mRNA 


NM 000139 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLK1), mRNA 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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(Arabidopsis) (COPS3), mRNA 


NM 000083 


Homo saniens chloride channel 1 skeletal muscle (Thomsen disease autosomal 
dominant) (CLCN1) 5 mRNA 


NM 000691 


Homo sapiens aldehyde dehydrogenase 3 family, member A 1 (ALDH3A1), 
mRNA 


NM 001112 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(AD ARB 1), transcript variant DRADA2a, mRNA 


NM 004370 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant long, 
mRNA 


NM 080645 


Homo saniens collagen tvoe XII aloha 1 fCOL12Al^ transcrint variant short 
mRNA 


NM 080681 


Homo saniens collagen tvne XT alnha 2 fCOLl 1 A2^ transcrint variant 2 
mRNA 


NM_080680 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 1, 
mRNA 


NM_080679 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 3, 
mRNA 


NM 003593 


Homo sapiens winged-helix nude (WHN), mRNA 


NM 000638 


Homo saniens vitronectin ( serum snreadinof factor somatomedin B cornnlement 
S-protein) (VTN), mRNA 


NM_080682 


Homo sapiens vascular cell adhesion molecule 1 (VCAM1), transcript variant 2, 
mRNA 


NM_001078 


Homo sapiens vascular cell adhesion molecule 1 (VCAM1), transcript variant 1, 
mRNA 


NM 006115 


Homo sapiens preferentially expressed antigen in melanoma (PRAME), mRNA 


NM 000175 


Homo sapiens glucose phosphate isomerase (GPI), mRNA 


NM 020526 


Homo sapiens EphAS (EPHA8), mRNA 


NM 002109 


Homo sapiens histidyl-tRNA synthetase (HARS), mRNA 


NM 012208 


Homo sapiens histidyl-tRNA synthetase-like (HARSL), mRNA 


NM 004608 


Homo sapiens T-box 6 (TBX6), transcript variant 1, mRNA 


NM_080758 


Homo sapiens T-box 6 (TBX6), transcript variant 2, mRNA 


NM 080718 


Homo sapiens T-box 5 (TBX5), transcript variant 2, mRNA 


NM 080717 


Homo sapiens T-box 5 (TBX5), transcript variant 3 , mRNA 


NM 000192 


Homo sapiens T-box 5 (TBX5), transcript variant 1, mRNA 


NM 080832 


Homo sapiens poly(A) binding protein, cytoplasmic 5 (PABPC5), mRNA 


NM 080824 


Homo sapiens chromosome 20 open reading frame 106 (C20orfl06), mRNA 


NM 080822 


Homo sapiens candidate tumor suppressor OVCA2 (OVCA2), mRNA 


NM 080821 


Homo sapiens chromosome 20 open reading frame 108 (C20orfl08), mRNA 


NM 080820 


Homo sapiens chromosome 20 open reading frame 88 (C20orf88), mRNA 


NM 080818 


Homo sapiens G protein-coupled receptor 80 (GPR80), mRNA 


NM 080817 


Homo sapiens G protein-coupled receptor 82 (GPR82), mRNA 


NM 080794 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 020973 


Homo sapiens cytosolic beta-glucosidase (GLUC), mRNA 


NM 054112 


Homo sapiens chromosome 20 open reading frame 63 (C20orf63), mRNA 


NM_052951 


Homo sapiens chromosome 20 open reading frame 167 (C20orfl67), mRNA 


NM 014145 


Homo sapiens chromosome 20 open reading frame 30 (C20orf30), mRNA 


NM 033409 


Homo sapiens chromosome 20 open reading frame 54 (C20orf54), mRNA 


NM 032013 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 032109 


Homo sapiens orthopedia homolog (Drosophila) (OTP), mRNA 


NM_024021 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 4 
(MS4A4A), mRNA 


NM 022910 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 1 
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NM 025206 


Homo sapiens fer-l-like 4 (C. elegans) (FER1L4), mRNA 


NM 024960 


Homo sapiens chromosome 20 open reading frame 48 (C20orf48), mRNA 


NM 024893 


Homo sapiens chromosome 20 open reading frame 39 (C20orf39), mRNA 


NM 024299 


Homo sapiens chromosome 20 open reading frame 149 (C20orfl49) 3 mRNA 


NM 024077 


Homo saniens SECIS bindine nrotein 2 (SBP2} mRNA 


NM 022730 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7B 
(Arabidopsis) (COPS7B), mRNA 


NM_022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQ1), mRNA 


NM 022568 


Homo saniens aldehvde dehvrdoeenase 8 familv member Al ( ALDH8A1\ 
mRNA 


NM_022477 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 022082 


Homo saniens chromosome 20 onen readinsr frame 59 fC20orf59^ mRNA 


NM_022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 10 fSLC4A10^ mRNA 

XllvlllUvl JL \J I LJjLjV^ IX X. X \J J ^ XAXJvVJL ^ J- A- 


NM 021230 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia3 (MLL3), mRNA 


NM_021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMTF1), 
mRNA 


NM 005238 

X > XV X UUJa<JU 


TTomo saniens v-ets ervthroblastosis virus H26 oncogene homolo*? 1 f avian ^ 

1J.V/111V/ OCIL/ X^xXXO V vLO wl V 1111 vUIUljIWOIO VilUO J — ' \J V/iJLvVgVilv Xi\J kXX\J X\J t~ X 1 U V 1VUX I 

(ETS1), mRNA 


NM 020465 

X > 1VX UjiuTUJ 


TTomo saniens NTTRG familv member 4 fiSTTyRG4 1 mRNA 


NM_0 14227 


Homo sapiens solute carrier family 5 (low affinity glucose cotransporter), 
member 4 f SLC5A4 1 mRNA 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PUM2), mRNA 


NM 01 5665 


TTomn <?anien«s nrhnlasia adrenocortical insnfficiencv alacrimia fAllprove trinle- 

A) (AAAS), mRNA 


NM 021950 


TTnmn saniens memhrane-snannino 1 4-domains snhfamilv A member 2 (T<c 

XXU111U OCiL/1 wllu lilvillL/1 CiXXV*' O L'Cllllllll I VXVyXXXCXXXXO^ OUUXCUliil V -i »- » lilvlllUvl \X w 

frapment of Ti^R hi eh affinitv T recentor for - beta nolvnentide^ nVTS4Al^ mRNA 

JL-L CtCjlllwliL V_/X 1 1 ill ^11 UllilllLj JL^ 1 vv VULv'l JL\_/X ^ U V IU U V/l J M^M vlVlv y ylTJLLI \JL X. JL. J y J. J. JJ-VJL Tl J. V. 


NM 005589 

X llVX V/V7 J^/ \-J ~f 


Homo saniens aldehvde dehvdroffenase 6 familv member Al fALDH6Al^ 

JL JL V>' JL llv/ Oil-pivlXO tilvVVll Y Vlw UV/11 V Ul VfcjVllUJv Itilllll V ^ lllvlllUVl X X JL \ JLJL-JJL^ JL JUVr A JL 

mRNA 


NM 000533 


Homo saniens nroteolinid nroteinl rPelizaeus-M"erzbacher disease snastic 

JL JLVJ'Xi-LVJ' UVLL/lVllu L/JL V_7 LvVjllL/lVl Lw/JL Ivlll X V Vll^/LlV VLk3 JLTXVl AJL/tiVllWl ulUvUuv ^ UUUU tlW 

paraplegia 2 5 uncomplicated) (PLP1), mRNA 


NM 016252 


Homo saniens baculoviral TAP reneat-containine: 6 ( anollon^ fBIRC6^ mRNA 

llvlllv OttL/XvlJsO UUvUlv > liUl JLL » 1 1 VL/Vlil VV/ll LtillllliC, \J I UL/V11V/11 J \ JU^ .i. 1. V V^/ / ^ JLiJJLVJL X 


NM 014351 


Homo sapiens sulfotransferase family 4A 5 member 1 (SULT4A1), mRNA 


NM 012323 

X > ±VX \J XZj—)^~) 


Homo saniens v-maf miiseiiloanon euro tie fibrosareoma nneopene homolop - T^ 

X 1VJ111U OCllJlV^lia V XXXCIX XXXLXo^LXXWCXLJWXX^/LXX l/llv 11 Ul V/OCU vUlllCl V-'ll*-' Wgj^llV-/ llUliXV/lWg X 

(avian) (MAFF), mRNA 


NM 006600 


TTomo saniens nndear distribution o^ene CI homoloc^ ( A nidulans^ rNTTOr^^ 

llvlllu OUUlCllO llUVlvtU VllOtllULVtlUil gvllv > * llWlllv/lVJg \ J. x > XXXVi-UlCXXXO J \ X y \—< J— J V — / J , 

mRNA 


NM 006145 

X > XV X \J\J \J x ~r*j 


Homo saniens T~)naT THsn40^ homoloo - snbfmailv T? member 1 fDNATRI^ 

XXU111VJ OCL LJ1V_'X1C5 X.S XXd\) 1 XXo L>"V/ / IHJIIIWIvJ^j OlXL/XlllCl-li V XJ 5 XXXV^XXXUf^/1 1 11/liirVJlJl fj 

mRNA 


NM 005120 


Homo saniens trinucleotide reneat eontainino - 1 1 fTTTR -associated nrotein 230 

X X VJ X X 1\J OwUlvllO l/X XllU-VlV/vl/lVXV^ XVsL/V'Cl-L vUJ.1 LCXllllll^ X X \ llllv UOOVJUICI LV-VX piUlvlllj 4-i~J \J 

kD subunit") fTNRCll) mRNA 

— ' O UU L4-XXX X* J ^ X JL 1 1W X X y ^ XXII X^J- 1 X X 


NMJ301383 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosvnthesis-like 1 TS cerevisiae^ TDPH2Ll > i mRNA 

' 1VU V XX Lllvulu X X XX. w X \ ■ w WX W V luXUv / 1 J ^ JL JL .1 ^ JL— i JL J j 111XVL >i 1 


NM 001327 


Homo sapiens cancer/testis antigen 1 (CTAG1), mRNA 


NM 080750 


Homo sapiens chromosome 20 open reading frame 143 (C20orfl43), mRNA 


NM 032819 


Homo sapiens zinc finger protein 341 (ZNP341), mRNA 


NM_0 17895 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 27 (DDX27), 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52) 5 mRNA 


NM 080743 


Homo sapiens serine-arginine repressor protein (35 kDa) (SRrp35) 5 mRNA 


NM 080742 


Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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NM 080741 


Homo sapiens sialidase 4 QSTEU4), mRNA 


NM 080739 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41), mRNA 


NM 033550 


Homo sapiens chromosome 20 open reading frame 64 (C20orf64), mRNA 


NM_080732 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA ' ~ ' ^ " " " ' " ' 


NM_053046 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 1, 
mRNA 


NM_025106 


Homo sapiens SPRY domain-containing SOCS box protein SSB-1 (FLJ22393), 
mRNA 


NM_030760 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 8 (EDG8), mRNA 


NM_0 16069 


Homo sapiens mitochondria-associated protein involved in granulocyte- 
macrophage colony-stimulating factor signal transduction (Magmas), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021205 


Homo sapiens Wnt-1 responsive Cdc42 homolog (WRCH-1), mRNA 


NM 032495 


Homo sapiens hypothetical protein SMAP3 1 (SMAP3 1), mRNA 


NM 032556 


Homo sapiens interleukin-1 HY2 (DL1HY2), mRNA 


NM_014331 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 1 1 (SLC7A1 1), mRNA 


NM 017564 


Homo sapiens stabilin-2 (STAB2), mRNA 


NM 020924 


Homo sapiens bioref (bioref), mRNA 


NM 015356 


Homo sapiens scribble (SCRIB), mRNA 


NM 030648 


Homo sapiens SET domain-containing protein 7 (SET7), mRNA 


NM 018488 


Homo sapiens T-box 4 (TBX4), mRNA 


NM 016470 


Homo sapiens chromosome 20 map 20ql3.1 1 


NMJ)80722 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 14 (ADAMTS14), mRNA 


NM 080676 


Homo sapiens chromosome 20 open reading frame 133 (C20orfl33), mRNA 


NM 080674 


Homo sapiens chromosome 20 open reading frame 86 (C20orf86), mRNA 


NM 080621 


Homo sapiens chromosome 20 open reading frame 136 (C20orfl36), mRNA 


NM 080608 


Homo sapiens chromosome 20 open reading frame 165 (C20orfl65), mRNA 


NM 080719 


Homo sapiens hypothetical protein MGC4473 (MGC4473), mRNA 


NM 003495 


Homo sapiens H4 histone family, member M (H4FM), mRNA 


NM_020633 


Homo sapiens VIR-like 1 (V1RL1), mRNA 


NM 007259 


Homo sapiens vacuolar protein sorting 45 A (yeast) (VPS45 A), mRNA 


NM_080631 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 2, 
mRNA 


NM_014396 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 1, 
mRNA 


NM 018668 


Homo sapiens vacuolar protein sorting 33B (yeast) (VPS33B), mRNA 


NM 022916 


Homo sapiens vacuolar protein sorting 33A (rat homolog) (VPS33A), mRNA 


NM 003610 


Homo sapiens RAE1 RNA export 1 homolog (S. pombe) (RAE1), mRNA 


NM 014061 


Homo sapiens APR-1 protein (MAGEH1), mRNA 


NM 001927 


Homo sapiens desmin (DES), mRNA 


NM 080593 


Homo sapiens histone family member (H2B/S), mRNA 


NM 080596 


Homo sapiens histone family member (H2A/S), mRNA 


NM_001867 


Homo sapiens cytochrome c oxidase subunit VIIc (COX7C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001866 


Homo sapiens cytochrome c oxidase subunit Vllb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
(COX7A2L), nuclear gene encoding mitochondrial protein, mRNA 
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TvJA/T 001 
iNivi i ouj 


Unmn <3anien<? nvtnchrome c oxidase subunit Vila DolvDentide 2 (liver) 
(COX7A2), nuclear gene encoding mitochondrial protein, niRNA 


xrM on i 864 

IN 1VJL V U 1 O yJ'-f 


T-Tomo saniens cvtochrome c oxidase subunit Vila polypeptide 1 (muscle) 
(COX7A1), nuclear gene encoding mitochondrial protein, mRNA 


"MVf 006418 

1N1V1. WUU'tJO 


Homo saniens collectin sub-familv member 10 fC-type lectin/ fCOLECIO), 
mRNA 


"MM 0R0S44 


Unmn saniens collagen -like tail subunit (sinele strand of homolximer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VIII, mRNA 


"MM 080541 


TTomo saniens pollacren-lilce tail subunit ( single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VII, mRNA 


"NTA/T orosa? 

iNlvl UOuJH-Z, 


Unmn ca-nienQ rollaapn-HVp tail subunit f single strand of" homolrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VI, mRNA 


TxTjvr oros41 


Homo saniens coll aeen -like tail subunit (sinele strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


"NM 080540 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant IV, mRNA 


NM 080519 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant III, mRNA 


"NTlvr 080518 

IN lVJL__\y OWJJ O 


FTomo <5ampns collagen -like tail subunit fsinizle strand of homotrimer! of 
asymmetric acetylcholinesterase (COLQ), transcript variant II, mRNA 


lsjA/f 005677 
i.NlVL_UUJD / / 


tfnmn c^-nif^nc pnlla cren-likp tail subunit Tsinffle strand of homotrimer! of 
asvmmetric acetylcholinesterase TCOLO!. transcrint variant I, mRNA 


NM 08059? 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 2, 
mRNA 


NM_0 16085 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 1, 
mRNA 


NM 014318 


Homo sapiens apoptosis related protein (APR-2), mRNA 




T-Tnmn Qfmipnc: ralrinm modnlatino' liffand TCAA1LG! mRNA 


]S[M_004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 
and dihvrlroorotase fCATTl nuclear ffene encodine mitochondrial nrotein, 
mRNA 


TsTlVT 03949^ 

JL N 1VJ_ UJZi*t7J 


Homo saniens adantor-related nrotein comnlex 1. mu 1 subunit (AP1M1\ 
mRNA 


NM 001 1 ?8 

J.N1VJL \J\J x 1Z(0 


Homo saniens adantor-related nrotein comnlex 1 samma 1 subunit ( API Gl), 
mRNA 


NM 080545 

JL >-LVl \J {J\J +J T 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 2, mRNA 


NM 001917 

i.>(±VJ. UUJ7 1 / 


Homo saniens adantor-related nrotein comnlex 1. eamma 2 subunit TAP1G2), 
transcript variant 1, mRNA 


TsjA/T 08054Q 


Unmn c^-nipnQ r>rotpin tvrosinp "nho^nhatase non-recentor tvne 6 TPTPN6\ 
transcript variant 3, mRNA 


1STM 080548 


TTomo <5ar»ipns nrotein tvrosine nhosnhatase non-recentor tvne 6 fPTPN6\ 
transcript variant 2, mRNA 


NM 009811 

IN IVJL vv/. OJl 


T-Tnmn canipn? "nrotpin tvrosinp TihosTihatase non-recentor tvoe 6 rPTPN6 ) 
transcript variant 1, mRNA 


"MM 007810 

IN 1YJL \J 


Unmn «nr»ipn<? nrotein tvrosine nhosnhatase non-recentor tvoe 4 
(megakaryocyte) (PTPN4), mRNA 


NM_002829 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM 080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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transcript variant 2, rriRNA 


NM 002828 


Homo saniens nrotein tvrosine nhosnhatase non-recentor tvne 2 ('PTPN2^ 
transcript variant 1, mRNA 


NM 002827 


Homo saniens nrotein tvrosine nhosnhatase non-recentor tvne 1 fPTPNI^ 

X. X \J X 1 Iv OUUlvllu piVJlVlll IViUulllv UliWOL/XlCAlWOVj Hull 1 vuvk/tv/l Jr \ X. X X 1 X 1, 

mRNA 


NM 014241 


Homo saniens nrotein tvrosine nhosnhatase-like fnroline instead of* catalvtio 

XXUll Iv OdUlvilo Sr LVw'XXX LVI UOIIJ.V LyXXVJ O L/XXCX IU.OU XXXVV^ ^J-JX WXXXXw XXXO UV»/CIV_1 KJ X \j(X\.CXXy LIU 

arginine), member a (PTPLA), mRNA 


NM 001479 

X \XVX V/VV_J*T / 


TTnmn snnipns nrotein tvrosine nhosnhatase tvne TV A member 0 fPTP4A'?^ 

XXW111U OdJJlV^llO J_Jl\-JL^lli Lj/lXJolllV^ ^JllKJ OjJXXCL LUOw LJ? \J*~' V X*-} XXXV./XXXU' ^ ^X XX Tilij/ j 

transcript variant 1, mRNA 


NM 0R039? 

1 > 1VJL \J OUJ 7Z. 


TTrvmn QanipnQ nrn fpin tvrnsinp nhosnhatase tvnp TV A mpmher 0 fPTP4A9 1 

XXtJIllU oCX^JIV^lXo J.J1 V_JLt>lll tj'HJOlllfc JJiUJoJJllCl LOOw LjrJJU X V XI 5 ±XXV^AXll_/^A ^X XX TTlXyj 

transcript variant 3, mRNA 


NM 080391 


Homo saniens nrotein tvrosine nhosnhatase tvne TV A member 9 fPTP4-A2 i 
transcript variant 2, mRNA 


NM 080591 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS1), transcript variant 2, mRNA 


NM 000962 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS1), transcript variant 1, mRNA 


NM 004058 


Homo sapiens calcyphosine (CAPS), transcript variant 1, mRNA 


NM. 080590 


Homo sapiens calcyphosine (CAPS), transcript variant 2, mRNA 


NM 006380 


TTomo saniens amvloid beta nreonrsor nrotpin fevtonlasmio tail^ bindinp" nrotein 

.1. X. V / J .1. .1. V> OCA-L/Xv>XXO CXXXX V XV_»XVJ. \J wltX L/X UUUI OU1 WlULvlll 1 V V lUL/lUDllllv LCXX X / ClXXV-lXXXi— UlV/lVlil 

2 (APPBP2), mRNA. 


NM 003905 


Homo saniens amvloid heta nreenrsor nrotein binding nrotein 1 

XXVXllV OClLXXvXlO CXXXX V IV/IVX VJ w LLX- L/l b'VUlijWl L/l W Lvlll L'lXXx-XXXl CX Ul V/ lvlll 1, »-X ^ XVX__^ 

(APPBP1), mRNA 


NM 00S7S3 


T-fnmn QanipnQ ATP hindincr nrntpin a<?<50Piatpd witVi ppII Hifrprpntiatinn 

X-HJ1J.1L/ OCtlJlt^llO x i. X X LrlllUlllg JJlCLt^lll Clo OW^/ltX LV_<V_t W 1 Lll l/t/11 VJ-1 litl til Lid L1VJ11 

rAPACD") mRNA 


NM 080600 


Homo saniens mvelin associated {rlvconrotein riVTAG^ transcrint variant 2 

JL XV/XIlv/ LjtiL/lVXXO 111 Y vlXll UOOvwlUlvU. ^1 J V V/Ul v Lvlll y^lVAi. 1VJ J ^ Li Ulluvl 1UL V Ul lull t 

mRNA 


NM 002361 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 1, 
mRNA 


NM 005994 


Homo sapiens T-box 2 (TBX2), mRNA 


NM 080647 


Homo sapiens T-box 1 (TBX1), transcript variant C, mRNA 


NM 080646 


Homo sapiens T-box 1 (TBX1), transcript variant A, mRNA 


NM 080675 


Homo sapiens sperm associated antigen 4-like (SPAG4L), mRNA 


NM 080617 


Homo sapiens cerebellin precursor-like 1 (CBLNL1), mRNA 


NM 080611 


Homo sapiens dual specificity phosphatase-like 15 (DUSP15), mRNA 


NM 080610 


Homo saniens cvstatin 9-like fmouse^ fCST9LT) mRNA 

J- JU 4. X XV vJUUlvllu w V OlU-llll *J 111V.V \ lllvUOv J \ V^>* k_J JL ~S X—i J j 1111V1 ^1 J- JL 


NM 080602 


Homo saniens actin related nrotein 2/3 comnlex subunit 3B T21 IcD^ r>ARPC3B^ 
mRNA 


NG 000011 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 
inducible) (CYP2A.3@) on chromosome 19 


NM 016649 


Homo sapiens chromosome 20 open reading frame 6 (C20orf6), mRNA 


NM 080597 


Homo saniens oxvsterol binding nrotein-like 1A fOSBPLlA^i mRNA 


NM 080605 


Homo saniens TTDP-Gal'betaGlcNAc beta 1. 3 -ealactosvl transferase nolvnentide 

xxvyinv/ jr y*-f X. XJUliL/vlUVJlwlll A.W *— ' v-' 5 O ^ «/ Ullulvl Clow, UU1 Jr 1/vUUvlv 

6 (B3GALT6), mRNA 


NM 058169 


Homo sapiens loss of heterozygosity, 12, chromosomal region 1 (LOH12CR1), 
mRNA 


NM 058164 


Homo sapiens olfactomedin 2 (OLFM2), mRNA 


NM 052866 


Homo sapiens ADAMTS-like 1 (ADAMTSL1), mRNA 


NM 018030 


Homo sapiens oxysterol binding protein-like 1 A (OSBPL1 A), mRNA 


NM 033142 


Homo sapiens chorionic gonadotropin, beta polypeptide 7 (CGB7), mRNA 


NG 000013 


Homo sapiens genomic MHC class III complement gene cluster (MCGC@) on 
chromosome 6 
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NM 020967 


Homo sapiens nuclear receptor coactivator 5 (NCOA5), mRNA 


NM 033044 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 3, mRNA 


NM 033024 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 2 5 mRNA 


NG 000017 


Homo sapiens genomic protocadherin beta cluster (PCDHB@) on chromosome 5 


NM 015864 


Homo sapiens chromosome 6 open reading frame 32 (C6orf32) 5 mRNA 


NM 032188 


Homo sapiens histone acetyltransferase MYST1 (MYST1), mRNA 


NM 030776 


Homo sapiens chromosome 20 open reading frame 183 (C20orfl83), mRNA 


NM 024918 


Homo sapiens chromosome 20 open reading frame 172 (C20orfl72), mRNA 


NM 024812 


Homo sapiens brain and acute leukemia, cytoplasmic (BAALC), mRNA 


NM 024777 


Homo sapiens chromosome 20 open reading frame 124 (C20orfl24), mRNA 


NM 024758 


Homo sapiens agmatinase (FLJ23384), mRNA 


NM 024641 


Homo sapiens mandaselin (FLJ12838), mRNA 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21) 5 mRNA 


NM 024301 


Homo sapiens fukutin-related protein (FKRP), mRNA 


NM 005763 


Homo sapiens aminoadipate-semialdehyde synthase (AASS), mRNA 


NM 023935 


Homo sapiens chromosome 20 open reading frame 116 (C20orfl 16), mRNA 


NM 021993 


Homo sapiens FUS interacting protein (serine-arginine rich) 2 (FUSIP2), mRNA 


NM_014555 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
5 (TRPM5), mRNA 


NM 000537 


Homo sapiens renin (REN), mRNA 


NM 016652 


Homo sapiens Crn, crooked neck-like 1 (Drosophila) (CRNKL1), mRNA 


NM 021245 


Homo sapiens myozenin 1 (MYOZ1), mRNA 


NM 001967 

_L ^l_LVJL \J\J X S W / 


Homo sapiens eukaryotic translation initiation factor 4A 5 isoform 2 (EIF4A2), 
mRNA 


NM 018649 


Homo saniens H2A histone family member Y2 (H2AFY2), mRNA 


NM 01 5148 


Homo sapiens PAS domain containing serine/threonine kinase (PASK), mRNA 


NM_0 17902 


Homo sapiens hypoxia-inducible factor 1, alpha subunit inhibitor (HIF1AN), 
mRNA 


NM 018285 


Homo sapiens chromosome 15 open reading frame 12 (C15orfl2), nuclear gene 
encodins mitochondrial protein, mRNA 


NM 018267 


Homo sapiens H2A histone family, member J (H2AFJ), mRNA 


NM_017555 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 
mRNA 


NM 016143 


Homo sapiens likely ortholog of rat p47 (p47), mRNA 


NM 015993 


Homo sapiens plasmolipin (PMLP), mRNA 


NM 014938 


Homo sapiens Mix interactor (MONDOA), mRNA 


NM_0 14948 


Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 
interacting protein 5 (UBCE7IP5), mRNA 


NM_014016 


Homo sapiens SAC1 suppressor of actin mutations 1-like (yeast) (SACM1L), 
mRNA 


NM 015156 


Homo sapiens REST corepressor (RCOR), mRNA 


NM 013337 


Homo sapiens translocase of inner mitochondrial membrane 22 homolog (yeast) 
(TIMM22), mRNA 


NM 013233 


Homo sapiens serine threonine kinase 39 (STE20/SPS1 homolog, yeast) 
(STK39), mRNA 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (API5), mRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (EDBXIP), mRNA 


NM_006351 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
(TIMM44), mRNA 


NM 006327 


Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 
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(TIMM23), rriRNA 


NM 


006335 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog A 
(yeast) (T1MM 1 7A), niRNA 


NM 


006420 


Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 
(brefeldin A-inhibited) (ARFGEF2), mRNA 


NM 


005992 


Homo sapiens T-box 1 (TBX1), transcript variant B, mRNA 


NM_ 


_005834 


Homo sapiens translocase of inner mitochondrial membrane 1 7 homolog B 
(yeast) (T1MM 1 7B), mRNA 


NM„ 


_000385 


Homo saniens aauanorin 1 fchannel-formine inteerral nrotein 28kDl (AOPl^ 
mRNA 


NM 


002891 

\j x—i kj *s x 


Homo sapiens Ras protein-specific guanine nucleotide-releasing factor 1 
(RASGRF1), mRNA 


NM 


000963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA 


NM_ 


002792 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 7 
(PSMA7), mRNA 


NM 


002335 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5), mRNA 


NM 


001402 


Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEF1A1), 
mRNA 


NM 


080677 


Homo sapiens dynein light chain 2 (Dlc2), mRNA 


NM_ 


080672 


Homo sapiens Q9H4T4 like (H17739), mRNA 


NM_ 


_080671 


Homo sapiens potassium voltage-gated channel, Isk-related subfamily, gene 4 
(KCNE4), mRNA 


NM 


080670 


Homo sapiens similar to RIKEN cDNA 2610030J16 gene (MGC2541), mRNA 


NM_ 


_080669 


Homo sapiens similar to RIKEN cDNA 1 1 10002C08 gene (MGC9564), mRNA 


NM 


080667 


Homo sapiens similar to RIKEN cDNA 4931428D14 gene (MGC 15407), mRNA 


NM_ 


080665 


Homo sapiens similar to RIKEN cDNA B2301 18G17 gene (MGC19604), 
mRNA 


NM 


080664 


Homo sapiens similar to RIKEN cDNA 4930578F06 gene (MGC9912), mRNA 


NM 


080662 


Homo sapiens similar to RIKEN cDNA 1810022F11 gene (MGC4281), mRNA 


NM 


080660 


Homo sapiens similar to RIKEN cDNA 1200014N16 gene (MGC 14289), mRNA 


NM 


080659 


Homo sapiens similar to RIKEN cDNA 2310030G06 gene (MGC 1483 9), mRNA 


NM 


080657 


Homo sapiens vipirin (cig5), mRNA 


NM 


_080655 


Homo sapiens similar to RIKEN cDNA 5730528L13 gene (MGC17337), mRNA 


NM 


080654 


Homo sapiens NY-REN-41 antigen (NY-REN-41), mRNA 


NM_ 


_080653 


Homo sapiens similar to RIKEN cDNA 4930500C14 gene (MGC9341), mRNA 


NM 


080652 


Homo sapiens similar to RIKEN cDNA 5730578N08 gene (MGC 15397), mRNA 


NM 


004296 


Homo sapiens regulator of G-protein signalling 6 (RGS6), mRNA 


NM_ 


JU4234 


Homo sapiens FabG (beta-ketoacyl-[acyl-carrier-protein] reductase, E coli) like 
(E. coli) (FABGL), mRNA 

— i £ i 12. . 


NM 


024775 


Homo sapiens gemin 6 (GEMIN6), mRNA 


NM 


080626 


Homo sapiens BRI3 binding protein (BRI3BP), mRNA 

1 3—i i 12. 


NM 


080625 


Homo sapiens chromosome 20 open reading frame 160 (C20orfl60), mRNA 


NM 


080616 


Homo sapiens chromosome 20 open reading frame 112 (C20orfl 12), mRNA 


NM 


080612 


Homo sapiens DOS/Gab family member 3 (GAB3), mRNA 


NM 


080607 


Homo sapiens chromosome 20 open reading frame 102 (C20orfl02), mRNA 


NM 


080603 


Homo sapiens chromosome 20 open reading frame 162 (C20orfl62), mRNA 


NM 


032019 


Homo sapiens histone deacetylase 10 (HDAC10), mRNA 


NM 


030815 


Homo sapiens chromosome 20 open reading frame 126 (C20orfl26), mRNA 


NM 


020841 


Homo sapiens oxysterol binding protein-like 8 (OSBPL8), mRNA 


NM 


020764 


Homo sapiens cask-interacting protein 1 (CASKIN1), mRNA 


NM 


016436 


Homo sapiens chromosome 20 open reading frame 104 (C20orfl04), mRNA 
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NM 022104 


Homo sapiens chromosome 20 open reading frame 67 (C20orf67), mRNA 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 015511 


Homo sapiens chromosome 20 open reading frame 4 (C20orf4), mRNA 


NM 002116 


Homo sapiens major histocompatibility complex, class I, A (HLA-A) ? mRNA 


NM 023017 


Homo sapiens phosphoinositide 3 -kinase enhancer (PIKE), mRNA 


NM 0?0Q^^ 

X > 1YX \J£*\JZ/~J~J 


TTomn sarviens 7inc finder nrotein 317 f7NP317^ rnRNA 

liuiliu oak'iwio Zjiiiv^ xiii.gjV^i ijx\j\,\~>xix ~j x 1 \£-tx\x. ~j x. i xxxx.^~x x 


NM_005037 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 
mRNA 


NM 018206 

X >( IVX \J JL OZiUU 


Homo ^aniens vacuolar nrotein sorting 35 fveast^ fVPS35^ mRNA 


NM 01400^ 

XNJLVX \J l^UUJ 


Homo saniens DFAD/H (Asn-Glu-Ala-Asn/His^ box Dolvnentide 38 (DDX38^ 
mRNA 


NM 00644S 


TTomo saniens PRPR nre-mRNA nrocessinff factor 8 homoloff (veast^ (PRPF8^ 
mRNA 


NM 001675 


TTomo ^anien^ nre-mRT^JA nrocessinff factor 1 8 fPRPl mRNA 


NM_006214 


Homo sapiens phytanoyl-CoA hydroxylase (Refsum disease) (PHYH), mRNA 


"MM 004174 


TTnmn qai^iptiq fvtnflirnmp c n"X"iHn«?p QiiTvnrrit VTr, (C^C)^CfiC^i nurlpfn* jrpnp 

XXUlllw oClJJICllo jr l\J\sxxl. %Jxxl\s \s O LI U UXXL L V Iv yv^vy/VUV^; 5 J 1 LI V, LV^CIJ gLllL 

encoding mitochondrial protein, mRNA 


MM 001 Rfil 


Pfnmr» ccinipnc r^Hv^r^TiTWinf^ r* ovi H qcp cnV^nnit \/Th f'f^f^'Vf^R i m l r* 1 crf^Tif 

XXU11HJ £>d]JlC/llo y IXJ^lll U111G VJA.lU.CloC/ oUUUilil V 1U ^V/Vy^VUU J 7 llU-VvlVvCU gVvll\^ 

encoding mitochondrial protein, mRNA 


isnvr oo5?05 

JL>1VX \J\J *J U 


TTomo daniptiQ pvfoplrromp p oiHfia^p cniTnmit ^/Ta nolvnpntidp, 0 f ClO'Xo' 
nuclear j?ene encoding mitochondrial nrotein mRNA 


NM_004373 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 1 (COX6A1), 
nuclear tiene encoding mitochondrial nrotein mRNA 


NM 032609 


Homo saniens cvtochrome c oxidase subunit IV isoform 2 TCOX4I2^ nuclear 
gene encoding mitochondrial protein, mRNA 


NM 012489 

JL. ^ XV X. \J ~J -£**T o 


TTomo saniens aerosin binding nrotein ( AC!RT^P^ mRNA 


NM 080476 


Homo sapiens CDC91 cell division cycle 91-like 1 (S. cerevisiae) (CDC91L1), 
mRNA 


"MM 0R0471 


TTomo cflnipriQ Cr AT 1 A ViitiHiti cr m*n fpin S rrrATA^^ mRTsTA 

XJ.VJ111VJ odjJlt'iio vJj^v x xv L/inviiiig jJivjLt/iii ^ v^vj^Ti. x rvj y , iiixvi^-rx 


NM_002121 


Homo sapiens major histocompatibility complex, class II, DP beta 1 (HLA- 

J-SJL X-> X J j 1 1 XL Vi N XT^. 


NM_078470 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX15), nuclear gene encoding mitochondrial protein, transcript variant 1, 
mRNA 

11JLXVX ^-ti. 


NM 004375 


TTomn sanipris (^O^l 1 liomolocr pvtopTiromp n oxidase asspmblv nrofpin Tvpast^ 

XXvJllXVJ OClLJlVvllO v/VAl X HVJlllVJlVJ^, v V 1/VJvJ.JJ. Ulllv v> UA.luaOw CXJ\J\sXXXLJXy LJX \J L.V/XJLX V/CIOL^ 

TOOXl 1^ nuclear gene encoding mitochondrial nrotein mRNA 


NM 001303 


Homo saniens CXTX10 homolo*? cvtochrome c oxidase as semblv nrotein heme 
A/farnesyltransf erase (yeast) (COX 10), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 054028 


Homo sapiens acyl-malonyl condensing enzyme (AM AC), mRNA 


NM 032485 


Homo sapiens chromosome 20 open reading frame 154 (C20orfl54), mRNA 


NM 033342 


Homo sapiens tripartite motif-containing 7 (TRIM7), mRNA 


NM 033421 


Homo sapiens chromosome 20 open reading frame 161 (C20orfl61), mRNA 


NM 033197 


Homo sapiens chromosome 20 open reading frame 1 14 (C20orfl 14), mRNA 


NM 020866 


Homo sapiens kelch-like 1 (Drosophila) (KLHL1), mRNA 


NM 032883 

X y XvX. \J (J (J ~J 


Homo sapiens chromosome 20 open reading frame 100 (C20orfl00), mRNA 


NM 032523 


Homo sapiens oxysterol binding protein-like 6 (OSBPL6), mRNA 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NMJJ31473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 


Homo sapiens MAGE-E1 protein (MAGE-E1), mRNA 
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NM 025128 


Homo sapiens MUS81 endonuclease (MUS81), mRNA 


NM 024958 


Homo sapiens chromosome 20 open reading frame 98 (C20orf98), mRNA 

* y v , — — , * * — . 


NM 024663 


Homo sapiens aminopeptidase-like 1 (NPEPL1), mRNA 


NM 024586 


Homo sapiens oxysterol binding protein-like 9 (OSBPL9), mRNA 


NM 024120 


Homo sapiens chromosome 20 open reading frame 7 (C20orf7), mRNA 


NM 022776 


Homo sapiens oxysterol binding protein-like 1 1 (OSBPL1 1), mRNA 


NM 022109 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 022088 


Homo sapiens zinc finger protein 338 (ZNF338), mRNA 


NM 021158 


Homo sapiens chromosome 20 open readme frame 97 (C20orf97), mRNA 

r i_ 2 1 11 


NM 021232 


Homo sapiens proline dehydrogenase (oxidase) 2 (PRODH2), mRNA 


NM 021220 


Homo sapiens zinc finger protein 339 (ZNF339), mRNA 


NM_021039 


Homo sapiens SI 00 calcium binding protein A14 (calgizzarin) (S100A14), 
mRNA 


NM 020659 


Homo sapiens tweety homolog 1 (Drosophila) (TTYH1), mRNA 


NM_0 18972 


Homo sapiens ganglioside-induced differentiation-associated protein 1 
(GDAP1), mRNA 


NM_0 17921 


Homo sapiens hypothetical protein FLJ20657 (NPL4), mRNA 


NM 017784 


Homo sapiens oxysterol binding protein-like 10 (OSBPL10), mRNA 


NM 017731 


Homo sapiens oxysterol binding protein-like 7 (OSBPL7), mRNA 


NM_0 18209 


Homo sapiens ADP-ribosylation factor 1 GTPase activating protein 
(ARE 1 GAP) , mRNA 


NM 018102 


Homo sapiens zinc finger protein 334 (ZNF334), mRNA 


NM 015891 


Homo sapiens pre -mRNA splicing factor 17 (PRP17), mRNA 

4_ £- £_ e i £-2. 


NM 016599 


Homo sapiens myozenin 2 (MYOZ2), mRNA 


NM 014962 


Homo sapiens BTB (POZ) domain containing 3 (BTBD3), mRNA 


NM 014835 


Homo sapiens oxysterol binding protein-like 2 (OSBPL2), mRNA 


NM_0 14723 


Homo sapiens syntaphilin (SNPH), mRNA 


NM 014183 


Homo sapiens dynein light chain 2 A (DNLC2A), mRNA 


NM_0 14055 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-l),mRNA 


NM 014477 


Homo sapiens chromosome 20 open reading frame 10 (C20orfl0), mRNA 


NM 012261 


Homo sapiens chromosome 20 open reading frame 103 (C20orfl03), mRNA 


NM 013369 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 -like (DNMT3L), mRNA 


NM 012469 


Homo sapiens chromosome 20 open reading frame 14 (C20orfl4), mRNA 


NM 012291 


Homo sapiens extra spindle poles like 1 (S. cerevisiae) (ESPL1), mRNA 


NM 007002 


Homo sapiens adhesion regulating molecule 1 (ADRM1), mRNA 


NM_006809 


Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34), 
mRNA 


NM 006813 


Homo sapiens proline rich 2 (PROL2), mRNA 


NM_002509 


Homo sapiens NK2 transcription factor homolog B (Drosophila) (NKX2B), 
mRNA 


NMJ380474 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 1 2 (SERPINB 1 2), mRNA 


NM 006009 


Homo sapiens tubulin, alpha 3 (TUBA3), mRNA 


NM_003463 


Homo sapiens protein tyrosine phosphatase type IV A, member 1 (PTP4A1), 
mRNA 


NM 019888 


Homo sapiens melanocortin 3 receptor (MC3R), mRNA 


NM 001846 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mRNA 


NM_079422 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant 3f, mRNA 


NM_079420 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant If, mRNA 
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NM 000795 


Homo saniens donamine recentor T)2 fDRD2 1 Iranscrint variant 1 mRTSFA 

■ L - L vlllv> OU|/AvllO VJ-W J^/LXXXXXXXV i VVV^/Lvl J-/i< ^J_/XVLy^< yj Li LUlu VI 1|J L V CXI 1CX1X l> i j XX XXVX ^1 XX 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2) 5 transcript variant 2 5 mRNA 


NM 079837 


Homo saniens BTCtI associated nuclear nrotein fR ANP i tran sprint variant / 
mRNA 


NM 017869 

J- l 1YX V/ JL / \-j\J -/ 


Homo sanipns T^TCt^ assnpiatpH nnpl par nrntpin fTlATsTPi tr^n cprmt variant 1 

xxuiiiu OdJL^xvllo U I \J J aooUvlftlvU llUvlvCU jJlvJvvXll ^JJiXl N JL 1, LlClllovllLJv Vcxiicllll 1 5 

mRNA 


NM 079425 


TTnmn sanipn<? mvnQin licVit no1\mp"ntirlp ^ alkali cmnntli TrrnQolf 1 £mrl nnn _ 

XXvJlllVJ ocOLJlCxlo liljf Udlil, llglll pvJiyjJCJJllvJ.t U, dlxVdll ? DlllvJUlll iiiUoL/iC dllU UvUl- 

muscle (MYL6), transcript variant 3, mRNA 


NM 079424 


TTnmn <?anipn^i mvnQin 1io"ht nnlvnpntidp f\ q 1 Xrc\ 1 i cmnntli rnncflp onH n r\rt _ 

XXvxllv' OCipivVllo illJ'Wolll, IXgJLxU JJvJljf JJC/jpLlvXC' VJ, cXIJVClll, olllvJVJ 111 lllU.OvJ.vi/ dllvX UUll"" 

muscle nVTYT ,6^ transcrint variant 4 mTCTsT A 

xxxw-kjvxv y±YJL jl j — / w j , ucuiovi j.l/i> v ixx xcxxxi i , iiul vi >x x. 


NM 079423 


Homo saniens mvosin lipbt nolvnpntidp 6 alkali ^mnnth mn«5p1p ann 1 nnn- 

XXV111V I3UJL/XVXXO XXXV V/OXXX, XXE^XXl VJ V_/X y LJ vU IXVXV V>, C1XX\.CXXX, OlllUULll liiUOviv U..LJ.VJ- llUU 

muscle (MYL6), transcript variant 2, mRNA 


NM 021019 


Homo saniens mvosin lieht nolvnentide 6 alkali smooth muscle and non- 
muscle (MYL6), transcript variant 1, mRNA 


NM 004509 


Homo sapiens SP 110 nuclear body protein (SP 1 1 0), transcript variant a, mRNA 


NM 080424 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant c, mRNA 


NM 004510 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant b, mRNA 


NM 004574 


Homo saniens neanut-like 2 fDrosonhila^ (PNTUTL2 1 transcrint variant 1 mRNA 


NM 080417 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 4, mRNA 


NM 080416 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 3, mRNA 


NM 080415 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2, mRNA 


NM 002117 


Homo sapiens major histocompatibility complex, class I, C (HLA-C), mRNA 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


NC 001807 


Homo saniens mitochondrion comnlete crennmp 

1±V1UV OUL/JLV1JLO XXXX l/W VilVllUl XVXX, WlllL/lVlW gVllvllJLV 


NM 080489 


Homo saniens svndecan bindino* nrntpin Tsvntpnin^ 9 ( SlT > )r T RP9^ mPT^JA 


NM 001997 


Homo saniens Finkpl-Biskis-Rpillv mnrine <?arpnma vini<2 rPT^T? -lVTi 1 

AJ-V/XXXVJ k3CXJ-/XVXXO X XXXXVVX XJlOJVIO XVV111J XlXUULxllVw OCll v VJ1X1CI VllUo 11 JJ lv 1V1 VX LJ V / 

ubiquitously expressed (fox derived); ribosomal protein S30 (FAU), mRNA 


NM 057179 


Homo saniens likelv ortholoc ofmonsp and rat twi<st-rpl a tpd HTTT TT nrntpin 

J.J.V1UV ou.uivij.0 xxxwxy vi uiviug vx. jixivuuv cxxxvj. x ex l l v v iol i viciivu. t / 1 ii i\ \ yJl. \~) LwXXX 

Dermo-1 (DERMOl), mRNA 


NM 001008 


Homo saniens ribosomal nrotein S4 Y-linked TRPS4Yi mRTSTA 

-*.-*.v-«.AA\-r iju.|^ivj.j.lj xxvwovyxxxux pivkviix u r, x. x xx xxw v_x yxvx U^T X J 3 iiixvx iix 


NM 001007 


Homo sapiens ribosomal protein S4, X-linked (RPS4X), mRNA 


NM 00519^ 

X llYX \J\J *J X S 


Homo saniens nvclin-rlpnpndpnt kina<?p inhibitnr ^ {C^i~YfCy~AQ<zr%riAtF>d rlncil 

x xv_'xxxw oapivxio v _y v xxxx vxvujv^ixvxv»/iit Ivlixcio v^ imiiu/iLVil J ^v^x^XN^^ doovj vlclLvvX LI Li 1 1 1 

specificity phosphatase) (CDKN3), mRNA 


NM 079421 


Homo sanipns Pvp,lin-Hpnpndpnt VinaQp inhihitnr OT} (rs]Q inhiKitc ^TiTTAi 

xxviiiu oapiviio v^y villi vXv L> vlivxv_.ll l ivllldo V llllllLULVJl ill/ I U17 3 lllillLULo v/ivIVT" 1 

(CDKN2D), transcript variant 2, mRNA 


NM 001800 

1 > XYX \J\J 1 UvU 


-ixvlllvJ ocipivH& V^y vvllll-vxCpCUU-CllL ISxlldbC UllliUlLvJl jLxJ ^piZ? ? llilUUlLb ^>J_'JV*+ 1 

(CDKN2D), transcript variant 1 , mRNA 


NM 078626 


TTnmn sanipns pvr 1 in -rlp'npnHp'nt Vinjicf* inniKit/xr OC^ /'nl 8 inTiiT^itc r^FiT^zl^ 
J-J-^aaivj oapicilo v^y vllil-vxCJJCUvxClli ivilldoC llllllUlLvLli Z/V^ ^pio, lliniDlLo v^J-yxV^T^ 

(CDKN2C), transcript variant 2, mRNA 


NM 001262 


Homn sanipns pvplin-Hpripridprit IrinnQp inniKitor /Vi1 S i-nVii'T\itc f^TiTTA^ 

xxvjxxxvx oaxjivllo v^villi vxv |J viivxvil L iSXlld&v 111111U11AJ1 \s \ LllO, UllllUlLo v_.J_yPv t + J 

( CDKN2C i transcrint variant 1 mRNA 


NM 078487 


Homo saniens cvclin-denendent kinase inhibitnr 2B Tnl 5 inhibits 01^1^4 1 

-"--*-v4.xav^ uu^/iviiij vj Villi UV|/V11V1V111 JM11UOV XXXXXXL/XLvX f 1 ' 1 L/ X , XXXXXXvXtO V^X^XX-T^ 1 

(CDKN2B), transcript variant 2, mRNA 


NM_004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
(CDKN2B, transcrint variant 1 mRNA 

v^^— x-<j— '/j n wiiijviipt v uj.iu.iii. i j iiiiv i i n 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 


NM 052945 


Homo sapiens BAFF receptor (BAFFR), mRNA 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 1, mRNA 


NM_0 14281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 2, mRNA 
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NM_004740 


Homo sapiens TGFB1 -induced anti-apoptotic factor 1 (TIAF1), transcript variant 
2, mRNA 


NM_078471 


Homo sapiens TGFB1 -induced anti-apoptotic factor 1 (TIAF1), transcript variant 
1, mRNA 


NM 001852 


Homo sapiens collagen, type IX, alpha 2 (COL9A2), mRNA 


NM 078485 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 2, mRNA 


NM 001851 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 1, mRNA 


NM_054026 


Homo sapiens CCR4-NOT transcription complex, submit 7 (CNOT7), transcript 
variant 2, mRNA 


NM_013354 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 1, mRNA 


NM_004064 


Homo sapiens cyclin-dependent kinase inhibitor IB (p27, Kipl) (CDKN1B), 
mRNA 


NM_000389 


Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cipl) (CDKN1A), 
transcript variant 1, mRNA 


NM_078467 


Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cipl) (CDKN1 A), 
transcript variant 2, mRNA 


NM_003936 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 2 (p39) (CDK5R2), 
mRNA 


NM 004642 


Homo sapiens CDK2-associated protein 1 (CDK2AP1), mRNA 


NM 078481 


Homo sapiens CD97 antigen (CD97), transcript variant 1, mRNA 


NM 001784 


Homo sapiens CD97 antigen (CD97), transcript variant 2, mRNA 


NM_080432 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 2, 
mRNA 


NM_020857 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 1, 
mRNA 


NM_080414 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 2, 
mRNA 


NM_080413 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 3, 
mRNA 


NM_022575 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 1, 
mRNA 


NM_021729 


Homo sapiens vacuolar protein sorting 1 1 (yeast) (VPS1 1), mRNA 


NM_005806 


Homo sapiens oligodendrocyte lineage transcription factor 2 (OLIG2), mRNA 


NM 012106 


Homo sapiens binder of Arl Two (BART1), mRNA 


NM_006095 


Homo sapiens ATPase, aminophospholipid transporter (APLT), Class I, type 8A, 
member 1 (ATP8A1), mRNA j 


NM 058241 


Homo sapiens cyclin T2 (CCNT2), transcript variant b, mRNA 


NM 001241 


Homo sapiens cyclin T2 (CCNT2), transcript variant a, mRNA 


NM 001240 


Homo sapiens cyclin Tl (CCNT1), mRNA 


NM_000474 


Homo sapiens twist homolog (acrocephalosyndactyly 3; Saethre-Chotzen 
syndrome) (Drosophila) (TWIST), mRNA 


NM_080475 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 1 1 (SERPINB 1 1), mRNA 


NM 021209 


Homo sapiens caspase recruitment domain protein 12 (CARD 12), mRNA 


NM 014550 


Homo sapiens caspase recruitment domain protein 10 (CARD 10), mRNA 


NM 012287 


Homo sapiens centaurin, beta 2 (CENTB2), mRNA 


NM_007049 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 1, mRNA 


NM_078476 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 2, mRNA 


NM 004444 


Homo sapiens EphB4 (EPHB4), mRNA 
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NM 004443 


Homo sapiens EphB3 (EPHB3), mRNA 


NM 004442 


Homo sapiens EphB2 (EPHB2), transcript variant 1, mRNA 


NM 017449 


Homo sapiens EphB2 (EPHB2), transcript variant 2, mRNA 


NM 004535 


Homo sapiens myelin transcription factor 1 (MYT1), mRNA 


NM_006800 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 3, mRNA 


NM_078630 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 2, mRNA 


NM_078629 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 1, mRNA 


NM_078628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 4, mRNA 


NM 080431 


Homo sapiens actin related protein M2 (ARPM2), mRNA 


NM 080430 


Homo sapiens selenoprotein SelM (SELM), mRNA 


NM 052944 


Homo sapiens putative sodium-coupled cotransporter RKST1 (RKST1), mRNA 


NM_024831 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA6IP), 
mRNA 


NM_032803 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 3 (SLC7A3), mRNA 


NM 080385 


Homo sapiens carboxypeptidase A5 (CPA5), mRNA 


NM_0 16476 


Homo sapiens APC11 anaphase promoting complex subunit 11 homolog (yeast) 
(ANAPC1 1), mRNA 


NM 080389 


Homo sapiens defensin, beta 4 (DEFB4), mRNA 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 


NM 006928 


Homo sapiens silver homolog (mouse) (SILV), mRNA 


NM 080390 


Homo sapiens my 04 8 protein (my048), mRNA 


NM 080388 


Homo sapiens hypothetical protein MGC17528 (MGC17528), mRNA 


NM_080387 


Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 


NM_080284 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 6 
(ABCA6), mRNA 


NM_080283 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 9 
(ABCA9), mRNA 


NM_080282 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 10 
(ABCA10), mRNA 


NM_006549 


Homo sapiens calcium/calmodulin-dependent protein kinase kinase 2, beta 
(CAMKK2), mRNA 


NM 007200 


Homo sapiens A kinase (PRKA) anchor protein 13 (AKAP13), mRNA 


NM_002476 


Homo sapiens myosin, light polypeptide 4, alkali; atrial, embryonic (MYL4), 
mRNA 


NM 001853 


Homo sapiens collagen, type IX, alpha 3 (COL9A3), mRNA 


NM 006001 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 1, mRNA 


NM 079836 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 2, mRNA 


NM 006000 


Homo sapiens tubulin, alpha 1 (testis specific) (TUBA1), mRNA 


NM_004376 


Homo sapiens COX15 homolog, cvtochrome c oxidase assembl v Tvrnfein fveaqfi 
(COX 15), nuclear gene encoding mitochondrial protein, transcript variant 2 
mRNA 


NM_024407 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM 078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA 


NM_078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NM 004665 


Homo sapiens vanin 2 (VNN2), transcript variant 1, mRNA 
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NM 01 


xxoixlu t)d.piciib vdouoidr protein sorting iacior *-tx\ \ vamaj, iixkj.n/v 




jjujiiiu acipiciia oujlulc odxiicr idimiy o ^bOUiuiii-oaiLaiUxi CAOiidngerj, iTiclTlDCr o 
fSU^CRA^ tran<?crint variant h rrfRNA 

^uXjV/OiXJ y ? IX ullovi 1 L V (XL id 11 1 U, 111XV1 > JT\- 


NM 033262 


TTorno satiipn^ ^olntp parHpr familv R i^oHiiirn-palpiiirn PYpliancrpr^ mpmlipr ^ 

iiwiiiu oa.Lyit'ixia ov-jilxlv^ vaiiit/i xaxiiiij' o youui mil clival mil t/A.^iicui^C'l J, lllClllUCl J 

fSLC8A3^ transcritot variant a mRNA 


NM 004869 


Homo saniens sunrjressor of K-f- transoort defect 1 fSKDl^ mRNA 


NM 078474 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 1, mRNA 


NM 025141 


Homo saniens TVRP-HIcp nrotpin 9 (T^J tran<?r.ri"nt variant 9 mRNA 

X1U111U L3Ctj^X^/lXO X^»X^X llJVv L/lUlUlll ^XJXvl / ) ClXlO vl 1J_I L Vul IdllL IIXCnXixA. 


NM 078473 

X t(XVX \J I \J"~X 1 ~J 


Homo ^anipnc; nrotpin 1 fRT trancnrint vnnant 1 mT?NA 

1XU111U OclL^X^llo XJXJX lllvV^ jjUJLt/lXl X ^XJX-^X X J} Lla.lloL.lipL VdlJlClllL 1 5 lllXVl 


NM 031940 


H^onio ^flnifTm T-^T^R-liVp nrntpin 1 fT-^T T*1^ trait Qrvivit vafijint 0 mT?7\TA 

XX^JlllVJ OCipiVllO i-JXJX llxVC jJUJLC'lll X ^XJXjX JL J 9 LL O-ll&L/I ipt VCtlldilL Z., IIlXVX N.TX 


NM 020749 


Homo cjanipn'? AT9 rpppntor-intpraptino - nrotpin 1 ( A' 1 1 P 1 ^ mT?NA 

X IVJillW oapi\^llO jCx. X J-t X\j\j\s}J\\J\. Ill LCI CWj LlllL^, piult/111 X X 1 1 x J ? 111XV1 


NM 018672 

X > XVX V/ X Kj \J / jLi 


TTnmn ^janipn^ A TP-T^inrlin cr naQQpttp QiiH-familv A ( AT^r^l^ "m^mT^^r ^ 

CABCA5') mRNA 


NM 020177 


Homo saniens feminization 1 nomol no - a rFT-^lvfl A^i mPNA 


NM 002088 


Homo saniens fflutamate receritor ionotronic lcainate 5 rOPTTC^^ nYRNA 


NM 006835 


Homo sapiens cyclin I (CCNI), mRNA 


NM 001239 


Homo ^anipn^ pvclin T-T rr^r^NHi mRNA 

XXV^lllVJ OclLJlWllO wjr Willi XX I^V-/V^X>XXy ? 11 1XVX > /X 


NM 014286 


TTomn ^anipn*? frpniipnin nnmfilncr rT^rnQonnila^i n-i 1 T?T-i l O > i mT?NTA 

XX^JXlxW OCLLJXV^llO 11 LXV^lllll liV^lllUlUg I^X-/1 \Jt^\J^JllLLCLJ ^X XVJL-fV^^j HlXVlN XV 


NM 006650 


Homo sapiens complexin 2 (CPLX2), mRNA 


xNxvx UUUUJ 1 


nomo bapiens oompiexm i ^ur la i j ? iixxviN/\ 


NM_006463 


Homo sapiens associated molecule with the SH3 domain of ST AM (AMSH), 

mRNA 


NM 001850 


Homo sapiens collagen, type VIII, alpha 1 (COL8A1), mRNA 


nm onooQA 

in ivi__u \j\j\jy L + 


nomo sapiens conagen, type v n, aipna i ^epiaermoiysis Diniosa, aystropnic, 
dominant and recessive) (COL7A1), mRNA 


NM 000077 


x-njiiiu t>ctpj.cxit> uyL/1111-u.cpeiiu.ciiL Jvmtibe mmuiLor z-/\ ^melanoma, pio, mniDits 
CDK4) (CDKN2A), transcript variant 1 , mRNA 


NM 0SK1Q7 


xxuiiio oapienb cyL/iin-u.epenu.enL Kinase mniDii-or z/\ ^melanoma, pio, mniDirs 
CDK4) (CDKN2A), transcript variant 3, mRNA 


NM 


nomo sapiens cycim-aepenaeni Kinase mniuiior za ^melanoma, pio, mniDits 

^JL/xVty ^L/Jvl>IZ/\.^ 5 LIcHlbL-lipu ValiaXlL IIlXvlNuri. 


NM 0581 

XN1VX W O 1 .J 


xj-uiiiu cjcipiciics uy^iiii-u-cpciicieiiL Kiiia&e lriiiioiLor z./\. ^melanoma, pio, mniDiis 
CDK4) (CDKN2A), transcript variant 4, mRNA 


NM 014800 

X^llVX ulTOVU 


Pfnmn Qanipnc ^ncrnlfVriRTit qtiH r*f^1 1 mntili'hr 1 (nt^A—^O \yr\-rr\r^\r\cr plprron^ 

11U111U ocXLylwllo wllg LXlXllldlL cTllVX VvC-11 llUJLlllLy 1 ^L/CVJ. - 1Z, llUlllUlUg, V^. ClC^ailo ) 

fELMOD mRNA 


NM 079834 


Homo sariiens seorptorv carripr mpmhranp r\rr%tf*in A (QC* A lVTT*-*^ mRNA 

IVllO OvL-i \s WJL y V/CllXlV/l IIXV-'XIIU/X CtlX 1 ^ pi w LL^ 111 *"T V/iiXVll " 1 1 11 vl N XX. 


NM 019110 

X l xyx u i y 1 XV 


Homo ^aniencj rivnntliptiral nrntpin P1 n^7^p^ 1 P < 37 / 3r* , / !: ^ TnT?NA 

±±\J±i.i\J LjcxL^xvvllo ny Lilt LI Vvdl pUJLdll X X pj / Jl/U ^1 IJT J / JV^U ^ IllJLVxN-rA. 


NM 022086 

x > xvx vy z^-w vy u vj 


T-T n mo ^anipn^i pncriilfrnpnt anH ppII mritiliiH/ 0 ( r'prl _ 1 ^7 Viomr^l r\ rr plpffonc^ 

XXvilllW ocLLJlUllO v^llgLXlllllCllL dilU. UC11 lilLILlllLy Z» l^VvCU. - 1 Z, llUlllUlU^, . ClCgailo^ 

(ELM02), mRNA 


NM 0S81S^ 

X XVX \J *J O 1 O 


Homo <?ar»ipn<3 SOlSJ HXTA KinrJirtrr -nmt^i-n ( QOTvTl mT? AT A 


NM 00^10^ 

1>1VX 1 U J 


T-fomo QanipnQ SIOT^T TYNJA V»inrlincr r\rr\tf*i-n mPMA 


NM 030767 

x^ixvx yju / u / 


xxwiiivJ ooxjitxic> Ix. x llULJlv liaiioL'iipLlUll xaGlOr /\xV1N/A. ^-rVlViN/TLj, 1 1 lxvl N r\ 


NM 058191 

X ^1 XVX \J *J KJ 1 J X 


Homo sanipn 1 ? pnromoQomp 91 nnpri rparlino- frnmp Tr^^lr^ri^^ mPMA 
xxvJinu ocxpiv^iics Vlll OliUJovJlllC A. 1 upcil ICaLllIlg xiaillC UU ^v_/Z.lUilDOy, lIxiVxNjrV. 


NM 015657 


Homo ^anipn*? A TP-hi n rl 1 n O" naccpltp qiiK -Fci-m-iK/ A ARP1^ mp^mK^r 19 
xxuinvj oapiwiio ^i. x it Ullxviliig uatsbCLLC, oUU-iaiTlliy Jr\. ^/iDV^I j y IllCmDCi 1Z 

(ABCA12), mRNA 


NM 020427 

X > XVX \J j—i\J~ ^ 1 


Homo sarvien^ ATvSi pomnonpnt R ( mT?NA 

OCtJ^/Xv^XlO ilXVIJ VvVJllipVJllC/llL L> \ XiXVkJ ^, IIIxvJLNjCX. 


NM 021638 


Homo sapiens actin filament associated protein (AFAP), mRNA 


NM 005782 


Homo sapiens transcriptional coactivator (ALY), mRNA 


NM 031916 


Homo sapiens AKAP-associated sperm protein (ASP), mRNA 


NM_024083 


Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 
(ASPSCRl),mRNA 


NM 058230 


Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 
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NM 071 9^5 

X^XVX \JjL,xJ7U*J 


TTnmn ^anipnci Tinmnlncr of* mniKP RV8 f~Rnmhinfl vaTiPP'flta 8 VT")aV m*n'k"inp'Kp'fn 7 
xxuiiJ-Vj oaj-JX^xxo xxuxxxwxvjg Ui muuoc xjvo ^xjwxxxuxxxci. vai lugaia o xvJ-V ex J ? ]Ji vjjvij.icliv^iii x^ 

precursor (BV8), mRNA 


NM 015399 

X > X VX \J X *J 


TTnmn ^fmipnci hrpasf nancpr mpta^ta^i'S-^iinnrp^nr 1 fRRTVTSlI^ mT^NA 

XXvJXXXv/ OdJJX^/XXO CXwCXOl/ V»'Cll.XV_/V>X JLllV^ LCIOLCXOIlj OUppXvOOUl. J. ^JUIM'-IU X f j XXXXvXNXi. 


NM 007073 


TTnmn ^anipn^ hlnnri vp^p! pninarrhal <5iiV> Qtannp fT-WT^S^ mRNA 

XXKJtlLVJ OCi-kJXwXXO U1VJUU YvoOvl VsJJlVuX U1CU O U-L/O LCUXls \X^ V IjU A XXXVX 'I XX. 


NM 017726 

X>XYX \J X / / X<VJ 


TTnmn <?anipn^ nrntein nhn^nTintAQp 1 rpcnilptnrv finTnbitnr^ <mV»iinit 14.T") 

XXVXXXVJ OClLJXV^XXO tJL\JL\^>Ll± IJ X 1\J O IJ X1C4.1 CI O^ X, X V/glXX<xtVXL ^XXXXXX Ul LV/X ^ O Li LX IXXX1 1 X*"TX-/ 

fPPPlR14Di mRNA 

^X XXX XV X ~X^ J 5 XXXA.NJ. > XV 


NM 006451 


TTnmn ^anipn^ nnlvadpnvlatp hinfiincr nrntpm-mtprap/Hno^ nT"nfp"m 1 fPATPI^ 

xxuiiiv ocLLyx^/xxo ij\j±j ctyxy^iiy ia,i\s c/xxxixxxx£^ lxxv/l^xxi xixlv^x avuxxg Jt-'x ixixsxxx x ^x xxxx xj$ 

mRNA 


NM 018073 

X>XVX ulOu/ J 


TTomo ^aniens SSA nrotein SS-56 ^S-56^ mRNA 

XXKJJix 1\J Od-LXX^XXO LJUXl LfXwUwXXX UU *J\J I UL> w'W/j XXJXVX>Xi. 


NM 032812 


TTnmn sanipn*; tiimnr pndntTiplial markpr 7-rplafpd nrpnm'^nr fTKA/^T^ mRNA 

XX\JXXX*J OCXLJXWXXO l/LXXIXWl ^11V_1V_/ UIXV^ J.ld-1 XAXCXJ. XSA^X / X \- LCt LV>VX Ul vvUlOUl 1 XXjXVX/XVIj XXXXNJLNXX 


NM 022748 


TTnmn s aniens tnmnr endntnelial marlcer 6 fTnR]VT6^ mRNA 


NM 032777 


TTnmn ^aniens tnmnr endntlielial marlcer 5 nrecnrsnr rnTTiA/r5^ mRNA 


NM 022779 


Homo s aniens DEAD/H ( Asn-Glu-Ala-Asn/His^ box nolvDentide 31 (DDX3 1^) 
mRNA 


NM 018454 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


NM 016489 


Homo sapiens uridine 5 f monophosphate hydrolase 1 (XJIVIPH1), mRNA 


NM 078483 


Homo sapiens lysosomal amino acid transporter 1 (LYAAT1), mRNA 


NM 019606 

XNXVX UlyUV/U 


TTnmn «?anipnc: TivnntTipfieal nrnfpin FT T70757 T7n757^ mRNA 

XXUXlXxJ oCLLJl^Ilij llj/ VJ\J LIIV-- ll^/dl JJXVJLt/lXX X X^J X^ \J A^^J 1 \X Xj^Xu^/v' / J j 1 1 XL VX >i Ji. 


NM 015256 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 6 (FACL6), mRNA 


1N1VX VUJ3J517J> 


XXUIIIU oa.piCI.lo WlIlglCoo-LypC IvXlViX V lIlLCgl d LiUIl olLC ldllxliy ? xlxCIxlUCi OD 

(WNT8B), mRNA 


NM 058744 

XNXVX \J *J O /liTT 


T— Tottio cQtiipnc wiTKylpCQ-f^rnp A/TA/T' 1 \F iTifprrrci tmn ci •fonn 1 mprnKpr Q A 
XX^JXilVJ OCtjJXCXlo WlXlglC-OO LyjJC XVXXVX X V lllLCgl CtLlUIl olLC XdHAlly, XllClllUCI O/X 

CWNT8A i transcrint variant 2 mRNA 

\^ V Y X> X Un y 5 LX UllDvl X IJ V V CIX XCXX1L X^j illXVL iXX 


NM 05873R 

X>XVX UJOZfJO 


TTnm r\ cqhiphc AX/inolpcc-f'VTiP A/TTV/TT'X/ i n tf^ crrcx ti an ci+/=» "ffamil^j mpmKpr 71-^ 
XxVJlxlU oCtpXCllo WlllglCoo-Ly jJC IVXXVXX V IIILC^I allUIl OlUC Idlllliy, IIICIIIUCI /D 

TWNT7B i mRNA 

^ Y Y X > X / XJ j $ XXXX.VX > jLX. 


NM_004625 


Homo sapiens wingless-type MMTV integration site family, member 7A 
fWNT7Ai mRNA 

^ Y Y X > X I n J 2 X ill VX > Xi. 


NM 058242 


Homo sapiens keratin 6C (KRT6C), mRNA 


XNXVX 


TTnmn (sanipnQ kpratin 6R CK^TfiVK i ml^NA 

XX^JlliVJ OdLyl^XXO JS-t/XCltliX \JXJ ^XN-Xv X \JXJ J , lllXVlNxx. 


NM 005554 


Homo sapiens keratin 6 A (KRT6A), mRNA 


NM 0^8707 


xiomo sapiens sperm associaxea anxigen 1 1 ^ox/vvji i Lranscript variant xi, 
mRNA 


NM 058706 

XNXVX V/wJO^V/VJ 


TTnmn cnr^ipnQ cnpmi nccnfMia+f^rl Qnli ctf'T^ 1 1 ( ^T-* A C\ 1 W \~vcKy\^c*T\x\\ i/Q-ricirTf" Ti 

XXUlilVj' oUAxlCllO OJJC/XXIX ClOOVJV^XCttC'VJ- dllLI^Cll X X ^uX xxVJ 1 ly, LlCtlloUXlUL VdiXdilt X_> ? 

mRNA 


NM 058703 

XNXVX \J OAv J 


TTnmn Qflnipnc! <jnprm aQcnpiatpH pnticrpn 1 1 r^PArrl 1 i frpm Qr'ri'nt x/arifiTit 

XXU111U OdLJXC>110 OLJt'lill ClooLJC/lClLt'UL cULlLIgCXI X X ^OX XiVJ 1 1 J 9 11 dilOwX l^J L VdlXdllL V_^, 

mRNA 


NM 058707 

XNXVX V/ .J OZ.Uw 


xjujiiiLi odjjieiio opcxiii doouujLdLeu. dxitigcxi x x ^or/wj x i j ? iidiiouxipi vdiidiit xx 5 

mRNA 


N~MT 

XNXVl WJOZU1 


nuiiio adpiens opcim associateo antigen 1 1 ^ox /\vjr 1 1 uranouripi variant 
mRNA 


NM 0^8700 


xiomo sapiens opcrm associdtea antigen 1 1 ^or avj i 1 j 9 udiiboripi variant lj, 
mRNA 


NM 016517 

XNXVX U1UJ 1Z, 


XxUlIlO odpiCIlo opcuil dooOL/ldlCU. dllLigeil 1 X ^ux AVJ1 1 )^ LxdXloL/XipL Vdxldlll. Jrx^ 

mRNA 


TSTM 0S71 SO 


xiomo sapiens vdouoiar protein sorting z.y ^yeast^ y \ rc>z,y transcript variant 
mRNA 

IJLXXVX^ X\. 


NM 0 16226 


Homo saniens vacuolar nrotein sortiner 29 (Veast) TVPS29\ transcrint variant 1 
mRNA 


NM_053004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
1-like (GNB1L), mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBP1), mRNA 


NM 058217 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
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3, mRNA 


NM 058916 


TTnmn saniens R ATjS 1 VinTnnl ncr fSl eerevisiaei fR AT^i^lf^i fr^ncrrint A^rinnt 

XXUxlHJ OdLJlC^lXO XVXTJL/^J 1 11VJ±11AJ1VJ»££ V-^ . U&ibVloiat/^ ^IVtli/J IV/^j 11 dxloLd LL) I Vdlidlxl 

1 , mRNA 


NM 009R76 

1 > 1VX \J \J jL, O / KJ 


TTnmn canif^ric R ATiS1 linmnlno C~* c*f*vf*\7\sz\sif*\ fR ATi^lf^ 1 ! trQ-ncprint i^ot*i Qtrt* 
xx^JJxJX/ odpiGlxo JVrUyJ 1 • v^c-l c v loxdt/ J ^IVnl./ .J 1 V^- 1 ? IxdlxoLxlUL Vdlxdxxl 

2, mRNA 


NM 05817Q 


XXUIIIU odpiCiJLo pilUopilUoCi 11IC dlxlxxxOU dlxolCI aoC Oxx. ^, irdrioL/lipt VdridliL x, 

mRNA 


NM 091 1 S4 


xx 01110 Sapiens pnospnosernie dminoirdnsierase ^x o/\^, transcript variant z, 
mRNA " • 


NM 07K46Q 


xxOIIlO fc>dpiCIlfc> J3rvv_y/^Zr dllU. ^-x^xVlM Lrx interacting prOlClil ^Jljv^L^Ix J, LldllSCripL 

variant C, mRNA 


NM 07R46R 


XXVJJ.IHJ &dpiCll£> DIvV/rLil, dllU. v_^X-'XVxN I xx illtCIdOtlllg piUlClil ^JDv^V^Jx ^, LldllbL/lApt 

variant B, mRNA 


NM 016567 


TTnmn saniens T3RCA9 anH (""TVKNTI A mterarriinCT rvrnteiri fRfYTPi troncr»riYvt- 
variant A mRNA 

V CUlUlll J. l.^ X J. 11X1 1 ± i. 


NM 058177 


TTomo 5?aniens, Vii stone deanetvlase Q f TTT1 A C!0-PT^NT^TNrr 1 tran<3p.rir>t variant 9 
mRNA 


NM 058176 


Homo saniens histone deacetvlase 9 rHDAC9-PRNDTNCi i transcrint variant 1 
mRNA 


NM 022110 


Homo sapiens FK506 binding protein like (FKBPL), mRNA 


NM 012181 


Homo saniens FK506 binding nrotein 8 (381cD i TFKBP8 1 mRNA 


NM 003602 


Homo sapiens FK506 binding protein 6 (36kD) (FKBP6) 5 mRNA 


NM 004117 

1 llTi \J \J T X X. 1 


Hnmn saniens FTC506 binrlino" nrotein 5 /HPTCBPS i mRNA 

XXVJJ.11VJ OCXly XV^XXO X X^w' \J W U/XXXV-XXXXgj ^/X w Uv-XXX *J yjL XvXJX w> y ^ X J. 1 1 x | >( 


NM 002014 


Homo sapiens FK506 binding protein 4 (59kD) (FKBP4), mRNA 


NM 05709? 

J. >l JLVX \J*J / \J^Sj£* 


TTnmn saniens T7PCS06 riinHincr nrntein 9 (\ ^ItFji ^Ti , Trt : lP9 i trancrrint T7ariarit 9 

mRNA 


NM 004470 


xxuiiiu bdpicnis rivjuo DinuingproLcin z, ^ijkl/j ^x^xsjljx zj, transcripL variant 1, 
mRNA 


NM 0041 1 6 


xxuiiiu fcjdpiciio j/ivjuo Dinumg proiem 1 x3 ^iz.o kijj ^.r xV-t>jr i jd^, trdnscript vananx 
1, mRNA 


NM 0S40^ 


xiumu bdpienb rKjuo Dinuing protein 1x5 ^iz.o kij j ^jsjdx ix5j 3 transcript variant 
2, mRNA 


NM 000801 


XXUH1U £>dpiCllfi» riVJl/U umU-illg piULClIl 1 -rv ^l^JtUL^^ XSJ3x 1 r\) , LidnbOripL VdriclIiL 

12B, mRNA 


NM 054014 


TTnmn car>i c TT1< 7 *^0^ V\iTir1incr r>-rr\i"<=»in 1 A ( 1 9lXTi^ /ThI^TxPI A ^ ft-on c r»x-i -r\^- xran'onf 
XXVJ11HJ adpiCllC) rivJUU UlllU-lllg piULCxlX IrV ^I^JsJ^/J ^JTxSJDx 1AJ, LldllbL/ripi Vdl ldllL 

12 A mRNA 

x z<iXj iiixvi > n. 


NM 057175 


Hnmn saniens InvnotTieheal nrnfpin ThT T1 ^^40 ^ThT T1 ^^40 i tranQprint variant 1 

mRNA 


NM_025085 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcript variant 2, 
mRNA 


NM 014708 


Homo saniens Icineto chore associated 1 fTCNTC^ 1 > mRNA 

-i-J-V XX XV/ k)U>^lVllQ liJXXwlvvllvX v UOOUVIUIUU X ^XV1 , ( X \s X J «i lliXvi^il. 


NM 058199 


Homo saniens olfactomedin 1 TOLFTvll i transcrint variant *\ mRNA 

^.JLV/XXXVJ' kJU.j-/XvvXXO LV^XXXv^\_XXXX X ^V^JL_/X 1VX X J ^ CXXXO VvX X.^J L V CXX XCXXX L ^/ ? X X XX_\_± > XX. 


NM 014279 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 1, mRNA 


NM 057174 


Homo saniens nenrwisomal Hinf/enesis faetnr 1 6 ^PFV 1 f\ tranQ^rint \/ariant 9 

X- x_v_JXXXV_/ OCX LXXV^XXO jJ^l UAlOUHICll L'lUg^il^iMci IClulUl 1 U yJL 1 i s\. 1 \t J ^ U. dllOvvl 1UI VdlldllL Xl ? 

mRNA 


NM 033118 

J. i JL YX \J -J X. 1 U 


TTnmn saniens mvnsin liclnt eriain Irinase 9 clrflp'+al mncrlp ^A/TA^T TT9 i mT?T\TA 


NM 019117 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 1, mRNA 


NM_005103 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 1, mRNA 


NM_022549 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 2 5 mRNA 


NM 005112 


Homo sapiens WD repeat domain 1 (WDR1), transcript variant 2, mRNA 
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NM 017491 


Homo sapiens WD repeat domain 1 (WDR1), transcript variant 1, mRNA 


NM_001862 


Homo sapiens cytochrome c oxidase subunit Vb (COX5B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004255 


Homo sapiens cytochrome c oxidase subunit Va (COX5A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 057162 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 2, mRNA 


NM 033427 


Homo sapiens cortactin binding protein 2 (CORTBP2), mRNA 


NM_001799 


Homo saniens cvclin-denendent kinase 7 flVT015 homoloe' Xennnnij 1npvi<s crllo- 
activating kinase) (CDK7), mRNA 


NM_057089 


Homo sapiens adaptor-related nrotein corrrnlex 1 sienna 1 cjiihimit f AP1 S1 1 ^ 
transcript variant 2, mRNA 


NM_001283 


Homo sapiens adaptor-related protein comnlex 1 sienna 1 subunit fAPI Sl^ 
transcript variant 1 , mRNA 


NM_005148 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 1, 
mRNA 


NM_054035 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 2, 
mRNA 


NM 017675 


Homo sapiens protocadherin LKC (PC-LKC), mRNA 


NM_002401 


Homo sapiens mitogen-activated protein kinase kinase kinase 3 (MAP3K3), 
mRNA 


NM 003728 


Homo sapiens unc-5 homolog B (C. elegans) (UNC5C), mRNA 


NM 004673 


Homo sapiens angiopoietin-like 1 (ANGPTL1), mRNA 


NM_054016 


Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSDP1), 
transcript variant 2, mRNA 


NM_006625 


Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSIP1), 
transcript variant 1, mRNA 


NM_054027 


Homo sapiens ankvlosis progressive homoloer (moused fANTCH"> tran<3crmt 
variant 2, mRNA 


NM_0 19847 


Homo saniens ankvlosis progressive homoloff fmouse'l f AlMTCTTi train Qprint 
variant 1, mRNA 


NM_006363 


Homo sapiens Sec23 homoloe B (S cerevisiae") TSEC23R^ irau^crmt variant 1 
mRNA 


NM_032986 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 3, 
mRNA 


NM_032985 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 2 5 
mRNA 


NM 053285 


Homo sapiens tektin 1 (TEKT1), mRNA 


NM_0 18440 


Homo sapiens phosphoprotein associated with glycosphingolipid-enriched 
microdomains (PAG), mRNA 


NM 014479 


Homo sapiens ADAM-like, decysin 1 (ADAMDEC1), mRNA 


NM 016545 


Homo sapiens immediate early response 5 (IER5), mRNA 


NM_052820 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
2, mRNA 


NM_003389 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
1, mRNA 


NM 032587 


Homo sapiens caspase recruitment domain family, member 6 (CARD6), mRNA 


NM_052814 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 2, mRNA 


NM_052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 1, mRNA 


NM_022352 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 3, mRNA 
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NM 052978 


Homo sapiens tripartite motif-containing 9 (TRJM9), transcript variant 2, mRNA 


NM 015163 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 1, mRNA 


NM_052840 


Homo sapiens bruno-like 6 5 RNA binding protein (Drosophila) (BRUNOL6), 
mRNA 


NM 000967 


Homo sapiens ribosomal protein L3 (RPL3), mRNA 


NM 015125 


Homo sapiens capicua homolog (Drosophila) (CIC), mRNA 


NM 018256 


Homo sapiens WD repeat domain 12 (WDR12), mRNA 


NM 016601 


Homo saniens notassium channel subfamilv TC member 9 fTASTC-^ rFCCNFC9 1 
mRNA 


NM 033415 


Homo saoiens hvoothetical eene MGC19595 (MGC19595^ mRNA 


NM 001253 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 


NM 007065 


TTcvmo ^airier)*? PDP^7 cell division rvrle 37 lirvmnino- ff\ rer^viQinp^ ftT^P^V 1 

mRNA 


NM 003504 


Homo saniens CDC45 cell division cvcle 45-lilce cerevisiae i fCDCMST i 
mRNA 


NM 006035 


Homo sarriens CDC42 binrlinp- nrotein kinase heta fDMPtC-HVp^ <T , T)P4. / 7'RP'R^ 
mRNA 


NM 044472 


TTomo ^aniens cp11 division rvrlp 4-9 ^CtTP "hinrlincr rvrnfpin 9 SVTi^ f OT^f'VJ/? i 
trans crint variant 2 mRNA 


NM_001791 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 1 , mRNA 


NM_001254 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) (CDC6), 
mRNA 


NM 022894 


Homo sapiens poly (A) polymerase gamma (PAPOLG), mRNA 


NMJ)33655 


Homo saniens cell recognition molecule CASPR3 TCASPR3 1 transcrir>t variant 
1, mRNA 


NM_024879 


Homo sapiens cell recognition molecule CASPR3 (CASPR3 i transcrint variant 
2, mRNA 


NM 012115 


Homo sapiens CASP8 associated protein 2 (CASP8AP2), mRNA 


NM 012173 


Homo sapiens F-box only protein 25 (FBX025), mRNA 


NM 033624 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 1, mRNA 


NM 015002 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 2, mRNA 


NM_033625 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 2 5 mRNA 


NM_000995 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 1, mRNA 


NM 033540 


Homo sapiens mitofusin 1 (MFN1), transcript variant 1, mRNA 


NM 005612 


Homo sapiens RE 1 -silencing transcription factor (REST), mRNA 


NM 007085 


Homo sapiens follistatin-like 1 (FSTL1), mRNA 


NM 000993 


Homo sapiens ribosomal protein L3 1 (RPL3 1), mRNA 


NM 012180 


Homo sapiens F-box only protein 8 (FBX08), mRNA 


NM 033182 


Homo sapiens F-box protein FBX30 (FBX30), mRNA 


NM 033406 


Homo sapiens F-box only protein 3 (FBX03), transcript variant 2, mRNA 


NM 012175 


Homo sapiens F-box only protein 3 (FBX03), transcript variant 1, mRNA 


NM 017425 


Homo sapiens sperm autoantigenic protein 17 (SPA17), mRNA 


NM 005633 


Homo saniens son of sevenless homoloff 1 fDrosonhila i fSJOSll i rrTRTvJA 


NM_003333 


Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 
(TJBA52 > > mRNA 


NM 019894 


Homo sapiens transmembrane protease, serine 4 (TMPRSS4), mRNA 


NM_033313 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 3, mRNA 


NM_033312 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC 1 4A), transcript variant 2, mRNA 


NM_003672 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
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(CDC14A), transcript variant 1, mRNA 


NM 00S786 


TTrvmo <3a"nipr»<3 Qprolocripallv HpfinpH rolon nanopr antip'PJi H ^SlT^r^f^ Afr^^ 
xxuxxxc odjJxtxxD ovi kj \\j^\\sC\.\.\.y vxt-xxxx^tj. ^ vjivjiJL ^/aiivvi ciijl ti^v^ix j«j ^ui/v^nvj j 

mRNA 


NM 00161 R 


T-fnmn <2a"nipTi«2 iriitocFP"n-.ap"HA7atpH Tvrotpin Vina<3P Vina^p kinaQP IHti^sip 1 

XXUXXXVJ OdLyXCXXo XXXXLVJgCXX "d^LX VdLC^VX piUlC/ill XVXXXdo^ JVXXXdow XVlXXdot iVlllaoC J 

(MAP4K3), mRNA 


NM 006^77 


xxUIIlU bdpiCIlb U J_^x -VjrXL/XN.r\\y. UCldVJdl UCLd- X 3 JJ-XN -dlvCiy XglUOUodllxllxyxL 

1 rRlfrNTH rrarj<?rrinr variant 1 mRNA 

X ^XJ—JvJXN X X »j LI dXXol-'X 1 LJL VdlXdliL Xj X 1 XX VJ. > 


NM 090QR1 


TTrvmn canipnc T I 1" VP-fra 1 * npfa (~r\ pNT A r* hptu 1 1— crn 1 a p tr\ cvl 1r a nQTprnQP nnl^/npT^tinp 

XXVJXXX\J OdLJXCXXo UX/1 VJ <Xi . \J\^ Id v_J ivlN Av Uv Ld X 5 J g>dXdv/ WJHj X LI dXXoXv/X uot/5 ^JKJLj LIVXt' 

1 TB3GALT1 1 mRTNTA 


NM 033252 


TTomo ^atripus TITyP-GloNAo'hetaGa] hpta-1 l-N-acptvlpliicosarniTivllTaTisfpra^p 
1 (B3GNT1), transcript variant 2, mRNA 


NM 002954 


TTnmo ^arvipn^ riho^omal tvrotein £»27a rRPS»27A 1 mRNA 


NM 000971 


Homo sapiens ribosomal protein L7 (RPL7), mRNA 


NM O^W 


Hnmn QanipnQ perl ninp Tiomolncr *\ (C^ pIpcranQ^ fT^frT NTI^ mRNA 

XXUXXXVJ OdkJXt/XXo vgl XXXXXti XXlXLXX^JXv/g »J V^ 1 " t'Xt^gClXXO / ^J— ' vJ J— '1 > y ? X i iX\_L > A 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 


"MM 0H991 


XXOIIIU odpiCIlo Lxipdl LUC IIlUtlX-lvUIlLd.lIllIlg IH y X JLVLLYx 1 *+ J , UaxloUIipi Val ldllL H*, 

mRNA 


NM 011990 


xioinu sapiens inpdrLiLC muLii-t/unLdiixixig x*+ ^JLxviivii*+^ 3 LxdnoL/ripL var laiiL j 5 

mPNA 


NM OH? 1 9 


TTr\mr\ ciif^ipnc +T"iT^?it*fitp mnti f-pntit^i initi cr 1/1 (TP TA/T 1 ZL^ fr~n ti cprint \tcw~\ Qtit 9 

XXOXXXU oa LJXCXlo LXXJJClXLlLC XXXU LXX"OLJXXLClXXXXXXg X'T - ^XXNXlVXX'T/j LX CXXXOV^X XLJL VClXXdXXL Z/ ? 

mRNA 


NM 014788 

xnxyx \J x » / (jo 


TTomo campus fHriartitp mntif-p.ontamino' 14 r r T , RTIVri4^ tran^nrmt vatHant 1 

XXwXXXVJ ouUtWlO LX X LJ fcXX LX LV XXXWLXX vUll Ldli.1111^ i*T* I X IVLLVX X " / j LX CUXO vl XLFL VCXXXCXXXL X ? 

mRNA 


NM 006074 


Homo saniens trinartite motif-containine: 22 rTRIM22 > i mRNA 


NM 012210 


Homo sapiens tripartite motif-containing 32 (TR1M32), mRNA 


NM 007776 


TTrvmn Q5inipnc rrirnmnlinY Ti r\m c\\ r\ cy /T-TP1 cpmTnn Ti ntn ol o or T^T"r\cnT\Vj i 1 

XX^XXXU oCLjJXC'XXo V^Xll VJX1XU UL^W XXVJXXXUXVJg J ^XXX X gdXXXXXXcX XXUXXXUXVJg ? X-/X VJoVJlJXXXXCl^ 

(CBX3), mRNA 


NM 095997 

XNXYX \JZ**J / 


TTomo Qa-niPTiQ "hvnotTipfipal -nrofpin HT796P^ 9 (TWlOfiC*^ 0\ mPNA 

XXUXXXU odiyXv^XXo XXV LIULXXC'LXL'dX lyXL/LC/XXX VXJ f ^\J^sJ yi^/J / Z,\J\sJ .Z* I, XXXXVi >iv 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRJM2), mRNA 


1MXVX Ul / OJ) O 


xxoixxu bdpxcnb iiuoxcoidr proucm xdixxxiy zv, mcmDcr z, ysri/ fw~,f\ t>nxdii nixL/ieoidr 
RNPs) (NOLA2), mRNA 


NM 019QQ1 


XXUXXXU odpXCXXo XXUL/XCOXdX piULCXXX XdlXXXXy jTV 5 XXXCXIXUCX X ^XX/ olXldll IllXL'lCOldX 

RNPs) (NOLA1), transcript variant 2, mRNA 


NM 01RQR1 

1NXVX 


T-Tnmn ciinipnc TniflprxiJir nTT^Tf^Tn Fn m 1 1 a /■ A mpinhpr 1 iTT/ A f* 1 A cm q 1 1 nnr'l^r^lciT' 
XX\JXXXVJ odIJXCXXo XXLLUXCUXdX L/XULCXXX IdXXXXXy /I, iXICXXXUCX 1 1 XX/ ^VV_^^V oXXXdXX IXLXV^XClJXdX 

RNP^i fNTOT A1 » Iran sprint variant 1 mRNA 

XVX>(X O^/ ^JL > WXjZV X y ? LX cXXlo^X I kJ L VdXXClXXL X 5 XXXXV1 > Ti. 


NM_004722 


Homo sapiens adaptor-related protein complex 4 ? mu 1 subunit (AP4M1), 
mRNA 

xxxxvx^^v 


NM_033066 


Homo sapiens membrane protein, palmitoylated 4 (MAGUK p55 subfamily 

mpmhpr A\ ^lvTPPzl i mRNA 

XXXCXXXL/CX H" J ^XVXJTJr^-r ) y XI1X\JLN/Tl 


NM 0H010 

INXYX v/J JUJv 


TTomo cnTVPnc: 1->r»1 T»on1p-1iVp ^T^rrvQr»r\Tiil5i > \ ^ROT T ^ mRNTA 

XXOXXXU odlJXCXXo UUl, UOLXXC-XXXvC ^J-JXObOpXXXXd^ ^DWXjL Jy XXXXVl/N-fTL. 


mm 004216 

XNXYX U v*TZ/ 1 U 


TTomo QaT*ipTiQ HpnTTi F v fTipr > tr\T" rlnmn in -c i^iif^ min or fTlTnTVrV^ fTanQprint van ant 9 

Xlv/lllU OdJJXtiXXo IXtxdLXX CXXt^L/HJX CXUXXXdXXX VvUXXLdXXXXXXg ^X/XwX-/X/ / 5 LXdXXoWXXLJL VdXXdXXL Z/ 9 

mRNA 


NM 032998 


Homo saniens death effector domain-containine TDEDD i transcrint variant 1 

A - 1 - wW-L/ JL VJLXU \JVWC4'WJLX VlXv V (/\JX VJV X X ICtlX X V vXX lUXXXIXXg \ JL— ^ J — /A — ^ J — f LXilXXOvX 1UI \ LXX. X L JL ^ 

mRNA 


NM 033010 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 4, mRNA 


NM 033009 

JL 1XTJL \J ~J \J \J S 


Homo saoiens nolvfrC » binding nrotein 4 (j°CBP4i transcrint variant 2 mRNA 


NM 033008 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 3, mRNA 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 1, mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 3 1 (STK3 1) 5 transcript variant 2, mRNA 


NM 031414 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 1 ? mRNA 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 



247 



WO 03/074654 



PCT/US03/05028 





(SEC61A1), rnRNA 


NM 031431 


Homo sapiens tethering factor SEC34 (SEC34), iriRNA 


NM 015490 


Homo sapiens secretory pathway component Sec31B-l (SEC31B-1), mRNA 


NM 004892 


Homo sapiens SEC22 vesicle trafficking protein-like 1 (S. cerevisiae) 
(SEC22L1) ? mRNA 


NM 032970 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 1, niRNA 


NM 000969 


Homo sapiens ribosomal protein L5 (RPL5), mRNA 


NM_005034 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide K (7.0kD) 
(POLR2K), niRNA 


NM 014459 


Homo sapiens protocadherin 17 (PCDH17), mRNA 


NM 032961 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 1, mRNA 


NM 020815 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 2 ? mRNA 


NM 031988 

X V XV A \J — ' 1/UU 


Homo saniens mitoj?en~activated rvrotein kinase kinase 6 nVTAP2K6 1 transcrint 

J J. V./ 1 1 IV./ OUUXvilO UVUTUIVU \~ vVll X imiuuv IVLllUUv V/ 1 J.TJLX JUL >-XVU UUJLJ.iJVJ.Jlpl> 

variant 2, mRNA 


NM 002758 


Homo saniens mito&en-activated nrotein kinase kinase 6 fiVT AP2IC 6^ transcrint 

llvlllW uULrlvlliJ 1111 LU^vll Uvll V ULwU Ul Utvlll IVlllUuv IVillCVkJW V/ I JL V JL J. Y 1 ^l\.v y<j LI UllOwllL/L 

variant 1 5 mRNA 


NM 0^2419 

1 >xvx \j ~j jL,^-r i y 


PTfimn <5?miPTi<5 Hnm-^ Tiomo1oo r 7 (C^ p1pcran<A rDOA/n7^ tran^r/rint variant 1 

X XW111U OdL^lVvlJLO vX^ill ~J llUlllUlUg • t'lv/gCXLloy V*— 7 V^XVX^Z— ij ? LI alloLl 1 LJ 1 V ell let 11 L 1 ? 

mRNA 


NM 017966 

x >xvx \j ~j ^y\j\j 


nnmn «?nni pn«2 Pinrkitt 1 vmn Ti nm a rpnpntoi* 1 CtTP hin diner nrotpin fTW Tl 1 ^ 

XXU11IVJ OCtLJlt/lXCS XJ Lli 1V1 L U xy HijJlUJlllU. 1 L_/lv_Jl 1 j vJ XX L/lllVXlllg |_fX U Ivill ^XJXjIVI Jy 

trans crint variant 2 mRNA 

UUilJvl 1UI V Ul 1U11L 1 IlULVJ. ix X. 


NM 001716 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLRl), 
transcript variant 1 , mRNA 


NM004951 


Homo sapiens Epstein-Barr virus induced gene 2 (lymphocyte-specific G 
protein-coupled receptor) (EBI2), mRNA 


NM 004874 


Homo sapiens BCL2-associated athanogene 4 (BAG4), mRNA 


NM_001016 


Homo sapiens ribosomal protein S12 (RPS12), mRNA 


NM 031994 


Homo saniens rim? finder nrotein 17 rRNF17 1 transcrir>t variant short mRNA 


NM 031271 


Homo sapiens testis expressed sequence 15 (TEX 15), mRNA 


NM 018995 

X > JLYX \J X U S S *J 


Homo ^anien 5 ? TVTov1011 lVTolonpv leukemia vims 1 0-1ikp 1 hoTnolop" fmonsei 

1 1U111U OUUIVIIlj 1Y1W V 1 V 1 1 j IVlUlUlivY lv LI i_W- 1 i_ 1 JL Ct V11UO XV/ JL LLVv Xj 1 XKJ XXXKJ X\J t— \ X X.XXJ UOv I 

(MOV10L1), mRNA 


NM 032510 


Homo saniens nar-6 nartitionino: defective 6 homoloff tzamma ( C eleerans i 

llwlllV/ UUUAVXJLO lw/ IX 1 Y-J LyCVJl tltlV/lllllg viVJL VV 1*1 V V V J.AV/J.1.JLV/ 1 \J CUllililU' 1 V-> • VlvwU-llO f 

(PARD6G), mRNA 


NM 006704 


TTomo saniens simnrpssor of G2 allple of STCP1 SI cerevisiae homolop' of 

JLX,\JXXX\J OUUlvllu ljUU L/l V/OtJVl VJX, VJX/ Ullwlv V-^-L U-I-»-l- 1 j VVfl V V JO JlUv j llVJlllUlvg \JX 

CSGT1) mRNA 

yLJ VJ -1- 1 J j 11JULVL ~ 2. jl. 


NM 031968 


Homo saniens nuclear nrelamin A recognition factor fNARF i transcrint variant 

JL JL V-/lllV^ OUpivllu ULAw Wi>l pi V1U111111 1 A- X vVVglll L1V11 ItiV Lvl I X 1 X 1 I ^— L Fj tl UllU VI 1 L/ L V til 114*11 1 

2, mRNA 


NM 012336 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
1, mRNA 


NM 003980 


Homo sapiens microtubule-associated protein 7 (MAP7), mRNA 


NM 032380 


Homo sapiens elongation factor G2 (EFG2), mRNA 


NM 032214 


Homo sapiens Src-like-adaptor 2 (SLA2), mRNA 


NM 020064 


Homo sapiens BarH-like 1 (Drosophila) (BARHL1), mRNA 


NM 005916 


Homo sapiens MCM7 mini chromosome maintenance deficient 7 (S. cerevisiae) 
(MCM7), mRNA 


NM 004098 


Homo sapiens empty spiracles homolog 2 (Drosophila) (EMX2), mRNA 


NM 005826 


Homo sapiens heterogeneous nuclear ribonucleoprotein R (HNRPR), mRNA 


NM_006418 


Homo sapiens differentially expressed in hematopoietic lineages (GW1 12), 

X m/ X X W V. / ? 

mRNA 


NM 005016 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 1, mRNA 


NM 031989 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 2, mRNA 


NM 006196 


Homo sapiens poly(rC) binding protein 1 (PCBP1), mRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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factor A) (HNRPU), transcript variant 1, mRNA 


NM 004501 


TTrvmo. ^fnrif*TiQ TiptPT'no'PTiPfYiiQ nnp.lpfiT TiHnnnnlpo"nt*r»tpin TT f^pa^'Tnlr! aftflpViTYipnt 

factor A) (HNRPU), transcript variant 2, mRNA 


NM 004500 


TTrvmn cjanipn*? liptPTncrpnponQ miplpfiT TibniiiiplpotYrntpiTi {(~^*\ fTTTNTR 

transcript variant 2, mRNA 


ISTM 031314 


TTninn cj^T^ipnc hf^iS^TncFF^rif^oiiQ nnplpoT vi T^nni ir*1 / = TM^TT^fp i in ( 1 /TTT\J 1? T5 Z" 1 ^ 

XXWIliVJ odJ.JXCU.Ao AlV/Ld\Jgt/llC/*JU.O XXlXUXC/di XXUUXXUC'XCULU. U It? Ill 1 v_/ A / V_/Z* f I JLTlAN XvX V-> /, 

transcript variant 1, mRNA 


NM 031370 


XXVJ1.I11J odLyxCXIo llClCXUgC-XlC'UU.o HUXvlCdi llUUllLlL/lCUpiUlClil x\J \Jr\.KJ C1C111C111 

RNA binding protein 1, 37kD) (HNRPD), transcript variant 1, mRNA 


NM 031369 


TTmno. sia'nipTiQ TiptPTOO'Pnpnn^ n np,1 pat fibnriiipl pntYrntpin ( ATT-tipVi plpmpnf 

RNA binding protein 1 5 37kD) (HNRPD), transcript variant 2, mRNA 


NM 002138 


TTottio ^aniPTT? lipfprncrpTipon^ "nnplpflT' fibrvnnpl pnwn tp"in i~i ( ATT-tipVi plpmpnt 

RNA binding nrotein 1 37kDi THNRPDi transcrint variant 3 mRNA 


NM 003903 


Homo satriens 6 cell division cvcle 1 6 bomolop - f$\ pprpvisiap^ (C*Y)C*^ 6^ 
mRNA 


NM 031483 


TTomo saniens iteTw bomolop" T^.3 iibinnitin r>rotpin licracp fmmiQp^ ^TTf^TT^ 

mRNA 


NM 031907 


TTottio sanipns iibiniiitin S"nppifip trrotpflsp 96 rTTSlP'76^ mRNA 


NM 031866 


Homo sapiens frizzled homolog 8 (Drosophila) (FZD8), mRNA 


NO 000004 


xnjjLiiLi &d]jiciio gcnuiint' \*>y i\j\siu.\jiLic jth-^Uj ouuidiiiiiy ^iiipncu-ipmc UAIU-Cioe^ 

(CYP3A) on chromosome 7 


NM 001788 

XNXVA \J\J 1 / OO 


TTnmn cnmptiQ C'T^fM 0 Of^ll HiTTiQir^n r"\^p1 f> 10 Virvmr\lnor ( ^1 o^ffx/icic*^^ ^ f^T^if"^ T O i 

mRNA 


NM__004276 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 

11XXV1 > xx. 


NM 0^1 90S 


nomu bapienib cdicium DinQing protein i ^caiurain^ ^L/Adj. i ^, rranscripL variant 
1, mRNA 


NM 000784 


XJLUilJUJ odLJlCllo L/^ HJUllUJillC JTH-JV/, otlUlcHIlliy AA V ll/l ^oLClVJlU. 1 _ Iiy U-lOAyidtiC, 

cerebrotendinous xantbomatosis^ nnlvnpntidp 1 ^C , VT > 97A1^ rniplpar ctptip 
encoding mitochondrial protein, mRNA 


NM 031491 


TTomo saniens retinol binding nrotein 5 ppllnlar rTJT^P5^ mRNA 

JL JL \~J X X X\~J OUjJlVIlu X VL111V71 XX XvJ. XX ±^ ly/l. \J l,\sXXl <J , vvlllllUl ^XVUX «-» 1 1 1 1 X 1 ^ t \ 


NM_006929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), 
mRNA 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosophila) (FAT2), mRNA 


NM 007242 

J. >( JL. Y J_ \J\J f jl^"^ 


TTomn <3«r»ipn<; DFAD/TT ^A<?n-^Tll^-Alfl-AQn/TTiQ^ Hoy -nnlvnpntirlp 10 fl~YRP5 

homolog, yeast) (DDX1 9), mRNA 


NM 006773 


ITrnnn cnm'pnc T~iTh AT~j/TT ( A Qn-(^Tln — A1 c\ — A ct»/PTi Iiay r~\r\1"\m<=»-r\"h r\f* 1 S / A /I a/t»_ 
-1 J-wlllVJ od LJICllo XJxZir\XJI XX ^xxojJ VJlLX _ /^ld _ jrVojJ/Xllo J UUA jJUiy jJCU LI LLC 1 O y^lViy L- ~ 

regulated) (DDX1 8), mRNA 


NM 030655 


TTnmn cnnipnc TtT* AT^/TT ( A cn-rrln- Ales- A cr*/WicA linv r\r»1i7T\<=-r»firJ/=» 1 1 /T^TTT 1 1-iV-o 
Xi-UIIxU odpiCXlis xJ xziJr\A-Jl XI ^jrvop _ VJlU - ^ld~rA.C>p/Xil£5j UUA pOiypcpLlCie 11 ^V^JlIJU 1 -llivC 

helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 3, mRNA 


NM 030653 


TTnmn «5a-nipn<5 TYF AD/TT f A<sn-fr1n- Ala- A<5r»/TTi<:^ Kny rinKmpntirlp 1 1 ^f^TTT 1-liVp 
HUIUU odJJXCllS XJ X-jJr^XJ 1 XX vj l Vl~r\.L(x-r\-Z>}jl XTXlo J UUA pUiypcpilLlC 11 ^L^XXX^ 1 -lllvC 

helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 1, mRNA 


"MM 000770 

J. > 1VX \J\J\J 1 I \J 


jjLuiiiu &dpiciit5 oy tuoiii unic x hju, ouuidiiniy ixv_^ ^mepneny lum M—nyuroAyiase^, 
polypeptide 8 (CYP2C8), transcript variant Hp 1 - 1 , mRNA 


NM 030878 


xx-uiiiu bdpiciia cy Luum uiiic x^ju 3 buuidiimy xjlv^ ^iiicpnciiy tum *+- ny ur u Ay idoC^, 
polypeptide 8 (CYP2C8), transcript variant Hp 1-2, mRNA 


NM_012239 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 3 (S. 
cerevisiae) (SIRT3), mRNA 


NM_030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NM_012237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (STRT2), transcript variant 1, mRNA 
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NM 012238 


TTomo saoiens sirtuin silent matine tvne information regulation 2 homolos 1 (S. 
cerevisiae) (SLRT1), mRNA 


NM 031309 


Homo sapiens scratch homolog 1, zinc finger protein (Drosophila) (SCRT1), 
mRNA 


NM 031278 


Homo sapiens tudor domain containing 1 (TDRD1), mRNA 


NM 031277 


Homo sapiens ring finger protein 17 (RNF17), transcript variant long, mRNA 


NM 0^1276 


Homo •sanien^ testis exrvressed .seauence 1 1 fTE^Cl 1^ mRNA 


NM 031273 


Homo sapiens testis expressed sequence 13B (TEX13B), mRNA 


NM 031 ?72 

X>xVJL \J «J i- 1 j-> 


T-Tomn QaTiiprisi fp^ti*? exrvrpQ^en 1 ^Pfliipnnp 14 fHTTOC 14^ mRNA 


NM 006636 

X>xVJL ~j \j 


Homo saniens methvlene tetrahvdrofolate dehydrogenase fNALH~ denendenfi 
methenyltetrahydrofolate cyclohydrolase (MTHFD2), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 022818 


Homo sapiens microtubule-associated proteins 1 A/IB light chain 3 
(MAP1A/1BLC3), mRNA 


NM 018607 


Homo sapiens hypothetical protein PR01853 (PR01853), mRNA 


NM 004856 


Homo sapiens kinesin-like 5 (mitotic kinesin-like protein 1) (KNSL5), mRNA 


NM 030979 


Homo sapiens poly(A) binding protein, cytoplasmic 3 (PAJBPC3), mRNA 


NM 030770 


Homo sapiens transmembrane protease, serine 5 (spinesin) (TMPRSS5), mRNA 


NM 002545 


Homo satriens onioid binding nrotein/cell adhesion molecule-like fOPCMLi 
mRNA 


NM 014676 


Homo sapiens pumilio homolog 1 (Drosophila) (PUM1), mRNA 


NM 030673 


Homo sapiens SEC13-like 1 (S. cerevisiae) (SEC13L1), mRNA 


NM 003342 


Homo sapiens ubiqui tin- conjugating enzyme E2G 1 (UBC7 homolog, C. 
elegans) (UBE2G1), mRNA 


NM 022051 


Homo saoiens eel nine homolocr 1 (C eleeansi TEGLN1 1 mRNA 

JL JLVJ' 111V/ uULrlVllU vgl XXXXXV^ 11V/1AI\JAV/^ X 1 « VlvCUllU y \ JL—/ V_J JL— /X 1 X J ^ lli-L VI ^ JL JL 


NM_015577 


Homo sapiens retinoic acid induced 14 (RAH 4), mRNA 


NM 012170 

x i x yx. \j x x i \j 


Homo saoiens F-box onlv orotein 22 CFBX022 # mRNA 

JL JLVSXXXVJ 1 OUUlVilu JL L/VJ'^V V/JIJLI ¥ Ul V l-Vlll 2-i IX J-/-£ N llii-Vi ~ J- X 


NM 022304 


Homo saniens histamine recentor H2 fHRH2 > i mRNA 

JL JL \JXXX\J OLiL/ IVXIO XXX tliXilJlXXv 1 VvvL/tVl X.I f ^ \ X. A — LVL tit J ^ liJXvl li. X 


NM_022333 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(TIAL1), transcript variant 2, mRNA 


NM 003252 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(TIAL1), transcript variant 1, mRNA 


NM 017910 


Homo sapiens hypothetical protein FLJ20628 (FLJ20628), mRNA 


NM 012384 


Homo sapiens glucocorticoid modulatory element binding protein 2 (GMEB2), 
mRNA 


NM 006118 

X ^1 XT JL w \/ \J X J- w 


Homo sapiens HS1 binding protein (HAX1), mRNA 


NM 022740 


Homo sapiens homeodomain interacting protein kinase 2 (HLPK2), mRNA 


NM 002005 


Homo saoiens feline sarcoma oncogene fFES^ mRNA 

JLJLVXXXV LjupiVllU X.VXXXXV OtXX VVJlllU Ullvv^Vlly y^X X_/L_J J y llJXVi, li X 


NM 014757 


Homo sapiens mastermind-like 1 (Drosophila) (MAML1), mRNA 


NM (V>5136 

xNxVJ. VZ#J 1 JU 


Homo ^flnieTis ontif! atronliv ^ Tanto^omal renes^ivp with ohofpa and sna«?tip 
Daranleeia) fOPA3 > ) mRNA 

L-rL4'X ti-L'AV^i.U'y JL JL X«^/ 11LL VI > J. X 


NM_024505 


Homo sapiens NADPH oxidase, EF hand calcium-binding domain 5 (NOX5), 
mRNA 


NM_022362 


Homo sapiens MMS19-like (MET 18 homolog, S. cerevisiae) (MMS19L), 
mRNA 


NM 000256 


Homo sapiens myosin binding protein C, cardiac (MYBPC3), mRNA 


NM 000276 


Homo saoiens oculocerebrorenal svndrome of Lowe ( OCRL # transcrint variant 
a, mRNA 


NM_001587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b, mRNA 


NM 001407 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA 
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NM 001408 


Homo s aniens cadherin FCtF T,ACt seven -n ass G-tvne vecentcxr 9 ( fl nmin an 

i.XV/XXJLU OUUlwllu VUU1XV1 Ulj J — 1 V — J X .1 jji 1\J Ov V Vll UCIOO >■ — » LYL/V/ X WW 1/ LVJX £s I X ACXX1 XXXXfc-j w 

homolog, Drosophila) (CELSR2), mRNA 


NM_005735 


Homo saniens ARP1 actin-related nrotein 1 homoloff B centractin beta fveast'l 
(ACTR1B), mRNA 


NM_0 12254 


Homo sapiens very long-chain acyl-CoA synthetase homolog 2 (VLCS-H2), 
mRNA 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mRNA 


NM 016596 


Homo saniens histone deacetvlase 7 A (TTDACTA^ transcrint variant 9 mPT\FA 


NM 015401 


Homo saniens histone deacetvlase 7A fHDACTA^ transcrint variant 1 rrTRTSTA 

xxv/iuu uujjiuiiLJ xxxuiuxxv vivu vv itjr xuo v /XX ^llX-'Xkv/ ' xXyj IX UXIOVX VuxlCUlL X , lllXVlixi, 


NM_004082 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 
transcript variant 1 , mRNA 


NM_023019 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 
transcript variant 2, mRNA 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 


NM 023001 


Homo saniens retinoblastoma bindincr nrntein 1 fTxT^RPI^ trsm crM*mt ■variant 'X 

xxwxiiu ocxxyxw-xxo x w- lxxxvj L/itxo UVJXX1CL LJxx.HJ.xxxg JL*J. u Lv>xlx x ^ ix i j i i r i LL dlxov/1 xjJ I VctildxlL J, 

mRNA 


NM_023000 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 2, 
mRNA 


NM_002892 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 1, 
mRNA 


NM 024408 


Homo sapiens Notch homolog 2 (Drosophila) (NOTCH2), mRNA 


NM 012311 


Homo saniens TCTN antigenic, determinant of rep A nrotein bomolocr ^mnncpi 

xxvxxxu ocxljxw-xxo Xvll > , cxxxi.xgw'XXlo UvLUX xxxxxxcxxx L VJx. ItvA jJlUlA^xil llUAJLJAJlUt£ I IxlLJlxoC 1 

(KIN) mRNA 


NM_021938 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUNOL5), 
mRNA 


NM_020180 


Homo sapiens bruno-like 4, RNA binding protein (Drosophila) (BRUNOL4), 
mRNA 


NM 005868 


Homo sapiens BET1 homolog (S. cerevisiae) (BET1), mRNA 


NM 002467 


TTomo saniens v-mvr, mvpl npvtnmaf n<n* q viral nnpncrpnp bomolocr fa~\natt\ nV/TVT"^ 
xxuxxxu ocxjjxoixo v my\j xxxy LUiiiatuaio viiai UlxV/UgC'IlC/ llwllUJlvJg ycLvl&LL) IJ.VZ I 1, 

mRNA 


NMJ322817 


Homo saniens neriod homoloe: 2 fiDrosonhila^i fPRR2 > ) transcrint variant 1 
mRNA 


NM_003894 


Homo saniens neriod homoloe 2 fDrosonhila") fPER2^ transcrint variant 2 
mRNA 


NM_006660 


Homo sapiens ClpX caseinolytic protease X homolog (E. coli) (CLPX), mRNA 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA 


NM 004234 


Homo sapiens zinc finger protein 93 homolog (mouse) (ZFP93), mRNA 


NM 005870 


Homo sapiens sin3 -associated polypeptide, 18kD (SAP1 8), mRNA 


NM 003350 


Homo sapiens ubiqui tin-conjugating enzyme E2 variant 2 (UBE2V2), mRNA 


NM 022476 


Homo sapiens fused toes homolog (mouse) (FTS), mRNA 


NM_022444 


Homo saniens solute carrier familv 13 (sodium/siilfate svmnorters^ member 1 

wax j.v utvjjivnu uuiulv wtxxxxwx xuxxxxxj' x wV ^ov/vxxixxxj/ uixxxu.lL/ J Jr ««■ »3 J , XllvlllL/wl X 

(SLC13A1), mRNA 


NM 018127 i 


Homo saniens elaC homoloe" 2 fF, coli^ TFT AC 1 ?^ rnRNA 

xxv/xxxv uuu>xvxxij cxv — / xxvxxXVXvg ^— > J .' « L1.J \* 't\ V * <■ y, XXJJLV-L lXx 


NM 014317 


Homo saniens tran s -nr en vl transferase ^TPT^ mT^TsTA 

XXVXXXV/ OUL/XVXXO xxwxxo |JX V^XXJf 1 LI UlXOlV^l Clu V y x X x y, XXxxVL^xx 


NM 022173 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 

transerint variant 0 mT?7\F A 


NM_022037 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 
transcript variant 1, mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM 021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
2, mRNA 


NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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1, mRNA 


NM oii^ns 


TJA-mn cfltiipn q (^TVP-rn£innoQp n^/rnnTinQrVhrvrvl aqp A ( (^tA/TPT* A ^ ttiT?7\T A 

XTAJlllvJ odLJlt'llo VJX-AL llidlllHJoC< \Jy I WJpiUJOjJllUl J IdOt/ XTL ^VJIVAJL A A J j lliiVlNXX 


NM_021267 


Homo sapiens LAG1 longevity assurance homolog 1 (S. cerevisiae) (LASS1), 


"Mivr oosri 1 


XIOIXXO odLJXCXXb glUW IXX U.X11CI CXXlXdlXOIX IdL>UJI 1 1 ^VJ-L/X 1 1 1J, IILTvl > xx 


"MM 00SQ71 


X1UXIXU odLJXCXXo J/yv X xJ U.UXIXdXIX-VvUXXldXIXIXXg XOXX IXdXXoLJOI L XCgUldlOI -) ^-T-ZV X X-/.J ^J, 

transcript variant 1, niRNA 


MM 091010 


XHJXXIU odlJlCXlo rAIU U-UXIIdXIX-L/UXlLdllXIXIg ILJI1 IXdXIojJOI L XCgUldlAJl _> ^rAIJJJJj 

transcript variant 2 5 ixxRNA 


NM 099096 


TTomo QnnjipnQ anlrvrin rpnpflt HnmfliTi S f A^KTPv T^'D'S i mT?~NTA 

11UH1U odpi^llo CU.lIVjr 1111 lvpt/ul V-iwlildlll +j y/VL >J _LS-_L\ 1 ■/ w/ y , 111XV1 >.fi. 


NM 022073 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


>JA/T 099047 
lNlvx_UZZU' : t / 


xiomo sapiens QixierenQaiiy expresseu m x^xJv_^Jr o nomoiog ^mouse^ {Ljuroj, 
mRNA 


XTA/T 09177S 
1N1V1 UZ 1 / / o 


xiomo sapiens a aisimegrin ana mexaiioprotemase domain zo ^i^vjL^/^JVizo^, 

"H*cin cr*T*int "t7'aTi5in+ 9 ml? "NT A 

LI dllowi 1JJ L V dl IdllL jL^ IIIXvINxTl 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 

tl dllo^l 1L7L VCtlKXllL J 5 1 1 iiv_L > JT\- 


NM_000152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
tvne TTi TOAA i ml^NA 


wm oo?qio 


XXU111\_I oClL^lt/llO lv/11111 L/llUJ-illg LJlULt/111 ^IMjIXIJI J y 11-L1.VJL > jCV 


NM_0 12072 


Homo sapiens complement component 1, q subcomponent, receptor 1 (C1QR1), 
mRNA 


1 N 1V1__U U U D J 


xiomo sapiens jrivioi posurieioiiC/ segregation increaseo. 1 ^o. cerevisiae^ ^Jrivioi 

IliXvl > jtV 


xnvr oo^a^i 


xiuiiiL) sdpiens enigind ^jL/Hvi uomdin proLcm^ ^xjiNxvjrivi/TL^, iriivi n ja. 


xnvr 091Q7S 


X-Ty-v-i-vi ooi^ionc 1 17 vaI I'A'fi r»n 1 a An n A^f n a1 1 aci o t ti rn I AnrrvfTPTiA T^/^"m/~\l r\rv A mini oor 

xiomo sapiens v-rei reiicuioenuoLnenosis virai oncogene nomoiog /\, nuciear 

'ffiffYvr of Vnnna licrlrt" nolArnF^nf i Hp crf^n p pn q n pt in T^_r*F'1 1 q ^ nn^^ ^ a an^i 

IClv UVJJL IJ1 JVCljJLJCi llgii.1 LJ^Jlj' LJCJJ tlU-t? gWllC C^JLlllCll IV^CJL 111 1/ VvlJlu J 5 LJVJw' ^O-VlClliy 

CRELA ) mRNA 


NM 021958 


Homo sapiens H2.0-like homeo box 1 (Drosophila) (HLX1), mRNA 


NM 004139 


Homo saniens linonolvsaccharide bindiner nrotein TLBP i itlRNA 


NM 005442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES), mRNA 


NM 0041 87 


TTnmo Qanipn*? SIttip.x linmnlocr phroTnnc.ntnp rtnon<jpi ^SUVfr^^r i mRl\T A 

llUlllv odLJl^llO Olll^V lUg,j ^ V C-l-ll ^lllVJOV-Flll^/ ^tllUUOV^ J ^OlYlV^yV J) IAULVINzTl 


NM 003170 


T-Tottio ^flniPtT? ^ntTnTP^^nT* nf Tv (\ Tiomolocr {$% nPTPvi^iiap) (Fs\ rPTY^T-T i Tnl?7\rA 

j- x x i xxj ociux^nij ouijjuj. voljui yj x. x. y \j xx\j x.x.xxj \.kj^^ i u . uvi \s v j.oictv' / i vjui ivjn^ iijxvi>ixtl 


NM 003062 


Homo sapiens slit homolog 3 (Drosophila) (SLIT3), mRNA 


T\TM 00^068 


T— Tomo compile cnic nomoloor 7itt c "Fin cr<=»T* mwff^m i r*hi r* IVf^n i i^IT TTl^ri m T? T\T A 

X JLVJlllw odlJlCliCJ olU-g ll*JHHJlUg 5 ZjIIIU J.lllgC'l LJ1UUC/111 ^L>111L/J\.CI1^ ^ulvU ^, IllXViN^X 


NM_021824 


Homo sapiens NLF3 NGG1 interacting factor 3 -like 1 (S. pombe) (MF3L1), 

IIJXVIN/^ 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


MM 004 1 96 


1 11J111L> odpiCIlb C'yOllIl-U.CpCXlU.CXll XvXIXdo C - XXXvC X ^v_^X_-'V_xZ,-XCXdlCU. XvXXXdbC^ ^V_^XvXV1j X ^ ? 

mRNA 

llllvJL N ri 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 
mRNA 


NM_002356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS), 

mRNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


lNiVl U m-D oo 


Homo sapiens visual system homeobox 1 homolog, CHXIO-like (zebrafish) 
fVSXl , mRNA 


NM_003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1), 
mRNA 


NM_004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamine, 
transaminase K, kyneurenine aminotransferase) (CCBL1), mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PELI1), mRNA 
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NM 018411 


Homo sapiens hairless homolog (mouse) (HR), mRNA 


inivi v i*+joy 


xiuiiil) sapiens zinc linger pruiem yD numuiug ^iiujuooy ^z_^x i^j iiixvin/a. 


NM_012458 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 
^yeast ) \ i liviivi i j jts j, nuviN a 


INIVI UUUO/Z 


xiomo sapiens aiconoi uenyorogenase o ^ciass v j ^/ajl/xto j, n ixvtn /\ 


IN IV1_UU .3 OU 3 


xiomo sapiens /\rg//\Di-interacimg protein i\rgx5Jrz ys\ssxjxDirj,j 9 transcript variant 

1 rnPNA 


"KTA/T 09 1 OAQ 
1N1V1__UZ 1UD7 


XxUIilU bapiCHo rug/ r^.Dl-111 LCI dC Ling pro LC1I1 xAXgJjJTZ ^rVJ\VJDr ZJ, ULdlloCiipi VdXldlll 

9 mRNA 


"Kfivf 004QS0 

XN1VX WW^+Jy^J \J 


TTnmA cQflipnc rlFmrici+sin Qii1"fbf*p v\r r\tf*r\cr\'\.7r*txvi ^ f T^) QPr~r'^ ^ mPTVJA 

XXVJ111W odLJlCXio lXCillldld±l oU.IJ.CtLC piVJLCVJ^lji'V^Clll J ^JL-/LJX VJJ llJJLViNXJk 


NM_004701 


Homo sapiens cyclin B2 (CCNB2), mRNA 


XTA/f 09 1 1 OO 
INIVI UZ 11UU 


O.ULQO Sapienb INJToI niLlOgCIl llAaLlUIl 1 l^O. C/CICVlalaC^ ^INJTOl ^ ? IIlIviNrV 


NM 021255 


Homo sapiens pellino homolog 2 (Drosophila) (PELI2), mRNA 


ATM" 09 1 1 1 *\ 
INIVI UZ I 1 I J 


nomo sapiens seizure reiaxea o nomoiog ^mousej-iiKe ^oxj/ZjOI^ j, miviN/\ 


NM 004756 


Homo sapiens numb homolog (Drosophila)-like (NUMBL), mRNA 


JNJVl_UU4DyU 


Homo sapiens LATS, large tumor suppressor, homolog 1 (Drosophila) (LATS1), 

mrvLN J\ 


INIVI VJUUH-O I 


XIUIIIO odpiCUo LliyrUlCl IXUnilUIlC ICwCpLUI, UCLd ^ClyLIU 01x10.0110 ICUJvCIIlla Vllal ^v- 

prh.Q ) ntipnorf-np nnmnlno - 9 <3 cm i iPl— T« 1 hik Xl A 
Cl U a y vlllC^JgCllC 11UI1JLUJLU Z» 5 dv IcULJ ^XAXJXJJ^, 11JJ_V1>^v 


ATA/f 091078 

1N1VJL UZ 1U / O 


XlUlllU bdpiCIlo VJv^l > J gCUCIdl COllliLll Ul dllllllU-dOlU. oyilLIlColo J-lllvC ^ycdt>L^ 

fGCN'ST T\ mRNA 


NM 009877 


TTnmn <3anipn«3 "R ADS 1 Jilrp 1 nprpvi^iae 1 fRADSIT 1 i mRNA 

X-LU111U ftdpiCllo Xvf\X/J l—lliVC 1 CC1 C VlQlaC / yXVtVJL-'.X 1 Ju 1 / 5 XLUVl^Xi. 


NM 001552 


Homo sapiens insulin-like growth factor binding protein 4 (IGFBP4), mRNA 


INIVI UUZH-O / 


xxoino sapicnb iiccumii nuiiiuiug ^iiiouocj i^inxjin ) 7 iiixsjlnz^ 


NM 012425 


Homo sapiens Ras suppressor protein 1 (RSU1), mRNA 


TMA/T 00^£1 52 
INIVI UUjOIo 


xiomo sapiens ueixa-iiKe i ^urosopniiaj ^x-/x_/JLri mxviN/\ 


NM 021038 


Homo sapiens muscleblind-like (Drosophila) (MBNL), mRNA 


JNJVl__U14zoo 


Homo sapiens microtubule-associated protein, RP/EB family, member 2 

(\A APT?1h9^ mPTsTA 
yWiJ\± Xs^tLZ J, niKIN/Y 


TsJA/T 090^^9 
INIVI UZUOOZ 


xiomo sapiens ivixvoZ-iiKe, magnesium nomeosiasis iacior ^o. cerevisiae^ 
(MRS2L), mRNA 


TsJA/f 090£/lQ 
IN IVl_UZUO^fy 


xiomo sapiens cnromouox nomoiog o {jrc ciass nomoiog, urosopnna^ ^L/DAo ^, 

mT?XTA 
IIllvl > jT\. 


"MA/f 01 RAIft 
IN IV1 UIo^+jD 


XxUIIlU bdpiCIlo dildllLUlL'doe \f\ 1 >l^l^> ^, IIlXNJ.Nx\ 


NM_020528 


Homo sapiens poly(rC) binding protein 3 (PCBP3), mRNA 


"TSJA/T niA97£ 
1N1V1_U I *+Z / O 


xiomo sapiens recomummg Dinaing proiem suppressor 01 ndiness ^urosopnna^- 
iiivc ^xvDrouriL/j, nixviN^v 




Unmn Qanipnc: TivrmtViptiral r»rn+pin PP1 -^17F9^ (1 OPSfil R1 » mP7\TA 

XXIX11HJ odlJlCllo ll^ypVJLllCLlL'dl piUlClll XVX 1 ~J 1 / XZijLiD \\-i\~JV-s+J\J 1 O 1 J) HUVlNiV 


NM 020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFL1), mRNA 


IN IV1_U V Z> 1 *¥\ 


xiomo sapiens anaane nomoiog, UDiquiiin-conjugating enzyme Jtsz Dinamg 
proiem, i ^j_>Tusupmidj ^/\jkjlxii^, mjt\JLN/\ 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA 


INIVI UUZOOO 


xiomo sapiens peanui-iiKe i ^urosopmiaj ^iriNuiJ_vij, iixxvin/\ 


lNlVI_U iDD o4 


xiomo sapiens x^/\lx i longevity assurance nomoiog z ^o. cerevisiaej (ju/YooZj, 
mRNA 


INIVI UZUZoU 


xiomo sapiens peter pan nomoiog ^urosopmiaj ^cjt/\in j, iiixvin/\ 


isnvr 0901 S9 


Rnmn cpr\i pti ^ IranQmpmlirflnp ■nroctnt r nnrlrn crpn inrliinpfl RlSJA /"nrAytT7P A 

XX^Jlllv^ OCIJ-'JIC'IIO LJ.CU.loHlClliL/ldllC, jJllJolCllC CtllLU \Jg^sll XXX^-lUiC'C'VJ. IVlNrV ^ X IyLILjX T\JLj2 

mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNBIP1), mRNA 


NM_000399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens SI 00 calcium binding protein A9 (calgranulin B) (S100A9), 
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mRNA 


NM_002964 


Homo sapiens SI 00 calcium binding protein A8 (calgranulin A) (S100A8) 
mRNA 


NM 002963 


Homo sapiens SI 00 calcium binding protein A7 (psoriasin 1) (S100A7), mRNA 


KM 014624 


Homo sapiens SI 00 calcium binding protein A6 (calcyclin) (S100A6), mRNA 


NM_019554 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculin, 
metastasin, murine placental homolog) (S100A4), transcript variant 2, mRNA 


NM_002961 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculin, 
metastasin, murine placental homolog) (S100A4), transcript variant 1. mRNA 


NM 005978 


Homo sapiens SI 00 calcium binding protein A2 (S100A2), mRNA 


NM 002537 


Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2), mRNA 


NM_019854 


Homo sapiens HMT1 hnRNP methyl transferase-like 3 (S. cerevisiae) 
(HRMT1L3), mRNA 


NM_019619 


Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3) 
mRNA 


NM_0 17454 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant Tl, mRNA 


NM_017453 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T3, mRNA 


NMJ) 17452 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T2, mRNA 


NM 003785 


Homo sapiens G antigen, family B, 1 (prostate associated) (GAGEB1), mRNA 


NM_0 15044 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 2 (GGA2), mRNA 


NM_013365 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 1 (GGA1), mRNA 


NM_004781 


Homo sapiens vesicle-associated membrane protein 3 (cellubrevin) (VAMPS) 
mRNA 


NM_0 18685 


Homo sapiens anillin, actin binding protein (scraps homolog, Drosophila) 
(ANLN), mRNA 


NM 017927 


Homo sapiens mitofusin 1 (MFN1), transcript variant 2, mRNA 


NM 018387 


Homo sapiens spermatid perinuclear RNA binding protein (STRBP), mRNA 


NM 018378 


Homo sapiens F-box and leucine-rich repeat protein 8 (FBXLS), mRNA 


NM_018158 


Homo sapiens solute carrier family 4 (anion exchanger), member 1, adaptor 
protein (SLC4A1AP), mRNA 


NM 018032 


Homo sapiens LUC7-like (S. cerevisiae) (LUC7L), mRNA 


NM 017575 


Homo sapiens chromosome 17 open reading frame 31 (C17orf31), mRNA 


NM 018696 


Homo sapiens elaC homolog 1 (E. coli) (ELAC1), mRNA 


NM 005781 


Homo sapiens activated p21cdc42Hs kinase (ACK1), mRNA 


NM 016831 


Homo sapiens period homolog 3 (Drosophila) (PER3), mRNA 


NM_003387 


Homo sapiens Wiskott-Aldrich syndrome protein interacting protein (WASPIP), 
mRNA 


NM 005993 


Homo sapiens tubulin-specific chaperone d (TBCD), mRNA 


NM 003014 


Homo sapiens secreted frizzled-related protein 4 (SFRP4), mRNA 


NM 006744 


Homo sapiens retinol binding protein 4, plasma (RBP4), mRNA 


NM_002899 


Homo sapiens retinol binding protein 1, cellular (RBP1), mRNA 


NM_005524 


Homo sapiens hairy homolog (Drosophila) (HRY), mRNA 


NM_005206 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant I, mRNA 


NM_0 16823 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant II, mRNA 


NM 016948 


Homo sapiens par-6 partitioning defective 6 homolog alpha (C. elegans) 
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fPARDeA^ mRNA 


NM 017420 


Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SIX4), mRNA 


NM 016932 


Homo saniens ^inp omili^i hnmpoho'x homolop" 2 fDrosonTiilfA fSn~5C9^ mRNA 


NM 017415 


Homo sapiens kelch-like 3 (Drosophila) (KLHL3), mRNA 


"NfM 017412 


TToTnn QanipnQ fr'i'z'zl pH Vi nmol ncr ^ fT}ro<30TYhi1pA f"P!7 r D'^ m"RTxTA 


NM 003400 


Homo sapiens exportin 1 (CRM1 homolog, yeast) (XPOl), mRNA 


XNXYA UUiiOO/ 


TTotyio ccmif^Tic Yf^tinnln cir^iH rp r» pntnr ct^ /in r\ f^r (tn r 7c\irr\te*-r\f* inrln^pH^ 9 

fRARRTWl mRNA 

^XV^vJLVXVX^ L3 jLi 1, JUL JUL VJ- > A 


NMJ)06064 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBs, 
mRNA 


NM_016656 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGB1, 


NM 003857 


Homo sapiens galanin receptor 2 (GALR2), mRNA 


xNxVx VJIOOJJ 


XIUIIIU odpiCIlo VXrY UlxlU-lTlg prULClII trdlibOxiptiUri IdCtOr, DCLd. bU.DU.nil Z \fr / KxJ) 

(GABPB2), transcript variant gamma, mRNA 


T\TM 00904.1 


-ClUIllU odpiCIlfc* VXrY L/1I1L11I1^ piULClXI LXall&C'X lpixUIi XdClOl, DC Id oLiDLUllL Z. y-r / L\XJ J 
^VJrUJl XJjLiJ) It dlloOllL^U VdlldllL gdllliild, llXXvlNxiw 




TTfvmn c^inif^nc (^tA ninHino T\T , r\tF'in frfm cr*r"iT»1'i nn *F5ir»1"r%t" V\<=»i"ci cnl^iinit 1 ( l *\'WrW\ 

XXWX11VJ oaXJlv^llo VJ/\ CFUXU-lilg jJX^JLV/Xll tXClXloVvXlLJLl\Jll XCL^LVJlj UC LCl oLXUUlllL X \jJ DlsJlJj 

fGABPBH transcrmt variant beta mRNA 


NM 005254 


Hnmn < ?anipTi , 5 OA HinrliTiO' tirotpin trpm^p/rirvhfYn fantoT" Hpfa Qiil^nnit 1 f^^VD^ 

11U111U OCILJIV^XIO vJii. L/lllVJ-lllJi UIUIV^IH LJL CHlov/JL 1 L/ Li Ull lu v IU1 j Ut-LCX OULL/UilllL X t^^JXSJU// 

(GABPB1), transcript variant beta, mRNA 


NM 015843 


TTomo ^anipn^ T TA/T Homain nnlv 7 fT lVr07^ ft* cipTint vat*iaTTt* ^ mTJ^KTA 

XXwJLlXV^ Otl^Jl\w/llC5 J 1 1 1 VX IXWlIXuXll Ulll^Y / yX_/XVXW / y, LI Clllo v/JL L VCX1JLC111L J, 1 1 IX Vx N iT. 


NM 015842 


Homo sapiens LTM domain only 7 (LM07), transcript variant 2, mRNA 


X^JLYX V/V/Z/^<Z/0 


XXkJlllW £>ctpiCli£> V-J LXI1 octXL/iJlilcl Vii Ub 1 / UXlUU^CXlC XXUIIlvJlLrg yci\ LCLILJ ^JU1>I J 9 IIJLXViN 1A. 


NM 01617R 

X N XYX uiVJi, / O 


TTnnin Qanipn q nm i f Vi m Hff^TT^OY^/l^c^ ti Tv/m ^ A 7^"\ mT?7sJA 

XXUX1XU oapivllo U11I1L11111C vXCL/dl UVJ^V^y IClov; &LL\,lZjy 1JL1C J l w/iZjJ i 5 1 1 1 IX 1 \ /A. 


NM_016538 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 7 (S. 

pprpvi«5iap^ fSn~RT7"i m"RNA 


NM_016539 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 6 (S. 

wCl C/ V loldt^y l^OXXVXVJy, lllXVi > X3l 


NM 016316 

XN1VX UlUJIU 


Romo <5flTvipn<3 "RT<V1 -lilrp Twacit^ TPT?V1 T ^ mPlSTA 


NM_016138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 
mTJNA 


1N1VJL \J 1 UJOJ 


XlUlilU odpiCIlo pdldLC, lUXlg dllCL Ildddl CpiLIlCllLlIIl OdrOlIlVJlIld clbbOCldLcU ^rlyUlNUJ, 

mRNA 


NM_015886 


Homo sapiens protease inhibitor 15 (PI 15), mRNA 


"NTM 01 6067 


-tl*JXXHJ od|J±CXJ.o llllLiJv^llUllLXlldl X IUL»i>LIIIldl pUJLClIl OlOV^ ^iVllvXiJlOVyJj IlUViCdr gCIlC 

pncodino" mitopTiondrifil nrofpin mRNA 


NM 015946 


Homo saniens nelota bom ol off rDro^onbila^ rPKT mRNA 

J.1V111V OUpivllu jJvIU LCI llVjflllWlv/g \J-yL\JO\J^JiXX±C*'J \^X J_/J J , xlXXVX>-£i- 


NM 016397 


Homo saniens TH1 -like (Drosonhila^ fTHI T ^ mRNA 


NM_016587 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 
rCBX3^ mRNA 


NM 016347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 


NM 01 5797 

JLNJ.VJL \Jl+J/Z,f 


xxuiiiu ijdpiciifc) Ldcnyiviiiiii reL-epior x ^ i /w^ivi udnsoopL variant snort, ruxviN/\ 


NM 001 OSS 


XXUllHJ £>dpiCJLlb LdL/iiyJvlIiiIl ICCCpiUX X ^x/tl^xvI^, UdlloL/IipL Vdridllt lOTlg, IiJxvlN/\. 


NM_004052 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3 (BN1P3), 

miplpflT crF»ri r Rnoorlin <y mitn r^lir^nH 1*1 ol nrntpin m TsJ A 
llUUltaJ. gt-llC CIlUVJLllUg JLlXllUlvIlUIlU.lldl piOtClli, lliXViN^V 


NM_0 14820 


Homo sapiens translocase of outer mitochondrial membrane 70 homolog A 
(yeast) (TOMM70A), mRNA 


NM_014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSY1), mRNA 


NM_0 14707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-51-like kinase 2 (C. elegans) (ULK2), mRNA 
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NM 014874 


Homo sapiens mitofusin 2 (MFN2), mRNA 


NM 014071 


Homo sapiens nuclear receptor coactivator 6 (NCOA6), mRNA 


NM 015700 


Homo sapiens HIRA interacting protein 5 (HIRJDP5), mRNA 


NM 015685 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


NM 014263 


Homo sapiens YMEl-like 1 (S. cerevisiae) (YME1L1), mRNA 


NM 014297 


Homo s aniens nrotein exnressed in fhvroid fYFI ^TT19^ rnRNA 


NM_014393 


Homo sapiens staufen, RNA binding protein, homolog 2 (Drosophila) (STAU2), 
mRNA 


KM 014403 


Homo sanipn^i ^ialvltrari^fpracip 7T^ ^r?i1nlia-7sJ-5ir , F i fA/lnf a nr5iTni-nA7'1 1 'X K^fo 

galactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) (SIAT7D), 
mRNA 


NM 014465 


Homo saniens sulfotransfera<?p familv rvtnQnlir \XK mpm^pr 1 fQTTT T1 "R1 \ 

iiuuiu ciupiviio ouxxuu aiioiv^i uov icilllll^y, Ojr LUoUJlIV', J- _!_> , illClllUCi 1 ^OUL J. 1X3 1 /, 

mRNA 


NM 014485 


Homo sapiens prostaglandin D2 synthase, hematopoietic (PGDS), mRNA 


NMJ)14303 


Homo sapiens pescadillo homolog 1 , containing BRCT domain (zebrafish) 
(PES 1), mRNA 


NM 014253 


Homo sapiens odz, odd Oz/ten-m homolog 1 (Drosophila) (ODZ1), mRNA 


NM 014429 


Homo sapiens microrchidia homolog (mouse) (MORC), mRNA 


NM 006439 


Homo sapiens mab-2 1 -like 2 (C. elegans) (MAB21L2), mRNA 


NM 015322 


Homo sapiens fern- 1 homolog b (C. elegans) (FEM1B), mRNA 


NM 014591 


Homo sapiens Kv channel interacting nrotein 2 fFCr v NTP'? > i mRTsTA 


NM_004449 


Homo sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 
mRNA 


NM 014420 


Homo sapiens dickkonf homoloe 4 (Xenonus laevis^i fDKK^ mRNA 


NM 014421 


Homo sapiens dickkopf homolog 2 (Xenopus laevis) (DKK2), mRNA 


NM 014325 


Homo saniens coronin actin binding nrotein 1 C (TYTROI m"RN"A 

w * 1AV/ uu|/iviiu vviv/iiuij uvilll lllvllll^ Jr vLvXllj JL \^ y V/vyXvW X. V_^y^ 1 1 1 l \ 1 / V 


1SIM_014246 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 1 (flamingo 
homolos Drosonhila^ (CELSRn mRNA 

iiv/iiivivgj jsi. UDuyilllu J ^V/l j l /LJJLVJL y, 11JXV1 >i 3k. 


NM 014391 


Homo sapiens cardiac ankyrin repeat protein (CARP), mRNA 


NM 014336 


TTomo SfiniPTm arvl hvrlrnoarbnTi rppp-ntrvr in tyrant-mo- rxmtf*i-n 1iV<=> 1 / ATPT 1^ 
oa jy xv^xxo aiyi ny cxi vjv^cii uvjii it/OwjJiAji UltdclULllI^ JJiUlClll llJvC 1 \*~^ in / 1 J 5 

mRNA 


NM J) 14265 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
trans crint variant 1 mT£NA 


NM_0 14237 


Homo sapiens a disintegrin and metalloproteinase domain 18 (ADAM 18), 
mRNA 


NM 005032 


Homo sapiens plastin 3 (T isoform) (PLS3), mRNA 


NM 013980 


Homo saniens BOL2/aden ovinia T? 1 "R 1 QVD interapfincr r»rotein 1 rRXITP 1 ^ 

AAWJLXlVf OCXj^X^/XXO J_J» V^JL_/^r/ CXVH/11U V 11 LtO 1 _L> 1 V 1\ 1 J III LCl <X\J Llllg, ^Jl U LC111 1 \^ J_>1 > 1 1 1 lj 

transcript variant BNIP 1 -c, mRNA 


NM_0 13979 


Homo sapiens BCL2/adeno virus E1B 19kD interacting protein 1 (BNIP1), 
transcrint variant BNIP 1 -b mRNA 


NM_013978 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcrir>t variant BNTP 1 -a rrVRTSTA 

LlUllOvllLyi/ V C4.JL 1U11 L- _J_-/ X- ^ 1 1. JL CX, III IX 1 ^ /T\ 


NM 004178 


Homo saniens TAR (HTVl TCTSTA hinHincr irrntpin 9 ^TATJRP?^ mT?>JA 
xxvjiiiw oajyit-iio j.x^_lv ^111 v J Xvl>xV. Ullllllllg piULClll Z. ^ XiTJLVDjirZrJ, IljLLviN/\ 


NM 005915 


Homo sanipns lVTC^lvTfS rniniWirnmnQnnif mnintprifmpp rlpfipipnt fA/TTQ^ 

jixwxxiw ocx^/xwiio j.vj.v_-'-lvx\_/ illllll^/llUJlllVJauillC lllttlllldldllL/C/ UlCllOlC'ljlL \J 41V110J 

homoloe. S. nombe) (S. cerevisiae^ TMCM6^ mRNA 


NMJ)02576 


Homo sapiens p21/Cdc42/Racl -activated kinase 1 (STE20 homolog, yeast) 
(PAK1), mRNA 


NM_012091 


Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA 


NM 005358 


Homo sapiens LIM domain only 7 (LM07), mRNA 


NM 013451 


Homo sapiens fer-l-like 3, myoferlin (C. elegans) (FER1L3), mRNA 


NM_006113 


Homo sapiens vav 3 oncogene (VAV3), mRNA 


NM 003869 


Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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1NIVL UUj /Zl 


xiomo sapiens /\x\jrj actin-reiateci protein j nomuiog ^yeabi^ ^/-vv_. i ivo j 7 miviN/\. 


NM_003325 


Homo sapiens HIR histone cell cycle regulation defective homolog A (S. 
cerevisiaej ^Jniiv/\j, niiviN i\ 


NM 012242 


Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA 


iNivi uiz^-zy 


xiomo sapiens oj^v^i^f- iiKe z ^o. cerevisiaej ^oIj/L^ i^-uzj, mtviN/v 


NM. 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


in iv±_u u d u oy 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 

olIVlZ, mxsJN/\ 


1NJVL_UU:0 oo 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 

QTA/T9c nVPXTA 

oiivizs, iriiviN/\ 


IN 1V1__U UZ OlU 


riomo sapiens pyruvate uenyarogenase Kinase, isoenzyme i ^jtju'jv i j, nuciear 
gene encoding mitochondrial protein, mRNA 


INIyI Ul JJ /*+ 


xiomo sapiens programmeo. oen ueatn o interacting protein ^rUL-uoir ), hixvln/y 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


iNivi uuzyoo 


Homo sapiens sal -like 1 (Drosophila) (SALL1), mRNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


jnjvi_uuo / jy 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


"XTA ft A 1 O A /Zf\ 

JNM__0 12460 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(TIMM9), mRNA 


XTA ft f\10/1C'7 

IN M_U 12437 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog A 
(yeast) (TIMM 1 3 A), mRNA 


XTA ft nn/ic/c 
JNJVL_Uiz4j)D 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog (yeast) 
(TIMM 10), mRNA 


TvTA ft AlO/l^n 

JNJVL_U1Z4jU 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 4 

^ol^^ 1 dJ\H ), mKIN/\ 


NM_0 12444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 
cerevisiaej ^o.ri^i 1 ), mrviN/v 


NM_0 12240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae j ^ojlki^j, mKiN/\ 


XTA ft 

INIVI UlZJo/ 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NM_012381 


Homo sapiens origin recognition complex, subunit 3-like (yeast) (ORC3L), 

niKJN/\ 


XTA/T 0.1 999^ 
1N1V1_U 1 ZZZD 


Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NTJBP2), 

ml? XT A 


XnV/f 019999 
INIVI U 1 Z*Z*Z*jL 


xiomo sapiens muii nomoiog yii>. con^ ^iviui irij, m±vLN/\ 


XTA/f fl 1 997Q 
1N1V1__U 1 ZZ / y 


riomo sapiens aouDie-siranaeQ xvln a-diii am g zinc linger protein ji\a> \ 

mT?XT a 

IIlXvIN^V 


INIVI 


riomo sapiens nepatitis r\ virus ceiiuiar receptor i ^xi/\v^rv-i miviN-rv 


NM 012205 


Homo sapiens 3 -hydroxy anthranilate 3,4-dioxygenase (HAAO), mRNA 


XTA/T 0191QS 
INIVI UlZli/o 


Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA 


NM 012193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


XTA ft HI 9 1 Q9 


Homo sapiens fracture callus 1 homolog (rat) (FXC1), mRNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CRB1), mRNA 


XTA/T HI 9 1 OA 
JNiVl_U 1 Z I Z^t 


Homo sapiens cysteine and histidine-rich domain (CHORD) -containing, zinc 
Dinaing protein i mljivJ-^^ i j, miviN /\ 


NM 012118 


TTomn ^aTripn^ r~ i r^ 1 "R4 pafHon p.atabolifp tpnrp^^inn 4-1 iVf* ^Sl pprpviQiap^ 

(CCRN4L), mRNA 


NM_012117 


Homo sapiens chromobox homolog 5 (HP1 alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDG1), mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 


Homo sapiens peroxiredoxin 5 (PRDX5), mRNA 


JLNiVl UU^fDUO 


XlUIIlw bdpXCXXo XXCdl MXUL/XV lXdXXS>L/X XpiXUXX IcLKslKJL Z* ^XlOl -^/j IIJXVL^jTV 


IN IVl U U^^+Z D 


T-TAmn ocinipnc c\\ cTn=»"t7v=»11<=>/~1 rlcVi In fM-n r\ nr 'X ^"TYrricrvf'Vhil £i i f T) \/T ^ l mT?"\TA 
XlOXXlU odpXCXXo U-XoXlCVCIXCVJ., U-oll XXUXXXUXUg D ^J-^l \j&\J}JLLli<X ) \ ±->D 11U.V1 Nxx. 


NM 007374 


Homo sapiens sine oculis homeobox homolog 6 (Drosophila (SIX6), mRNA 


JN1V1 UU /DID 


xioixxo sapicxxb ouo-z suppressor 01 oxcax xxuxxioxog ^v_^. cxcgdxxo^ ^oxawv^z, /, ixxxvln/a. 


NM_002388 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 

r\/f f^A/TI^ ml? XT A 
(IVx^iVlO ) ? 1 1 JJLvl N /-V 


JNJVL UU4o/3 


xiomo sapiens JD^JLZ-associaiea atnanogene d (x5/\*jo ^, xxxjkjn/\. 


JNJYL_UU Id io 


xiomo sapiens agouti reiatea protein nomoiog ijmousej ^/voxnJlj, xxanscnpL 
variant z, mxvrN/\ 


1N1V1_UU0 o 1 y 


JnLOixio bapienb poxy^/^.^ Dixxuxiig piuLcxxx, njpxa&xxxic- *+ ^xxxu.uuxuic iuxixx^ 
(PABPC4), mRNA 


TSlA/f 00^7^7 
INIVX UUj / 0 / 


jnOIIlO isdpXCXXti ±\±Jx -XXUiJiSyXclLlL/Xl laL/ LUX -XXIVC / ^/IXVLj/ J} XXiXvi>jrV 


NM 002358 


Homo sapiens MAD2 mitotic arrest deficient-like 1 (yeast) (MAD2L1), mRNA 


JNJVL UU/Z04 


xiomo sapiens aQrenomeQumn receptor ^/vj^ivixv^, rnjviN/\ 


ata/t nnAQ7n 


riomo sapiens Gestrm v,acim uepoiymerizmg iactorj ^jjo i in j, mxvrN/\ i 


NM_005476 


Homo sapiens UDP-N-acetylglucosamine-2-epimerase/N-acetylmannosamine 
Kinase ^^iNii^, nixviN/\ 


JNJVL_UU / D\)y 


xiomo sapiens cuapnanous nomoiog z ^urosopniia; ^iJi/YJrxizj;, transcript variant 
l2C,mRNA 


JNJVL UUlo/o 


xiomo sapiens cenuiar retmoic acia Dinamg protein z ^xn^xJx^zj, nixviN/\ 


ATA/T f\f\f\A OQ 

JNJ\l_UUU4oy 


Homo sapiens alpha thalassemia/mental retardation syndrome X-linked (RAD54 
nomoiog, o. cerevisiae^ ^Aix\Aj, n iinj. > rv 


ATA/f 009^98 
IN IVL vUZJZo 


xiomo bapiexxo ixlxx cixcxuxxu.oxcd.c>c xxx-xxjvc x L/Uxx^ xxxx^x j, xxxx\j.nxtl 


NM_004085 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 

^ X XiVXlVXO^V^, XXU-OXCdX gCXXC CXXOULXXXXg XXXXLUL/XXUXXU.X XdX pXULCXXX, iiiXVl Nzx. 


NM 002310 


Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 


JNJVL 


xiomo sapiens acetyi-L^oenzyme /v tiansporter ^/v^/^iinj, mxviN/\ 


NM 002657 


Homo sapiens pleiomorphic adenoma gene-like 2 (PLAGL2), mRNA 


JNJVL_UUo /Z4 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 2, mRNA 


"ATA /T AAKOOO 

JNM_UUoooz 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2e, mRNA 


ATA/T AA^OOI 

JNJVL_UUoool 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2d, mRNA 


TxTA A~ AA/COQA 

JNJVL_UUoooU 


xiomo sapiens xviamz, transiormea did ceil aouDie minute z, poo Dinamg protein 
(mouse) (MDM2), transcript variant MDM2c, mRNA 


JNM_00o879 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mousej ^ivii/ivizj, transcript variant xViurviZD, mixTN/v 


NM_006878 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (jviuivxzj, transcript variant ivjjJiViza, miviN/\. 


ATA/T AA10A1 


Homo sapiens GP AA. IP anchor attachment protein 1 homolog (yeast) (GPAA1), 
mRNA 


"KTA/f AAQ 1 QQ 


xiomo sapiens tuounn-speciiic cnaperone e ^ i X3v_ xi ), itijvln/\ 


ATA/T ClClTlHf} 


xiomo sapiens mago-nasm nomoiog, proiiieration-dSbociatea (xjrosopniia j 
(MAGOH), mRNA 


IN 1VX UUOj H 1 


Romn cu^'niPTiQ A /T A T^) 9 mitfxtin nrrpct Hp k 'fipip"nt-1ll^*P ^ ^VP^Qtl ^ TV/T A T") 9 T 9^ TnT?"KTA 

XT-LilllVJ OdpiC-llo 1VJ_T»_L/Z» XXXXIUIXL' dXXCoL LlCXXC'lC'llL~lliVt' jZ* yys^ClOtJ \\y±r\XJjL\-i£tj) XlU\J.>-tV 


NM_006149 


Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
mRNA 


NM 003585 


Homo sapiens double C2-like domains, beta (DOC2B), mRNA 


NM_007129 


Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA 
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7STM 

X^XYX 


007979 

\J\J 1 1 Zs 


TTrvmn Qarvipnci TT9 email rniflpar riHnnnnlprvryrntftin auxiliary fantcvr ff^SkT)^ 

X XVJXIXvJ OCilJXwXXo KJ £j D1X1U.X1 XXUwXwdl 1 1 U WXXLXw±V-/W LJX VJ Lwi.J.X CI LX-A.XXXC1.X _y _l.CXw LU1 ^ W ^ XVX--' / 

(TJ2AF65 1 mRNA 


NM 


007194 


Homo saniens 01TFC2 checknoint homolo& fS nornbei fCHEIC2i mRNA 


NM 


007271 


Homo saniens serine/threonine kinase 38 fSTK38 j ixiRNA 


NM 


007232 


Homo sapiens histamine receptor H3 (HRH3), mRNA 


NM 

XNXVX 


007278 

\J\J f / O 


Homo cianipn 5 ? CrAT-lAf A i rpopirfor-a^nciiatftfi rvrotpin fGARAR AP^ mRNA 


NM 


007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZD10), mKNA 


xNiVX 


0079zl£ 

UU / ZH-O 


XlUIIllJ odpiCIlo JtvClwXx-xlxvC Z,, IVXdyVCIl ^X-/I UoUpilIld^ ^XVJ-^rxX^Z. J 7 IllIVLN^ 


NM 


001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


1N1V1_ 




jciomo sapiens Quai-speciiicrcy tyrosine-^ x ^-pnospnoryxaiion reguiaieQ. jonase z 
(DYRK2), transcript variant 2, mRNA 


XN1V1_ 


jJVdDod 


xiomo sapiens ouai-speciiiciLy xyrosme-^ x ^-pnospnoryiduon reguiaxeQ Kinase z 
(DYRK2), transcript variant 1, mRNA 


XNxVx_ 




xxoiTio sapiens auai-specixiciLy tyrosine-^ x ^-pnospnoryiation reguiaieQ Kinase i d 
(DYRK1B), transcript variant c, mRNA 


xnxV1_ 


oo^/ia^ 
\j\johod 


xiomo sapiens auai-spcciiiciLy tyrosine-^ x ^-pnospnoryiauon reguiaieQ Kinase i-t> 
(DYRK1B), transcript variant b 5 mRNA 


JNxVl_ 


no i ceo 


Homo sapiens corticotropin releasing hormone binding protein (CRHBP), 
mRNA 


"NTA/f 

XN1V1_ 




xiomo sapiens aponpoprotem jd ixiiviNr\. eomng enzyme, cataiyTic poiypepiiQe i 

^APORPr^ frflncr-n'tit variant 9 mPXTA 


1N1V1_ 


00 1 (\AA 
\J\J 1 ott 


XxOiiiu odpiciio dpuiipopujLciii xj iijxvxn^v CLiiLiiig cii/jyiiic, L/dLdiynL/ puiypcpiiLic 1 
(APOBEC1), transcript variant I, mRNA 


7\TM" 

INIVX_ 


oo^q^6 

vj\j\jy ju 


XXUIIHJ odpiCilo OXVXXJ> oUppiCooUI L/X IIJLIX LW*J D xlUIxJlUlUg X ^yCdoL^ ^OIVX X DZW JlJ 9 

mRNA 


NM 


006912 


Homo sapiens Ric-like, expressed in many tissues (Drosophila) (RIT), mRNA 


XTM" 

XNIVX 


006Q1 0 
\j\jvjy x \j 


XXU1I1U odpiCIlo ICLlIlUUldolUIIld UlilLLlIlg piULClll O ^xVDDxOJ, IIlXVlN rA. 


NM_ 


_007068 


Homo sapiens DMC1 dosage suppressor of mckl homolog, meiosis-specific 

iXlJIIxLillJgUUo ICwVJlllUlIldlUJIx ^yCdol^ ^X^XVXV-^ X Jy IIXXviN-rV. 


IN1VX 


007071 


XlUXIxU odpiCIlo LICLIU-Udl piULClll lllU-UCCU. Uy pi UgCoLCX OIJIC yxJ x2j1 X: ) ^ IIIXvXN/Tl. 


1N1VX 


007007 
\jyj i i 


XTXL/II1U odpiCIlo L/lCaVagC dllU. puxy dtXCIiyidLUJIl opCwlllL/ XdL/LUI O, DOiil/ oUUUxllL 

rrPSFfi^i mRNA 

V^V-^X OX VJ / ? XXXtvX>-£T. 


NM. 


_006822 


Homo sapiens GTP-binding protein homologous to Saccharomyces cerevisiae 
SEC4 TSEC4L i mRNA 


NM 


006843 


Homo sapiens serine dehydratase (SDS), niRNA 




00fi74fi 


XXUIIIU odpiCIlb bCA L/UII1U UI1 IllltXICg-IlKC X ^X-/XUoUpillld^ ^OV_4.VXXjI J, lLUSJMx\. 


NM 


006824 


Homo sapiens EBNA1 binding protein 2 (EBNA1BP2), mRNA 


AJA/f 


KjyjD yzz 


xiomo sapiens miiogen-acuvaiea protein Kinase Kinase Kinase ^ivi/vr jjsji j, 
transcript variant 1, mRNA 


AJA/f 
i>IiVX_ 


00^807 


Homo sapiens chromobox homolog 1 (HP1 beta homolog Drosophila ) (CBXl), 
mRNA 


NM. 


.006734 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 2 

^X XX V X/XZ J } IILtvX > Jr\ 


NM. 


.006732 


XIUIIIO odpiCIlo STSDJ XxlLXXmC UlSLCUodXCUIXXd VIXdl UllCUgCIlC XlUUlUlUg JD ^X UoD j, 

mRNA 


NM_006729 


xiomo odpiens uiapnanous nomoiog z ^x^rosopniiaj ^i^irvxxiz^, Lxdnscxxpi varidiiL 
156, mRNA 


NM 


006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 006872 


Homo sapiens TFHA-alpha/beta-like factor (ALF), mRNA 


NM. 


.006796 


Homo sapiens AFG3 ATPase family gene 3-like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 


006544 


Homo sapiens SEClO-like 1 (S. cerevisiae) (SEC10L1), mRNA 
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NM 006666 


Homo saniens RuvB-like 2 (E coli^ (RUVBL2^ mRNA 


NM 006509 


Homo sanipns v-rpl rpticnlnpndrifTiPlin^i's viral oncno'PTip Tinmrvlncr R rnirlfar 
factor of kat)Da lisht nolvnentide ffene enliaiicer in B-cells 1 favian^ fRFT TV\ 
rriRNA 


NM 006606 


Homo sapiens retinoblastoma binding protein 9 (RBBP9), mRNA 


NM 006620 


Homo sapiens HBSl-like (S. cerevisiae) (HBS1L), mRNA 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


NM 006579 


Homo saniens emonamil bindint? nrotein f sterol i<?omera«?e^ rFBP^ mT^lvJA 


NM 006560 


Homo saniens CUO tr inlet ren eat RNA binding nrntein 1 fTTTCTRPI ^ mPKTA 

OULVXVllO V/WVJ LI 1 IJ1 W V A V'XJV'Cl- Lj IVLlxV. l_f lllVJ-lllg |_/1 V.J Lt<lll 1 ^V'U \ JJJlT X ^5 1 1 1 fx, 1 >| r\ 


NM_001211 


Homo sapiens BUB1 budding uninhibited by benzimidazoles 1 homolog beta 
(veastKBUBlB") mRNA 


NM_006374 


Homo sapiens serine/threonine kinase 25 (STE20 homolog, yeast) (STK25), 
mRNA 


NM 006377 


Homo saniens unc-13-like fC elesans^ (TJNC13^ mRNA 


NM_006357 


Homo saniens ubiauitin-coniuffatiner enzvme E2E 3 fTTBC i 4/5 hnrnnlncr vpacr^ 
(UBE2E3), mRNA 


NM_006323 


Homo saniens SEC24 related eene familv member B fS cerevisiae^ rs*Fr , ?4R^ 
mRNA 


NM 006364 


Homo sapiens Sec23 homolog A (S. cerevisiae) (SEC23A), mRNA 


NM 006272 


Homo saniens SI 00 calcium binding nrotein beta fnpnral^ fSHOOR^ mT?7\FA 


NM 006271 


Homo sapiens SI 00 calcium binding protein Al (S100A1), mRNA 


NM 006391 


Homo saniens RAN binding nrotein 7 fRANBP7^ mR7\TA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21), mRNA 


NM 006203 


Homo ^anipn*? nhoQnhnrlipQtpraQp 4P) p AA/TP-cn^rM *fir» ^r>Viocr\Tir*r1ip>ot^vQc<= T?^ 

^ luiiiu ocxj-nv^no jJllVJoJ^/llUU-lt'Ol-t^lciOW ti^j C>^i_LVlJr ~oUCL'1JL1U ipilVJoUIllJU.lCoLCI dot CJ 

dunce homoloor Drosonhila^ TPDE4T~)^ mRNA 


NM__006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce homolog Drosonhila^ rPDR4A^ rrfRNA 


NM_006190 


Homo sapiens origin recognition complex, subunit 2-like (yeast) (ORC2L), 
mRNA 


NM 006181 


Homo saniens netrin 2-like Tcbicken^ fNTn\r?T ^ mPTSTA 

J- UU^IVIXO XXV IrX XXX ^— ' XXXVV ^ VXXlUlVwXl J \^J-v X 1 *Lr.M J J , 1 1 UL\-J_ N 


NM_006168 


Homo saniens NK6 trans crinti on factor homolog A nDro^onhila^ rNTC'X'^A^ 
mRNA 


NM_006167 


Homo saniens NK3 transcrintion factor homoloe A fDrosorVhila^ HsTTCX^ A^ 
mRNA 


NM 006159 


Homo saoiens NEL-like 2 f chicken^ (TSTELL2^ mRNA 


NM 006157 


Homo saniens NEL-like 1 Tcbicken^ fNTFT T H mT£NA 

- 1 - iv -' lliv -' ijukyxvxxo x ^ ,i ai / iixvv^ i \^wiiiv^xv^/ii / ^i > i ^ i / 1 / 1 y 5 l i i ix i > jc\_ 


NMJ)05360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
( avian") fMAF^ mRNA 


NM 006306 


Homo saniens S»TVTC~!!1 stnictiiral ma in tpnnnpp of* olirnmnQnmpc 1 _1 1 1 A/<=»»aot^ 

J - AVAAAV -' ocxl^xv^iio uiviv^ i oti Uvliu al lllclllltt/liclllL/C' Ul L/lii vIlIUJowlJLJLCo 1 — 11 JVC 1 I yCaoLj 

(SMC1L1), mRNA 


NM 006461 


Homo saniens mitotic snindle coiled-ooil rplatpd nrotpin rT^FPPF.^T^ mT?T\J A 


NM_006314 


Homo saniens connector enbancpr of TCSlR-likp rOrn^nnhila Vi-n^cp Qimnrpccnr of* 

oul/xvxxo vv/xxxxvviux v^iiiiu,iiv>/ v/i Ul IxOlv y 1— ^1 vJoWLylllld. xvllldoC oLlL/Ui C-OoVJl Ul 

ras) (CNK1), mRNA 


NM 006366 


Homo saniens adenvlvl cvclase-associated nrotein 2 fCAP2^ mKTsTA 


NM_006444 


Homo saniens S1VIC2 structural maintenance of cbromn<5omp<? 9-liVp 1 fvpsiQt*! 

uu^xvxxa ^X'Ivm olx uv iui til iiiciiii Ltlxdllvv Ui will vJlll^lij Wlllv>o 11 1VW 1 1 yCdoL J 

(SMC2L1), mRNA 


NM 006321 


Homo sapiens ariadne homolog 2 (Drosophila) (ARJH2), mRNA 


NM 006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NM 006334 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 2, mRNA 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO) 5 transcript variant 2, mRNA 


NM 005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAI1), 
mRNA 
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NM 006109 


Homo sapiens SKB1 homolog (S. pombe) (SKB1), mRNA 


"NM 00^982 


Homo sapiens sine oculis homeobox homolog 1 (Drosophila) (SDC1), mRNA 


NM 006089 


Homo sapiens sex comb on midleg-like 2 (Drosophila) (SCML2), mRNA 


xta/t oosqro 


T-Tnmn 9ar>ien<5 Sll 00 calcium binding nrotein P fS100P\ mRNA 


NM 005979 


Homo sapiens SI 00 calcium binding protein A13 (S100A13), mRNA 


XTA/T nfKQ^fc 


T~T/^\ r\ coni <^ri c m^/f^l /T /I x rmriTi r\i r\ tw mi "v-prl-lmpf* ctp 1 Pi l k Pmi n i f~r i T n nvaY nnmnlntr 

J71UI11U odDlCllo IllYC'lUlUy 1 VllllJilUlLl UJ. 1111AC/LI llllv'Cl.gt; It-LUVV^lllld ^U.1U.HJ1CI.A. lHJHHJlVJg, 

Drosophila); translocated to, 7 (MLLT7), mRNA 


XTA/T 00^0^7 
IN JLVX_U KJDyo 1 


TTrvmr\ coni c*r\ c mt/'pl c\\ c\ /Kmrnlnm c\ cxr mi'VF'H.-linPfi CTP 1 Pi llrpnn n fTritnorav n om ol O (T 
XIUIIIU odL/lCllo lXlY^-LvilV-t/ IV 111U4.1U1U. VJi llliA.t/vl llllC'O.gt' l\^UJV\^lill<X ^LLlLli\JlCl^V iiuuiuiugj 

Drosophila); translocated to, 6 (MLLT6), mRNA 


IN 1VJL_U U D y D O 


TTomo csmipnc rrvvploiH/lvrnrVrioin 1 nr mivpd-linpacrp Ipnlcpmia ftri thorax homoloj? 

XlLIIllW odlJldlO lily vlvlU/ 1 y 111L/11U1L1 Ul lllliVC'U. llllWCl.gV-' 1V^ LUVV/llllCl ^UlLllUiaA Al*Jll±V^a.V^g5 

Drosophila); translocated to, 4 (MLLT4), mRNA 


xta/t oosqis 


TJnmn ca-nipriQ rnvp'loid/lvrnTYiioiH or rm"jrpd-1inpacrp Ipnlcpmia ftrithorax homoloo - 

XJLvJllIw OCiL/lCllo Illy C/1U11-1/ ±y IIILJIIVJIU Ul 1111-AA^VA llllV^ClgV^ IV^W-IVV^llllCl ^L11U1\J1 UA HVlilWiyg), 

Drosophila); translocated to, 2 (MLLT2), mRNA 


xta/t oo^q^zi 


TTnmr* cQ-nifnc m\;p1oiH/l\/rn"rVhoin l nr miypH-linpaop Ipiilcpmia ftrithorax homoloff 

jnLVJIIlU ooulCllo illy t<i\JiVJ./ ijf'iiiiJiiiJiVJ- ui iin.A.t'VJ. ixiivugv i^liiwiiiici- ^uiinuiaA iiv^iiiv^ivyg, 

Drosophila); translocated to, 1 (MLLT1), mRNA 


xta/t oo^cn^ 


T-Tnmn carvipnc mAz-ploirl/lA/mrihoin 1 or mrxpH-linpacrp Ipiilcpmia ftrithorax homoloo' 

JLXU111AJ OClLJlCHo Illy C^HJILI/ 1^ 111LHHJ1VJ. Ul 1111A_V^I_1 ill JL^Cl^V^ IV^LllVA^llllCl \^ LI 1 L11VJ1 OA iiv/iixvyivyg,, 

Drosophila) (MLL), mRNA 


xta/t oo^qo^ 


TTnmA oonipno A/f A T^i mn+Tipro Qorninct Hpr»5»'np'nf 5ir>1 PC1P TiornolriO" 0 fTYrocirvrVnila i 
• lUIilO bcipiCIlo IVl-rA LJ , lllULIlClO clgallloL U.CL'a.pCllUa.jJlC/gl^ lUJllltJUJg yi^fl\J^\jyLiLl.cij 

(M AD1I9), mRNA 


XTA/T 00*\QOzL 


TTnmn c^ni F^n c AyTAT^i motViprQ ncr^incit HppariPntn'nlpo'ir; Tinmolop' 7 rOro^nriTiila 1 

XJ.LJ11HJ octUldlo lVXi\_L', lllUtllC'l o ct^dlllot U-Cv/CljJ^llLciiJl^/gl^' llvJiiiv^ivjg / \^J^yL\JC>\j^Jxxixa.j 

(MADH7), mRNA 


xta/t oo^qo^ 


TTnmn cc»r»i<=»nc A/T A Ti motriprQ acrain^t rlppanpntanlpcrin hnmolno" S rDrosorihila^ 

XXDlilU odL/lCllo lVl. J rv.l lllkJLllt'lo dgCllllOU kJ.^/V^CXJ^' V^llLCL^lV^g 1 Vs llUlilUlUg ^ ^J_X1 V/OV-/ J-ZlllACty 

(MADH5), mRNA 


xta/t oo^qo? 


TTr»mr> cci-nipnc A/T A T") mr*tTipr«2 acrnin«3t rTppanpntanlpcrir linmnlnp ^ rDro^nrihila^ 

X1U111LJ OdlJlCilO lVXx \ 1 11IV7LJ.1C10 dgdllloL VJ.t/VCX]Jt'lll-<XIJlt'gl^' liUllIUlUg ^-LVl V^O^jJillltiy 

('MADTTi'i miRTsTA 
^iyi/tju'xj. j j , iiirvi >-tv 


NM_005901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 

^lV.Lr\ 1 JITLZ, J , lllXNJLN^T- 


NM_005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 
(MADH1), mRNA 




TTnmn caniptiQ 1it»?»qp pnHntTiplial f\ TPCt^ mTJT^CTA 

XlUllHJ &d|JlCil& ll^JCloC/, tllUU LllCllCll ^ JO JUL VJ J s llilvi^iJ. 


NM_006048 


Homo sapiens ubiquitination factor E4B (UFD2 homolog, yeast) (UBE4B), 
mPXTA 

lllXvlNxTt 


NM_006111 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 
PnpnTimip A thin1a<?p^ ^Ar^AA9^ niirlpflr ctptip pnpodinp' mitochondrial nrotein 
mRNA 

11ULV1 N Jrx, 


NM_006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


xta/t oo^i i o 


p nrnr > canipnc (^T^^? anficrpn ^rt"nn1n«!mip tail^ ViinHincr nrofpin 0 Tr^D'^T^P'?^ 
XHJ1I1U J>aUlCll& v^jl/^ clllLlgCil l \*>y LvyiJla.&llllC' idxLj L/iiiviiii^ jJi\Jtv^ni y\s±-S^±j±. ^> Jy 

mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROML1), mRNA 


XTA/T OO AO 1 O 


JnLOmo bdpiciio u.y o Li upiini ^niUoL/Uidi Qyauupiiy , jl/uoiic/iiiic? anu ut^ivci 

includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 


JNlVL_UU4U/3 


riomo sapiens oysiropnin ^muscular uysiropny, jl^uC'Iiciiiic diiu. rjct/Ker lypcbj, 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40bc, mRNA 


"MM 00407? 

1N1Y1 \J\J'-T\J 


TTnmn <5anipn^ dv^tror»Viin rmn^pnlar dv^tronhv Duchenne and Beclcer tvoes^ 

includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_004021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40b, mRNA 
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TvTA/T aa/Iaoa 
JNM_UU4UzU 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40c, mRNA 


TvTTV/T AA/1A1A 

JNM_UU4Uiy 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


ATA yf AA/1A1Q 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71ab, mRNA 


JNM_UU4U1 / 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71a, mRNA 


\TA K AA/1A1/C 

JNJVL__UU4Ulo 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71b, mRNA 


JNM_0040lD 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71, mRNA 


JNM_0t)4014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpi 16, mRNA 


JNJyL_UU4U13 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140, mRNA 


tvta /f a a /t a i o 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


NM_0040 1 1 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-1, mRNA 


TvTA A AA/1 A AO 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


Tv T1V yf AA/1AA^7 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp4271, mRNA 


XTTV/T AA/1AA/C 

JNM_U(J4UUo 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker Iypes), 

mciuaes Uyvol4Z, _LL\.o104, UJ^oZUO, UvvoZJU, -LAAoZJy, UAoZOo, UJvoZOy, 

UAo/ /u, j^jvoz /z yi^xyxxJ j, xxanscript variant jl^p^+z /m, n xcvin i\ 




nomo sapiens aystropnin ^muscuiar uysiropny, jL'ucnenne ana jDecKer iypes j, 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 

DY^97n TYx"<\979 fTYMTfi trjvnc<-rir»t variant TV*A97r mT?"M A 


NM 005657 


Homo sapiens tumor protein p53 binding protein, 1 (TP53BP1), mRNA 


xnv/r oo^^9 

INIVI UUjOjZ 


Homo sapiens small optic lobes homolog (Drosophila) (SOLH), mRNA 


INlVl UUjOjI 


xiomo sapiens smooinenea nomoiog ^urosopmia^ ^oivivjiij, nxKJN/v 


XTA/T AfK/^9 1 
IN 1V1_UU D OZ 1 


Homo sapiens SI 00 calcium binding protein A12 (calgranulin C) (S100A12), 
mRNA 


TsJM 005620 


JLUJllltJ oaJJlCllIS JlUU KscLUsLULLL UlllU.lJ.lg JJiUlClil -r\l 1 ^L/ctlglZiZ.d.1 111^ 1 J, 

mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NM_005591 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MRE1 1 A), mRNA 
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NM_005590 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
HWRF 1 1 A"> mRNA 

^XYXXXJU/ X X XX j , 11JLXV1 N XX 


lNlYX UUJJOJ 


Ufimn Qfinipn<? A/T A Ti TnntViprc: ct cfq in <zt HppaTipritaTilpCFip homoloo - 6 iT^rn^OTVhila^ 

odUltXlo IVXxi. LS 9 lllU Llld o dgdllloL VlC/vvdJJ t/llLdJJlvvglv; llUlilUlVJg W l^X^l vJoxJLyillld^/ 

^ivx-r\.i../iiu ^ 3 iiixvx>xrv. 


NM 005*584 


Homo sani ens mab-21 -like 1 eleeans^ (lvlxAB21Lli mRNA 


"MM 005589 

1NJLVJL \J\JJ J OZ, 


TTottio QanipnQ Ivnrnlinpvtp fl.ntio'PTi 64 nnmnlocr TaHiorvrotpptivp 1 05kF) fmon^pi 

11U1X1U odLJlvvllo i.y lllXyixvJvjr Lvv dllLl^Cll vl"T" IxUlllvJlvJg, 1 O-viXxJlJl ULvvVvLl V lv.Jx\J_y ^lllvJLlOV^ J 

(LY64), mRNA 


NM 005667 

XNXVX v/v/._Jv/vJ / 


TTomn cp.'nipTiQ tHtip "fin opr rvrofpin 10^ Viomnloo* fmonQPi f7"RP 1 0^ 1 tnTvTsTA 

XXvALllvJ &d[Jlt/llo ZiillV^ llllg,C/l LXlULVlll J. V J HWlllVjlWg ^lllW LloV-' / ^Z_/l_ X L\J*JJ^ 111XV1 > A. 


NM 005886 


Homo sapiens katanin p80 (WD40-containing) subunit B 1 (KATNB1), mRNA 


XNXVX \J\J*J OUu 


Watha canipnQ fr^HiQtntin-lilrp ^ ( Qpprpfpfl o r 1'VpnT*iT*ofPiTi > \ iHRSITT % i tyi"R~NFA 

XXvJlllvJ 0d[Jlt/ll0 XUllldLdlXll -llxvtv J ^Ot/Vvl t/Lt/U. wUpi ULC/111/ y X OlLiJ^ 1111V1 N il 


NM 00575R 


T-Tnmn ojinipnc ri^* I'P'f fior^n pm 1 c nnr'IpciT' T^iT^r^n i 1 pi pnnrntMn A ^ ^ T-TT\TR P TnT^TvTA 
riumu od|JiC'ii& lie Lei ugvncuuo nuviv^&i i iuuiiLivyit-xJ^i \j tv-'iii ^xxx>x\j. jt\*j j 9 iiixvi > .rv. 


TsTM 005510 

XNXVX V/Uw/Jlv/ 


TTnmn canipriQ Hnm-^ TiottioI oct 7 (C^ pIpcrnnQi (\ > SCW/['\7\ tran , siP"H'nt vafifiTit 9 

XXU111VJ odJJlt/llO VXVJ111 J llVJIllvJIUg /Li ^v_^ . tilC^dllo J ^X^WIVUZj^j tl dllovvl 1 IJ L VdlldllU Zij 

mRNA 


NM 00*5766 

JL N 1VX \J\J~J 1 \J\j 


TTomn sanipTis T^T^T^IVT T^TinrrTi'T'' ( AT^TTOP/Ri anH "nlpekslrin Hnmain TYrntpin 1 

A.±.\J111\J OdUltHu X X-fXVXYXj XVJ. X\J KJ I iX. \ nivl J. VJ i—/±. J <X\.WX vj l^vvlvo LI 111 VXvyllldlll Jvl V.I LV^lll 1 

fchondroevte-derived^ TFARPl) mRNA 


NM 005722 


Hnmn ^anipri<? ATiP9 aetin-rplatpd nrotein 2 nomolop" fveast^ ( AC^XR9 i mTvNA 

.1. J. v 7 1 1 IV/ OClL'lvJ.XO J- XLV1 J~i Uv kill 1 Vlvll>v'u piUlviii llUlllUlUg I V wUO l> I \± 1V> 11W J- 1 J 1 \ 1 1 X 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


isnvr 005170 


T-Tnmo dar^ipn*? apnapfp-^pntp pomnlpif-likp 9 iDrosnnliila^ T ASlf^T 9^ rnT^TST A 

XX^JlllW odUlvllo dwllClvvLVv ov/vJ-LV C'VJllllJlVv^V llivV^ Z< J. VJOW|X-LlllCl/ ^ilU VyljZ, 1 1 iivl >( n 


NM 005426 


TTomo saniens tumor nrotpin nS ^ Tiindine" nrotein 2 ^TP5'^T : iP2^ ml^NA 


NM 005486 


Homo sapiens target of mybl-like 1 (chicken) (TOM1L1), mRNA 


NM 0054S8 

XNXVX UuJI'OO 


TTottio Qa"nipTi<5 taTcrpt nf m\/Vi 1 fpnirkprA ^T'OIVTI^ TnT? T\TA 

XXv/lllV_J od^Jltvllo Laigt/L VJX llxji' kj X ^xvlxlvvxvfcXx^ 1^ X V_/XVX X ^ ? 11 IX VI >l XX 


NM_005417 


Homo sapiens v-src sarcoma (Sclimidt-Ruppin A-2) viral oncogene homolog 

favian^ T9"RPi mT?NA 

^dvldil^ V^OIVv^ ^ 3 llllVlN/x 


NM 005413 


Homo sapiens sine oculis homeobox homolog 3 (Drosophila) (SDG), mRNA 


IN 1VI_U U D 


xiomo sapiens ssa^dl requirea ior ceil QinerenLiaLioni nomoiog v o. pomoe ) 
(RQCDl), mRNA 


"MA/T fifK^S 
iNlvl_UU3J /O 


xxomo sapiens v-myc myeiocyTomatosis virai reiatea oncogene, neuiODiastoma 
derived (avian) (MYCN), mRNA 


7SJA/T 00^77 
IN xVx__U Ujj / / 


xxuiiio adpicnis v-myc liiyciucyLoiTidLOibia viidi oncogene nomoiog z, ^dVianj 
/A/TVPl 0\ mT?NA 

^lvl X V_^x_yZ< y , llxlvl > n 


NM 005375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 
m"RNA 

lllivl > XX 


NM_005359 


Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 

^lVXi»J_/X Xrrj , 111XV1 > xv 


NM 005340 


Homo sapiens histidine triad nucleotide binding protein (HINT), mRNA 


1NxVx__U jU/ 


xxomo bdpiciic) vjr proLcm-coupicQ receptor Kinase z.-iuve ^i_/robopniia^ ^ox xxivz,!^ j 7 
mRNA 

111XV1 > x^ 


NM 00^969 

XNXVX UlfJZOZ 


xxuiiiu bdpieiio giuwLii idvvLiji, dugiiieiiLci oi iivei legeiieidLUJii ^x_/xv v i xiuiiioiug, 
S cerevisiae^ TGFFR^ mRNA 

U. v-»X^l Vv V lOlCXXvy ^VJl X_vXV^, 1 1 JUL VJL > XX 


NM_005261 


Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), 
mRNA 


NM 005257 


Homo sapiens GATA binding protein 6 (GATA6), mRNA 




XXvJillvJ odJJlC/lli> 1? Xx X LU.1IHJI oLippiCooUi IlUIllUlUg X \LJl\J&\JyjLlilclJ ^X^xTlX j } IllxVlNxx 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 




riomo sapiens v-ets eryinroDiasiosis \nrus xszo oncogene nomoiog z ^avian^j 

y±-s X OZ/ j, illXvlNxTk. 


NM 005235 


Homo saniens v-erb-a ervthrobla^tic leukemia viral oncogene homolog 4 Tavian^ 

XXVllAW VJti-J^/AWXXlJ V viu Li Wl V tlll\Jl/lCI>Ul<lV IVUIVVXIUU V XX MX VllWgVllV llWlllVlvft 1^ V V itxix / 

(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer-like 1 (Drosophila) (DRIL1), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPH1), mRNA 
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NM_005207 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian)-like 
fCRKLT) mRNA 

— "XVXVJ — i J} A1XXVX 


NM 005197 

X > XYX \J\J ~J L y 1 


Hnmn ^aniens ohecknoint simnressor 1 ffTFTRSl^ mRNA 


NM_005454 


Homo sapiens cerberus 1 homolog, cysteine knot superfamily (Xenopus laevis) 
fCERl , mRNA 

^V'JulVX J 3 X X XX VX > XX 


NM_005496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-like 1 (yeast) 
fSMC4Lli mRNA 

^kJlYlV./'Tij 1 J , X 1 XX VX 11 


NM 005169 


1-fnmn saniens aristaless liomeohox HDrosonhila^ ( AR1")0 mRNA 

XXvXXXv LjCVLFlvXi O UXXulUXVOO IXUXXXvv UVA \ J-/X VOU UXX1XU 1 \ X U.\X/\.^j i(X X 


NM 00507R 

±>XVX Uv J V / o 


Homo saniens transdiiein-lilce enhancer of snlit 3 fEfsnl^ homoloff lOrosonhila^ 

1XU1XXU OuL/XvXXj Li. CXXXOvXUWXXX XXXVv vXXXXClXXvvl VX OL/XXl *J \ J — /I uU X J llVXXXV/XV/gj X'i VL3V/k/llllU.y 

(TLE3), mRNA 


X^XVX \J\J<J\J I I 


Homo saniens transdnoin-like enhancer of snlit 1 fRfsnl^ homolop" PVrosonhilai 

llVXllW OUUXvXXO LX CIXXOVJ-U-VXXX XXXV.V VXXXXUXXvVX V/X OUXll X I J-/I QW X J XXVJXXXWXVJCj -1 — ' X V-/ 1.LX J 

(TLE1, mRNA 

1 JL J — J J — J X. /j 111JLV1 lx X 


NM 005068 


Homo sapiens single-minded homolog 1 (Drosophila) (S1M1), mRNA 


TnJM 005067 


T-Tnmn Qflriipn? cpvph in absentia homolop" 2 fP)rosonhi1a^ f\STAH2 i mRNA 

X X V.J X 1 1AJ OCLyJ L L O QV/Vvll Xll CLUOl/XXllCL XXVJIXXWXUg X* ^J-^X \_JO VJ^JXXXXCl-J \^ WJ J_T)JL X / ; XAXLVX > Xx 


J. > 1 VX \J\J *J 1 JO 


Homo saniens S1(~!0 cvtochrome oxidase deficient homolo*? 2 fveasfl fSd02i 

XXvXXXv OClL/XwXXiJ UV^Vy V V LUVXXXUXXXV VA.XUU.iJV VXVXXVXVXXt XXV/XXX\7XV/g J-s \ J biUO L J \ *~J V—' V-' X-i J , 

nuclear gene encoding mitochondrial protein, mRNA 


NM 005156 


Homo sapiens ROD1 regulator of differentiation 1 (S. pombe) (ROD1), mRNA 


NM_005133 


Homo sapiens RCE1 homolog, prenyl protein protease (S. cerevisiae) (RCE1), 
mRNA 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


NM 005056 

J. > X VX \J \J nJ \J *J \J 


Homo saniens retinoblastoma hindinff nrotein 2 rRRT-£P2^ mRNA 

XXU1XXU OUUJLvXXO X V/ IXXXU LJXLXiD V\JXXXtX LfXXXUXXXg L/X VtVXXX X-i ^X~V 1 fX-fX. 1 illXVX 11 X 


NM 005053 


Homo saniens RAD23 homoloff A f v S cerevisiae i TRAT)23A^ mRNA 


"NM 005049 

X > XVX \J\J^J \J^Jr 


Homo saniens PAArP9 neriodic trvntonhan nrotein homolog fveasfl TPWIP^H^ 

XX\J1XAVJ O CX i_/ XvXLu X It X IJVl XVJVXXv IX J U IV/ L/XXUXX L/X V LwXXX 11U1XXWXV& 1 J VUQII IX TT X i-^xxy^ 

mRNA 


NM 005008 

X X J. VX uU JV/vU 


TTomn saniens Tsn-TP^ non -hi stone chromosome nrotein 2-1ilce 1 f£> cerevisiae^ 

X XVJ11 1U OCtL/1 VXXO IIXXX i-i XXv/XX XXX.O LV/ilv vXXX \JXXX\J OvXlXv L/X VlvXXX X llvv X 1 Ui VSwX w V ±u> XWv J 

HS1HP2L1/ mRNA 

1 X 1 X XX ^ JL — 1 X 1 , XXXXVX 1 X 


NM 004997 


Homo sapiens myosin binding protein H (1VIYBPH), mRNA 


NM 004677 


Homo sapiens Testis-specific XK-related protein on Y (XKRY), mRNA 


NM 004788 

X>XYX \J \Ji I OO 


Hnmn ^aniens iibimiitination factor P.4A rTTPP)2 homoloi? veast^ rrrRP4A^ 

XXVJXXXv OtXL/XVXXiJ LXUXU LXXLXXXCXLXv/XX XU-VlVJX X—J ij. X 1 X X^f £u X X\J XXX\J X\J gj V VUO l / \ v - ' i — - 11 X f , 

mRNA 


NM 004617 

X > 1Y1 UUTU 1 / 


Homo saniens transmembrane 4 sunerfamilv member 4 (T1V14SF4^ mRNA 


NM 004607 


Homo sapiens tubulin-specific chaperone a (TBCA), mRNA 


NM 00460? 

X^tXVX UUtWUil/ 


T-Tnmn saniens stanfen RNA Tiin diner nrotein TF)rosonhi1a^ ^SITATT^ transerint 
variant T4 mRNA 

V C4X XCXXXl. X ~, XXXLvX ^( X X 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY), mRNA 


NM 004787 


Homo saniens slit homolop" 2 HDrosonhila^ ^^1,1X2^ mRNA 

XXvXXXU OCXL/XVXXO OXll XX\JXXX*~r X\J J-i \ X vo \J YJX XXXxXJ X-JX X j—t J ^ lllXvl IX X 


NM_004593 


Homo sapiens splicing factor, arginine/serine-rich 10 (transformer 2 homolog, 
Drosonhilai TSFRSIO, mRNA 

X-'X \J&\J^JXXXXCLJ ^UX 1\U A v^j X X XX VX > 1 X 


NM 004206 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 2, mRNA 


NM 004657 

XNXYX \J\J'~r\J I 


TTrvmfi QatiipriQ Qpnim c\ ptitH va f\ c\t\ rp^nonse i^nli o sn Ti a tidvl serine hindincr nrotein^ 
XXwiiivj ocipi&iio jvi ixixi \jl\^ijx xv dtxKJXx x \^&ij\jxxo^ yijxxsj&ijxxciiiviy xo^x xxx^t uxxxvixxxg ljx yjw^xxxj 

TSDPRi mRNA 

^uJux X\. J , 1 X XX VX ^< jTx 


NM 004589 

X^IXVX UV/T^JOy 


1-Tomo saniens S»(~^0 evtoehrome oxidase defieient homoloff 1 Tveast^ fS»d01^ 

1XU11 X\J odUl^XXO kJvyV/ lUvXiXVJXXXL VXA.XIXCIOV' VXwlXvXWXlL XX\JXXX\JX\J g X VC13LI \ UvyVy X /, 

nuclear eene encoding: mitochondrial nrotein mRNA 


NM_004587 


Homo sapiens ribosome binding protein 1 homolog 180kD (dog) (RRBP1), 
mRNA 


NM 004164 


Homo saniens retinol bindinp" nrotein 2 eellnlar rPRP2^ mRNA 

X XU1XXU Od-JJllsllO X. V_/ LXXXWX L/llXVXlllg pX U IL/XXX 7 \- J \~>XX LilClX. ^XVXJX / 5 iiix\a , (xx 


NM 004584 


Homo sapiens RAD9 homolog (S. pombe) (RAD9), mRNA 


NM 004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NM_004813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, 
mRNA 


NM 004564 


Homo sapiens PET1 12-like (yeast) (PET1 12L), mRNA 


NM 004643 


Homo sapiens poly(A) binding protein, nuclear 1 (PABPNl), mRNA 
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NM 004561 


Homo sapiens ovo-like l(Drosophila) (OVOL1), mRNA 


NM_004153 


Homo sapiens origin recognition complex, subunit 1-like (yeast) (ORC1L), 
mRNA 


NM 004557 

X^llVX UUTJv' / 


Homo saoiens Notch homoloe 4 fDrosoDhila^ CNOTGH4"i mRNA 


NM 004808 


Homo saniens N-mvristovl transferase 2 (1SIMT2 # mRNA 

JL XVllIV UUU JLVliU X ™ ill J X AO V A LI till U X wA UUV IX 1J.TA / ^ 4.XJAV1 > X Av 


NM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), mRNA 


NM 004147 


Homo s aniens develonmentallv regulated. GTP bindiner nrotein 1 (DRG1 1 
mRNA 


NM 004851 


Homo sapiens pronapsin A (NAP1), mRNA 


NM 004533 


Hnmn ^anien 5 ? mvosin hindinp - nrotein CI fast tvne rN/TYTjPC2^ mRNA 


NM_004529 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
DrosonhilaV translocated to 3 (Ml T T3^ mRNA 


NM 004668 


Homo sapiens maltase-glucoamylase (alpha-glucosidase) (MGAM), mRNA 




Unm r\ cQniptic A/fl^A/TO mm 1 PhTntii r\ cfMTi m Qin 'ffn ?m r* /i p» ti r* i f*ti "t~ *7 mi 't'o'H n i .^1 
XlLllIJAJ adJJlCllo IVxV^iVxZ. lIJLUxlVllL UUlUDV/lllC' lIlcilllLCalcllll^C' VxCxlV^lCLll Z,, 1111 IU 1111 

rerevi<siaei flVTClVr? i mRNA 

vvl t/ V loluL' J 1 ±VJ.V^J.VJ.^/ 1, llXlVl^tlX 


NM 004829 


Homo s aniens lvmnhocvte antigen 94 homoloe activating NK-recentor* NK- 

AlVlllU JUUlVllU A V lllullvV J Lv LtH HfiVll T llV/lllV/lV/fi j UVL1 Y Utillg 1 HA A WWWL/ LV/1 ^ 1 1 AV 

p46, (mouse) (LY94), mRNA 


NM 004744 

-L x ▼ x v/\/ r / i r 


Homo saniens lecithin retinol acvltransferase (nhosohatidvlcholine-- retinol O- 

llvlllv OtlL/lVllkJ IWlVllHl 1 VtlllVl Wv J Itl U11LJ1W1 UkJ v 1 L/llV/upilUtl\^ J IVllvllllv 1 VLlllVl V-X 

acvltransferase) (LRAT), mRNA 


NM 004524 


Homo sapiens lethal giant larvae homolog 2 (Drosophila) (LLGL2), mRNA 


NM 004140 


Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGL1), mRNA 


NM 004922 


Homo saniens SEC24 related £ene familv member C fS cerevisiae^ fSEC24Ci 

AAvlllV JUL/lvllO X~J Vw/i-rf T 1 VlUlvVl f^V-'AAw lUillll V • HlwlllUwl X^-* \ K-J ♦ W wA w V lulUvl 1 k/J^/V/X^ r\/ l« 

mRNA 


NM 004508 


Homo sapiens isopentenyl-diphosphate delta isomerase (LDI1), mRNA 


NM 004507 


Homo sapiens HUS1 checkpoint homolog (S. pombe) (HUS1), mRNA 


NM 004262 


Homo saniens airwav trvnsin-like nrotease THAT^ mRNA 

X X A A IV JUL/lvllu till VV I* Jr 11 V L/Ulll A 11W Ul WLvUUV \ X XX X JL #j 111AV1 ll X 


NM 004752 


Homo saniens olial cells missins homoloe: b (Drosonhila^ mRNA 

X X y±J A A IV/ UU'L/lVllU gllVVl Wllu AA11UU lllg llVlllV/lVg *-/ I X^l V/VJV/ L/llllVI' / \ xJ V>ATXX/ /j 11JULV1 11 X 


NM 004477 


Homo sapiens FSHD region gene 1 (FRG1), mRNA 


NM 004463 


Homo sapiens faciogenital dysplasia (Aarskog-Scott syndrome) (FGD1), mRNA 


NM_004106 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; gamma 
nolvnentide TFCERIG^ mRNA 

U Wl J k> V L» UUV y^X VU1V1 VJ J j llll-Vi^i V 


NM 004456 


Homo saniens enhancer of zeste homoloo" 2 TDrosonhila^ rE7,T-T2^ mRNA 

A AWlllV OClLrlVllO VI JLJL ICil XV vl \J X. XjvijLv llV/JLllV/lv/g * 1 AVI vUv/L/lllllA / \ XvXwAA^ / * 111JLV1 M X 


NM 004100 


Homo sanien.s eves absent bomoloff 4 fDrosonhila^ TEYA4^ mRNA 

X X \J A A 1\J LJ CVL/lVllO VJ vu UU Jvllv llv/lll\/l\/g T \ AVi U Jv L/1JL11U / \ J — / X X X T / «j 11AJLVJL 11 X 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH) 5 mRNA 


NM 004448 


Homo saniens v-erb-b2 ervtbroblastic leukemia viral oncogene homolop - 2 

11U111U pULrlwllO V vl U UX* vl V 1111 W 1/1UO 11 V IVUIWIIUU V 11 4X1 V/llvV/gVllV llVJlllVylv/g i 

neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 


NM 004445 


Homo saniens FnbR6 TFPHR6i mRNA 

-LVJ111U OClL-'-lVw'llO J — / IJ1 J_L» \J ^ JL-/X 11JL/U^j lllxVJ.>^x 


NM 004436 


Hnmn ^aniftn 5 ! ftndnsnlfiTiR alnha TF,NSA i mRNA 

-tlVlllVJ kJblL/lVlliJ VllVlViJ Ulllllv CI'lJL/llHr \JUllL;iL/j 11J1V1 lil 


NM_004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 2 (Hu 
antigen B , fELAVL2^ mRNA 

UllLlgvll X-* J \ X_/_l — t± X V 1^;^ 111LVL 1 1 


NM 004230 


Homo ^anipns endothelial differentiation snhincolinid G-nrotein-connled 

X1U111U OUL/lvllO VllvlV UlVllCll VJ-1XXV1 Vlll/lU L1V/11. IjL/lllllgV/llUlVl VJ L/l V/ tVlll vi-U/lV-'Vl 

recentor 5 fEDGS") mRNA 

X WV/w^J' l/\_/A 2 y JL-/JL-^ VJ ±s J ^ 111AV1 li X 


NM 004421 


Homo saniens dishevelled dsh homoloff 1 TDrosonhila^ fDVLl f mRNA 

iiviiiv ouyiviiij uioxiv » viivUj vioii iiviuv/ivg i \ 1 — * i v/uu l/iiixu / \ v jui /, iiuviii x 


NM 004399 


Homo saniens DEAD/H TAsn-Glu-Ala-Asn/Hisi box nolvnentide 1 1 TGHE 1-like 

AAU111V/ 0(1L/1 VllO JL- f X-J-L \X SI XX ll XUL/ VJIW X XACX X AulJ/ X llU / L/ WA Lf VI V UVLr llVAv X X \ v>lll. / A 111VV 

helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 2, mRNA 


NM 004378 


Homo sapiens cellular retinoic acid binding protein 1 (CRABP1), mRNA 


NM 004898 


Homo sapiens clock homolog (mouse) (CLOCK), mRNA 


NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETN1), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLN1), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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(CAIBS^ mRNA 


NM 004338 


Homo sapiens chromosome 18 open reading frame 1 (C18orfl), mRNA 


NM 004795 


T-Tntrin sanipns T^T TPt^ TYiiHfiincr nninTiiViifpH \w/ HpnT'iminaT'olps ^ Vinmnl r\<y ^\/pasti 
XXU11XU ocXLJiv^iio X3 UUJ ULXiXiXlllg uxillXlil L/I Ltu ujr u^ixzjXxxxxvxa..£A/ico J HUlllVlVg yy^aatj 

fBUB3 1 mRNA 

^X*UX»J y ? XJ.JJLN—L > Sx. 


NM 004336 


TTomo saniens BTTR1 niirln'inp' uninhibited hv benzimidazoles 1 nomolop - fveasfi 

X X W X 1 lv7 OaUlvllO XJUJJ 1 U'LlU-VXIlXg IXXXXXXXXX LJX IwU UvllAillHAMU/Li\JH^O X XXvJXXXv/XVJ £2 \ y ^cio t- / 

(BUBl) mRNA 


NM_004331 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3-like (BNIP3L), 
mRNA 


NM 00432S 


Homo saniens BCSl-like (veasfi TBCSlLi mRNA 


NM 004045 


Homo saniens AT^O antioxidant nrotein 1 homoloi? fveast^ fATO^CI^ mRNA 

JL1WJLJ11V UUL/IVIXO J. Ll/Xl tXXX\>I.\Jj\.X.KXlLX.XX\t IJX\J\,\SXXX X ilUXllUlV/g \ J V»>M,v3 L J \i V X \_/-/VX 1, lllLVLli 1 


NM 004849 


Homo sapiens APG5 autophagy 5 -like (S. cerevisiae) (APG5L), mRNA 


NM 004674 

1NJLYX \J\J L -T\J /*+ 


TTrvmr* Qarnpno fnT^c put - qtvi£i11 r\v liompntiW lil^p /'T'ji~ncrvf~\T"ii1a^ ( A ^T-T^T ^ 

XXV/llli/ OdLJlCllo cLoilii, ^dUodlL, OXila.il, \JV ilUlllCIJlXV-^J-llivt; y±^x\Ja\J)Jlxll€Xj ^AOllZ-LiJ, 

mRNA 


NM 004316 


Homo saniens achaete-scute comn1ex-1ike 1 rOrosonhila^ fASJCTT.1^ mRNA 


NM 004707 


Homo sapiens APG12 autophagy 12 -like (S. cerevisiae) (APG12L), mRNA 


NM 004641 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 10 (MLLT10), mRNA 


NM 004301 


Homo saniens BAF53 fBAF53A^ mRNA 

XXV/XXXVS JUUlvilU JL^X \ 1 *^ w» IJL^X XX 1/^/1 L / ■ 111AVL 11 X 


NM 001129 

1 1 J.TX Vf V/ X J- ~S 


Homo sapiens AE binding protein 1 (AEBP1), mRNA 


NM 003656 


Homo sapiens calcium/calmodulin-dependent protein kinase I (CAMK1), mRNA 


NM 000239 


Homo saniens 1vQ07vmp Trenal amvloiHosis^ Y7^ mTJNA 

X 1U111U OfXLJXt/XXO X^y OyJZ^y XXXw ^X^IXCXX dXlXjr IWlUUold ^ V. - ^ ^ -> J 5 IX 1 IVl>rV 


NM_000456 


Homo sapiens sulfite oxidase (SUOX), nuclear gene encoding mitochondrial 

nTotein mT£7\TA 

JJXVJt^XXX, 11JXVX N jLX. 


NM 000435 


TTomo saniens Nofpli Viomolocr ^ fTlrosionliila^ rNTOTt^TT'^^ mT?TSTA 

XXVJXXXW Od.LJ'XV'XXO N VJ tv/11 IXVJXXXWlUg «J ^J_yi VJoVJ LJ'llllCiy ^1>V1 VllJ y ? 1 1 XL VX > XX, 


NM 000251 

X iXYX \J\J\J jL^U X 


TTomo saniens nnii~Si Viomoloo" 0 eolon eaneer nonnolvnosis tvnp 1 eoli^ 

XXU111U OCLjXX^XlO XXXLXUL7 XXv/XXlUXUg \j\JX\JXI vCUlvvl j XXWXXIJUXJ' pVJSlO LjF'JJt/ X \^1— \s\JxxJ 

(MSB2) mRNA 

1 XT JLK^JL JLJm * J j XXJULVX IX X 


NM 000249 


Homo saniens mutL homolosr 1 colon cancer nonnolvnosis tvne 2 fR coli i 

AAViiiv/ uM-L/AwlXk? HXVXtX^ XXV/XXXv/ XV/ & X ^ vv/XUlX VUXXWX ^ XXVJ'XXL/V/A V yJ v/ulu L V L/\v 1 J / • vvXX 1 

(MLHl), mRNA 


NM 000210 


Homo saniens inteerin alnha 6 TITGA6 > ) mRNA 

XXV/XXXV/ UUUlVllL/ llltvCJ. AAA* tXX LJXXLX \_/ 1 X X V_J A XV y ^ XiXXVX IX X 


NM 001537 


Homo saniens heat shock factor binding nrotein 1 fHSBPl^ mRNA 

XXV/XXXV/ OiXL/XVXXk/ IJLvUL k/XXV/VXV XtXV LWX L/XXXVX1XX& pX V/ tVvXXX X ^XXUXJX X / y XXXXVJ. IX X 


NM 001499 


Homo sapiens GLE1 RNA export mediator-like (yeast) (GLE1L), mRNA 


NM 001458 


TTomo saniens filamin (~* cramma Taetin Tiinrlintr nt*otein ^SO^ ^T^T T\IT~^ rnT?T\TA 

XXWXXX^J oupiL'llo XXXCXXllXlx 5 gCUXXLlXCl l^dV/l/lli UxlxKllxlg JJ1 yj Lt-lll Z,Ov y ^X X_/1N J llXXVi > -iV 


NM 001444 


Homo sapiens fatty acid binding protein 5 (psoriasis-associated) (FABP5), 
mRNA 


NM 001432 


Homo sapiens epiregulin (EREG), mRNA 


NM 001 388 


TTnmo saniens rlevelr^'n'mpntall'v TPcrnlafprl (T-TT* HinHincr nrnfpin 0 {T^TM^rO^ 

XxLllilU oCXJJXt'XXO V tHJJJlllC/llLCl.llj' 1 CgUlaLCU VJ X X L/lllulllg L>FHJ LClli Z< ^A-/XvVJ^ 1, 

mRNA 


NM 001 ^40 

X>IXYX uul JtU 


TTfvmo saniens evlipin V»ac:ip nTotpin of* ?n prm V>p?ir1 PvtosVplpfon 9 ( C^W~\ C^l^ 
xxuixiv/ ocxiyx^xxo v^yxxoui, ua.oiv-' jjivjudii ui ojjcx.111 ii^ctvx njoiv^iv^LVJii z< x AjV^z.^, 

mRNA 


NM 001^96 

XMVX \J\JxJ£*\j 


TTomo sanipns p.lpavacrp stimnlatioTi fViptor rvrp-RlSTA snHnnit ^ 7WT~j 

XXVJlllV otXLXl^/XXO Ul^avagt' OtllllLllcXtlUll XCXVvtwi, J UlC IVL^rXj oLXULXIIIL j 9 / I IN. I / 

(CSTF3), mRNA 


NM 001 


TTrkinn c^t^iptis plpn"\7«0"p ctimnl dtir\n 'Ftxntrw nrp. T?*NTA QnT^iTn'if /^AV"T^ 
XXUllliJ oa-JJit/llo V/lCa-VclgC oLllllUJLctLlUll IdL/LUI, JJ1C JVlNr^., &IXUU.11JLL Z,, O'+JnJL/ 

rCSTF2^ mRNA 


NM_001324 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 1, 50kD 
fCSTFl i mRNA 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20) 5 
mRNA 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NM_003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 
Drosophila) (ZIC3), mRNA 


NM_003412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZIC1), 
mRNA 
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NM 003408 


Homo sapiens zinc finger protein 37 homolog (mouse) (ZFP37) mRNA 


NM 003409 


Homo sapiens zinc finger protein 161 homolog (mouse) (ZFP161) mRNA 


NM 003680 


Homo sapiens tyrosyl-tRNA synthetase (YARS), mRNA 


NM 003390 


Homo sapiens WEE 14- homolog (S. pombe) (WEE1), mRNA 


NM 003565 


Homo sapiens unc-51-hke kinase 1 (C. elegans) (ULK1), mRNA 


NM_003345 


Homo sapiens ubiquitin-conjugating enzyme E2I (UBC9 homolog, yeast) 
(UBE2I), mRNA 


NMJ)03344 


Homo sapiens ubiquitin-conjugating enzyme E2H (UBC8 homolog, yeast) 
(UBE2H), mRNA 


NM_003343 


Homo sapiens ubiquitin-conjugating enzyme E2G 2 (UBC7 homolog, yeast) 
(UBE2G2), mRNA 


NM_003340 


Homo sapiens ubiquitin-conjugating enzyme E2D 3 (UBC4/5 homolog, yeast) 
(UBE2D3), mRNA 


NM__003338 


Homo sapiens ubiquitin-conjugating enzyme E2D 1 (UBC4/5 homolog yeastt 
(UBE2D1), mRNA ~ J 


NMJ)03968 


Homo sapiens ubiquitin-activatmg enzyme E1C (UBA3 homolog yeast) 
(UBE1C), mRNA " | 


NM 003320 


Homo sapiens tubby homolog (mouse) (TUB), mRNA 


NM 003278 


Homo sapiens tetranectin (plasminogen binding protein) (TNA), mRNA 


NMJ)03260 


Homo sapiens transducm-hke enhancer of split 2 (E(spl) homolog, Drosophila) 
(TLE2), mRNA F ' 


NM 003920 


Homo sapiens timeless homolog (Drosophila) (TIMELESS), mRNA 


NM_003251 


Homo sapiens thyroid hormone responsive (SPOT 14 homolog, rat) (THRSP), 
mRNA 


NM_003250 


Homo sapiens thyroid hormone receptor, alpha (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog, avian) (THRA), mRNA 


NM_003223 


Homo sapiens transcription factor AP-4 (activating enhancer binding protein 4) 
(TFAP4), mRNA 


NM_003222 


Homo sapiens transcription factor AP-2 gamma (activating enhancer binding 
protein 2 gamma) (TFAP2C), mRNA 


NMJ)03221 


Homo sapiens transcription factor AP-2 beta (activating enhancer binding protein 
2 beta) (TFAP2B), mRNA 


NM_003220 


Homo sapiens transcription factor AP-2 alpha (activating enhancer binding 
protein 2 alpha) (TFAP2A), mRNA 


NM_000458 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2), transcript variant a, mRNA 


NM 003181 


Homo sapiens T, brachyury homolog (mouse) (T), mRNA 


NM_003173 


Homo sapiens suppressor of variegation 3-9 homolog 1 (Drosophila) 
(SUV39H1), mRNA 


NM 003171 


Homo sapiens suppressor of varl, 3 -like 1 (S. cerevisiae) (SUPV3L1), mRNA 


NM 003169 


Homo sapiens suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H), mRNA 


NM_003168 


Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1) mRNA 


NM 003599 


Homo sapiens suppressor of Ty 3 homolog (S. cerevisiae) (SUPT3H), mRNA 


NM 003162 


Homo sapiens striatin, calmodulin binding protein (STRN), mRNA 


NM_003134 


Homo sapiens signal recognition particle 14kD (homologous Alu RNA binding 
protein) (SRP 14), mRNA 


NM_003088 


Homo sapiens smged-hke (fascin homolog, sea urchin) (Drosophila) (SNL), 
mRNA 


NM 003061 


Homo sapiens slit homolog 1 (Drosophila) (SLIT1), mRNA 


NM 003036 


Homo sapiens v-ski sarcoma viral oncogene homolog (avian) (SKI) mRNA 


NM 003031 


Homo sapiens seven m absentia homolog 1 (Drosophila) (SIAH1) mRNA 


NM 000193 


Homo sapiens some hedgehog homolog (Drosophila) (SHH), mRNA 
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NM 003003 

X > XYX \J\J -J\J\J *J 


Homo saniens SEC14-like 1 CS cerevisiae) (SEC14L1 ), rnRNA 


NM 002983 


Homo sapiens small inducible cytokine A3 (SCYA3), niRNA 


NM 002982 


Homo sapiens small inducible cytokine A2 (monocyte chemotactic protein 1) 
(SCYA2), rnRNA 


NM 002981 


Homo sapiens small inducible cytokine Al, 1-309 (SCYA1), niRNA 


NM 003864 


Homo sapiens sin3 -associated polypeptide, 30kD (SAP30), mRNA 


NM 002962 


Homo sapiens SI 00 calcium binding protein A5 (S100A5), mRNA 


NM 009960 

X N XYX \J\JJ*iZs\J\J 


TTnmn saniens S1 100 calcium bindincr nrotein A3 fS100A3i mRNA 

X X\J 1 1 WJ OUUlvlliJ U X\J\J VCllvJLUXll 1_/X1X\J.X11 Ul V X Xw> \ +—) X\J\JJ. J , 11 X 


NM_002966 


Homo sapiens SI 00 calcium binding protein A10 (annexin II ligand, calpactin I, 
licrht nolvnentide (nil), (S100A10 , mRNA 

xxgxii ^j\jxy jj^/jptii-i-w ^ux x }- J J ^LJivvni v jj nxxvx > x v 


NM 00^707 

X NXYX I \J l 


Homo saniens RuvB-like 1 (E coli, CRUVBLl") mRNA 

XXvJllXVX OdLXlV^lXO XVUVXJ XXXVW X \^4_/« VVJXXJ yAVU Y X-*X— / X y 5 XXXAVX^x*. 


NM 007944 


TTnmn snnipns v-rns T HR 9 sarcoma virus oncogene homology 1 favian^ (ROSl^ 

X X KJ X 1 J.VX OCXLXXV^HO V 1VJD \JJL\xi OCX J. VVlllCi ¥11 UO UllvutV^llv llVlllVJlV/g X I U » 1U.11 F ^IVW U X / , 

mRNA 


NM_002941 


Homo sapiens roundabout, axon guidance receptor, homolog 1 (Drosophila) 
(ROBOl j mRNA 


NM 000326 


Homo sapiens retinal dehyde binding protein 1 (RJLBPl), mRNA 


NM 002930 


Homo saniens Ric-like exnressed in neurons fDrosonhilai fRlTST) mRNA 


NM 003961 


Homo sapiens rhomboid, veinlet-like 1 (Drosophila) (RHBDL), mRNA 


NM 009Q1 ? 

XNJLVJL \)\JZ*Z7 X4* 


TTnmn <3«"nieTi<5 T^piV^-lilre nfitalvtici subnnit of DNA nolvmerase zeta Tveast) 

X X U X 1 1\J O d LX lvl 1 0 l\ 1 • V — ' IXXVV^, valCUV Llv OvXLXlXJLJLJLl. \_/X JU>'X>(X3L j JL JLlvJ. CIO v z_iV_/ LCI \^ j' V^CIO L ^/ 

TREV3Li mRNA 


NM 002900 

X N JLV JL V/ V/ X* V/ 


Homo ^aniens retinol bindini? nrotein 3 interstitial rRBP3^ mRNA 

X XW111VJ kjClL/lvlXO 1 vLlliV/1 Ly 1.1 ivi-lll t-, Ul V twill liltVl kJtl tlUl I X x 1 ^ X / ^ AilJlVi ij. X 


NM 002894 


Homo sapiens retinoblastoma binding protein 8 (RBBP8), mRNA 


NM 0fP888 


Hftmn <sariien<5 rpfinoic acid recentor resnonder ftazarotene induced^ 1 

X IV/lllW ijUL/lvllO 1 v 1111VJ1 v UvlU 1 V v VU tvl 1 VkjUUllUvl I Uu iU.1 \J Ivllv 111U-U-VVV1 / J. 

(RARRES1) iriRNA 

\ X Vx XXVX\JLJ \*J X J % lliXVL ^ X X. 


NM 002879 


Homo sapiens RAD52 homolog (S. cerevisiae) (RAJD52), mRNA 


NM 002878 


Homo sapiens RAD5 1 -like 3 (S. cerevisiae) (RAD51L3), mRNA 


NM 002875 

X- 1 _L V_l_ \J\j£m4\J I W' 


Homo sapiens RAD51 homolog (RecA homolog, E. coli) (S. cerevisiae) 
(RAD51),inRNA 


NM 002874 


Homo sapiens RAD23 homolog B (S. cerevisiae) (RAD23B), mRNA 


NM 002853 


Homo sapiens RAD1 homolog (S. pombe) (RAD1), mRNA 


NM 002873 

X l XYX \J\J 1 *-) 


Homo saniens RAD 17 homoloe (S Dombei fRADl?") mRNA 


NM 000264 


Homo s aniens natched homoloff TDrosonhila^ TPTCH f mRNA 


NM 003738 


Homo sapiens patched homolog 2 (Drosophila) (PTCH2), mRNA 


NM 002616 

A. 1 XYX Ul/iLU X VJ> 


Homo saniens neriod homoloff 1 TDrosonhila^ TPER1 ) mRNA 

1JLU111V/ UU|_'l VllO U^llUU llUlll\/lVg X \ 1^1 WuUpilllU J 11 J — /J_X_ 1. I, 111XV1 li. X 


NM 002600 

A. i XYX UuZ/U W 


Homo saniens; nho^nhodi esterase 4B cAJVIP-snecific Tnhosnhodiesterase E4 

XXV/111V OUL/lVllu LJHUOI-'lluUlvul.vlUJV rUj WX 1XVXX kjpvv 111V IL/11vijU11\/U.1Vuvv1 uuw ' ■ 

dunce homolog, Drosophila) (PDE4B), mRNA 


NM 002568 


Homo saniens "nnlvT A > binding nrotein cvtonlasmic 1 rPABPdl^ mRNA 

ixuiiiu uUL/iviio uui V \ 1 11 uiiiu-iiie, uiui^iiij tv/L/iuijiiiiv x y^x. x i_x_^x_ >^ x j , iiii.vj.ix x 


NM__003932 


Homo sapiens suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 

i ntPTantino" rvrnfpirA rSTI^^ mRNA 

LXXlXsX av LXlJLc^ LXX VJ 1 Ut/lIX 1 I U 1 X 1, XXXXvX>Xx. 


TSTM 001715 

xNxvxL. vvJ / U 


TTnmn <ia"niPTiQ vp<2ip1p Hnnlrincr Tirnt^in "nl 1 S 1 Si mT^N^A 

XXvXXIIVX OdjJXC/XlO Vt'Olt/it; V^vJ^/lVlXXg JpXVJLt/XXl LJ X 1 «_J X X*JJ} 11XXVX N XI. 


NM 007553 

XNXYX uUiijJ J J 


Hnmn ^a'nipn^ nricrin rpr*nonitinn pninnl py QiiVviiiiit S-lilcp Tvpa^t^ ^OROST,) 

XJL\JXXX\J OfcXLXlVviXo vJX X 1 VwVvXglll tlvXll ^ VXX11LJ1^/^V, O LXL/ LX1X1 L ^ XXXVV^ V^CXO L ^/ ^VXXVVj^Xj^j 

mRNA 


NM 002552 

X > XVX \J\J Zi^J 4-> 


Homo s aniens nrimn recncmition comnlfix suhunit 4— lilce Tveast^ fORCM-lV) 

XXV111V/ OUL/lwllO Vllglll 1 V/VVJCjllltlWll VL/llllJiViVj OUUUllll T lllw wtlD L ^ ^V^X.X.^x i J — I J , 

mRNA 


NM 003634 

XNXYX V/V/w' — *~ 


Homo saniens ninsnan homolot? 1 (C eleffansi nsJlPSNxAPl^ mRNA 

XXVXXXV UilL/Xvl X LJ X XX yj OXICi L/ XXV/X1XV/XV/ Cl X \ V_> ■ VXW* ££jVLXXu) f \ X lXX k_JX li XX X JF ^ XlXXVi IX X 


NM 002499 


Homo sapiens neogenin homolog 1 (chicken) (NEOl), mRNA 


NM 002484 


Homo sapiens nucleotide binding protein 1 (MinD homolog, E. coli) (1STUBP1), 
mRNA 


NM_003827 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, alpha 
(NxAPA), mRNA 


NM_002466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 2 
(MYBL2), mRNA 
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NM 002448 


Homo sapiens msh homeo box homolog 1 (Drosophila) (MSX1), mRNA 


NMJ303576 


Homo sapiens serine/threonine kinase 24 (STE20 homolog, yeast) (STK24), 
mRNA 


NM 002442 


Homo sapiens musashi homolog 1 (Drosophila) (MSH), mRNA 


NM 002441 


Homo sapiens mutS homolog 5 (E. coli) (MSH5), mRNA 


NM 002440 


Homo sapiens mutS homolog 4 (E. coli) (MSH4), mRNA 


NM 002439 


Homo sapiens mutS homolog 3 (E. coli) (MSH3), mRNA 


NM 002405 


Homo sapiens manic fringe homolog (Drosophila) (MFNG), mRNA 


NM 002402 


Homo sapiens mesoderm specific transcript homolog (mouse) (ME ST), mRNA 


NM 002398 


Homo sanien.s TVfeisI mveloid eeotronio viral integration site 1 bomolocr ^mnn^ 

X JL KJ X X X OcXlJXwXXO HiVlOlj Illy VlUiU \»<WWU.WL/Xv VllUl XI J. Ivgl CI L1V./XX OJ.lv A. llUlllUlUg 1 illvUOv I 

(MEIS1), mRNA 


NM 002393 


Homo saniens lVIdm4 transformed 3T3 cell double minute 4 n53 binding nrotein 

JL JL \J X X X \J O \-%>^J X VJ.1U JLTJL\-^JLJ-X ■ j l*X U-llOJLV/1 JLJLXw\^- JL _s W W± X X-iV/ \*X L7 X XXXXXX L*V IV ^Tj kJxXX \JLXXX V~/X,\Jk\sXXX 

(mouse) (MDM4), mRNA 


NM 002392 


Homo saniens TVTdm2 fr'ansformefl 3T3 cell double minute 9 nS^ binrlincr nrotein 

XXUlllU OklLyXwxXO XY-LVAXXX^, LI aiiOXV/1 IXlvVX A ~J Vvll vXW LX L/XV> XX11XXLX Ll^'w' L'llldlllii UlUlwill 

(mouse) (MDM2), transcript variant MDM2, mRNA 


NM 003906 


Homo saniens TVTCTlVr3 miniehromosome maintenance deficient ^ (S\ rerevisiae^ 

J- X_VyXXXW OCIJ^/X^XXlJ XVXV^IVJ — ' XX XXX XXV/ XXX VJlllVJOUlllV' XllCXXXX LV^XXCLXXw UL/llvX^/lll, *J \0» vt'lt'ViOKlV'y 

associated nrotein fMCM3AP^ mRNA 


NM 002360 


Homo saniens v-maf musculoanoneurotic fibrosarcoma oncogene homolog TC 
(avian) (MAFK), mRNA 


NM 002359 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog G 
(avian) (MAFG), mRNA 


NM 003550 


Homo sapiens MAD1 mitotic arrest deficient-like 1 (yeast) (MAD1L1), mRNA 


NM 003937 


Homo sapiens kynureninase (L-kynurenine hydrolase) (KYNU), mRNA 


NM 002269 


Homo sapiens karyopherin alpha 5 (importin alpha 6) (KPNA5), mRNA 


NM_003772 


Homo sapiens jerky homolog-like (mouse) (JRKL), mRNA 


NM_002202 


Homo sapiens ISL1 transcription factor, LIM/homeodomain, (islet- 1) (ISL1), 
mRNA 


NM 003604 


Homo sapiens insulin receptor substrate 4 (IRS 4), mRNA 


NM 001570 


Homo sapiens interleukin-1 receptor-associated kinase 2 (IRAK2), mRNA 


NM 003866 


Homo saniens inositol nolvnhosnhate-4-nhosnhatase tvne TT 10SVD rTNT > P4T^^ 

J-AV/A11W OCXj^/XWXXO lllVJOllUl L/Vij jJXXWOJU'XXCl LV^ I pilUOpiJLCllCliJVj Ljriyt/ J-J_, LXJ^J 111 N A X 1, 

mRNA 


NM 001536 


Homo saniens HTVFT1 hnRNP methvltransferase-lilre 9 fSl eerevisiaei 

J- Xvlllv oa^lV^XlO XXIVXX X XXX XA_\_L > X llll^Lll V 1L1 CU.lOXvJ.aOV XXXW jL/ 1 . WiuVlOlclvl 

(HRMT1L2), mRNA 


NM_001535 


Homo sapiens HMT1 hnRNP methyltransferase-like 1 (S. cerevisiae) 
(HRMT1L1), mRNA 


NM 003806 


Homo sapiens harakiri, BCL2 interacting protein (contains only BH3 domain) 
(HRK), mRNA 


NM 002152 


Homo sapiens histidine rich calcium binding protein (HRC), mRNA 


NM_002114 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 1 
(HTVEP1), mRNA 


NM 003710 


Homo sapiens serine protease inhibitor, Kunitz type 1 (SPENT 1), mRNA 


NM 000179 


Homo sapiens mutS homolog 6 (E. coli) (MSH6), mRNA 


NM 000839 


Homo saniens fflutamate recentor metabotronic 2 ( GRLVI2 1 mRNA 


NM 002077 


Homo sapiens golgi autoantigen, golgin subfamily a, 1 (GOLGA1), mRNA 


NM 003878 


Homo saniens t?amma-e r 1utamv1 hvdrolase feoniucase folvlnolvo'ammacrlntamvl 
hydrolase) (GGH), mRNA 


NM_001488 


Homo sapiens transcriptional adaptor 2 (ADA2 homolog, yeast)-like (TADA2L), 
mRNA 


NMJ)01487 


Homo sapiens GCN5 general control of amino-acid synthesis 5 -like 1 (yeast) 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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NM 002051 


Homo saniens OATA binding nrotein 3 fGATA3^ mRNA 


NM 002050 


Homo saniens GATA binding; nrotein 2 ( GATA2") mRNA 


NM 002049 


Homo saniens GATA bindine: nrotein 1 ( elobin transcrmtion factor X\ ( GATAl^ 
mRNA 


NM_002040 


Homo sapiens GA binding protein transcription factor, alpha subunit (60kD) 
(GABPA), mRNA 


NM 002039 


Homo sapiens GRB2-associated binding protein 1 (GAB1), mRNA 


NM 003508 


Homo sapiens frizzled homolog 9 (Drosophila) (FZD9), mRNA 


NM 003507 


Homo sapiens frizzled homolog 7 (Drosophila) (FZD7), mRNA 


NM 003506 


Homo sapiens frizzled homolog 6 (Drosophila) (FZD6), mRNA 


NM 003468 


Homo sapiens frizzled homolog 5 (Drosophila) (FZD5), mRNA 


NM 003505 


Homo sapiens frizzled homolog 1 (Drosophila) (FZD1), mRNA 


NM 001465 


Homo sapiens FYN binding protein (FYB-120/130) (FYB), mRNA 


NM 002031 


Homo sapiens fyn-related kinase (FRK), mRNA 


NM 003717 


Homo sapiens neuropeptide FF-amide peptide precursor (NPFF), mRNA 


NM 001457 


Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA 


NM 001456 


Homo sapiens filamin A, alpha (actin binding protein 280) (FLNA), mRNA 


NM 002018 


Homo saniens flightless T homoloj? rOrosonhila^ fFTFn mRNA 


NM 001991 


Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1), mRNA 


NM 001990 

1 N jLVJL \J KJ x y y kj 


TTomo sanipns pvp^ ahspnt Vintnnlncr ^ fTYrosonbila^ ^FVA^ i mT?7\TA 


NM 000503 


Homo sapiens eyes absent homolog 1 (Drosophila) (EYA1), mRNA 


NM 001989 

j. > x y (j y 


TTomo "sanipn q pvp pvpn-slrinnpd hmnpn Hoir ["lomolocr 1 fnDroQonrTila i ^T-^X/^v^ 1 ^ 

X1U111U oClJ^lV^llo t/VCj t^Vt^ll OJVi^'JJt^vJ. IIUIIIUU \J\JJ\. XXKJ LLLKJ XKjQ J. 1 X-/1 VJoU L/lULld J I JL_y V Al J , 

mRNA 


NM 001 982 


liUlllU 0<XJpit;ilO V ~d U "UZ< K^L y ILXX KJ KJ ICXO IxKs 1W LlJuVA-'llllCl V 11 CXI VJllwUgCllC/ HVJlllVJlUg, J> 

(avians fERBB3^ mRNA 

\*X, V XCXXXJ ^J_/1VU1J«/ 1, iliXVX li 1 


NM 003584 


Homo saniens dual snecificitv nhosnhatase 1 1 (RNA/RNP comnlex 1- 
interacting) (DUSP11), mRNA 


NM 003859 


Homo ^anipn^ Holichvl-nho^nhatp rnaTiTio^vlirari^fprp^p r>nlvnpr»tidp 1 patalvtip 
subunit (DPMI), mRNA 


NM 001928 


Homo <?aTiipTi<s D noTrrnnriPtit of pnrn'nlpiTiP'nt fadin^iin^ TF)F^ ml^NA 

xxv/ixi\j ociL/iviio xy \j\jxxx}J\jx\\sXX\, kj x ^/VJiiiLJiwiiiwiii. i a i_ti vj Din / \xyx. 1 1 iixjl n jtx. 


NM 003649 


HoiTin sanipti 5 ? D-a^nartatp oxida^p ^1^)1^)0^ trfln^rri'nt variant 1 mT^NA 

iiv/iiiu ijcipiv/iio is aouai lcilvj uaiuciow ^ xy xy w j ^ ui 0.11001 iu l v cxl 101 1 l i ? 1 1 ixvi n xv. 


NM 001343 


Homo saniens Hisablpd homoloo* 0 mitoo^pn-rpsnonsivp nhosnhonrofpin 
(Drosophila) (DAB2), lriRNA 


NM 001913 


Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) (CUTL1), 
mRNA 


NM 001316 


Homo sapiens CSE1 chromosome segregation 1 -like (yeast) (CSE1L), mRNA 


NM 003652 


Homo saniens carboxvoentidase Z ( CPZ) mRNA 


NM 003909 


Homo sapiens copine III (CPNE3), mRNA 


NM 003915 


Homo sapiens copine I (CPNE1), mRNA 


NM 001308 


Homo saniens carboxvnpntidase N nolvnpntidp 1 SOVD ^("'PNI^ mRNA 

x.x-kjxxx\j \jayjx\sxxij wcti Lywyv^y ljv^^ livxciov^ x 2 ^JKJLy ^j\^^jli.kx\^ Xj y \j s\x^y \^\^>X. IN 1 1 1 IX V_L N XX 


NM 001841 


Homo sapiens cannabinoid receptor 2 (macrophage) (CNR2), mRNA 


NM 001280 


Homo sanipns cold indiiciblp RNA hindinc* nrofpin ^r^rRRP^ mT^TsTA 


NM 001274 


Homo sanipns (^1TFC1 chpcknoint homolocr fS! nnmhel (C* 1 ^ mPTSTA 

o<Xf-/lVvllL5 V^lllYl \»/llVvC/JV|_/V^lllt llvlllUlUg y LJ . yJ\JXxl\J\s ) \ V-X X 1 /IV 1 J ; 1 1 11 VI > zx 


NM 001806 


Homo saniens CPA A T/pnh an cer binding nrotein ffVF'RP'l cramma rCFRPrr^ 

X XKJX1.1KJ OClJL/1 WHO V^vnn X / K^XXXLCILL^^L LJlllVJ-lllg ^JX KJ CV/111 ^ W xjIJI J j gClllllllCL ^v/JL/JJl VJ J ? 

mRNA 


NM 003655 


Homo sanipns nhromohoTC homoloo - 4 fPe class homolocr Firosonhila^ rPTi^d.^ 

x x\j jlllkj O d^J 1 V>X 1 o v/lxl \J111\J L/v/^v xlvylXiWJLV/g r ^x viuoo HvllllWlW^j xyx KJQKJVJlLllCX j t Vy'JJA" 

mRNA 


NM 001749 


Homo sapiens calpain, small subunit 1 (CAPNS1), mRNA 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB), mRNA 


NM_000715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA), 
mRNA 


NM 001726 


Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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NM 001205 

X N J_VX \J\J \.4*\J*J 


Homo saniens RCT J 2/adenovirus E1B 19kD interacting nrotein 1 flBNIPl\ 
trans crint variant BNTP 1 mRNA 

LA C4-AALJ \SX X f-f I* V v*Jl- ALVJllt J — ' -L ^ ,1-1. JL ^ i-li-LVl * 


NM 001714 


Homo sapiens Bicaudal D homolog 1 (Drosophila) (BICD1), mRNA 


NM 003766 

x. > XV X. \J\J-J 1 \J\J 


Homo saniens beclin 1 ( coiled-coil mvosin-like BCL2 interacting nrotein) 
(BECNl), mRNA 


NM 003567 

XNXVX \J\J J> U VJ 1 


TTomo saniens breast cancer anti-estroeren resistance 3 (BCAR3 i mRNA 


NM 001 1 89 

X>IXVX \J\J X X L) 


Homo saniens baervme liomeobox homoloff 1 (Drosonhilai fBAPXl j mRNA 


NM 001698 

XNXYX V/V/XVJ.7 0 


TTomo saniens ATT RNA binding nrotein/enovl-Coenzvme A hvdratase (AUHi 
nuclear gene encoding mitochondrial protein, mRNA 


NM 001672 

X > XYX \J \J X \J / jl-i 


TTomo saniens affouti sienalinj? nrotein nonaofouti homolos: (moused fASIP\ 
mRNA 


NM 001638 


TTomn ^arviens annlinonrotein "F ( APCTF i mRNA 


NM 003977 

X > J.VJL \J\J ~> 1 1 


TTomo saniens arvl hvdrocarbon recentor interactino; nrotein ( AIP^ mRNA 


NM 001138 

J. N X VA \J\JX 1 JU 


TTomo saniens agouti related nrotein bomolos; ( moused TAGRP^ transcrint 
variant 1, mRNA 


NM 0S8246 

_L > _I_V_L UJOZitU 


TTomo ^aniens F)naT ^TTsn40 1 homolo*? subfamilv B member 6 fDNATB6i 
mRNA 


NM 025225 


Homo sapiens hypothetical protein dJ796I17.1 (DJ796I17.1), mRNA 


NM 0S816S 

XNXVA vJOlUJ 


TTomo Qa^nipnc: Hiafvlo'lvpprol arvl transfer a <?e ^-lilce rT)CTA , T2~1il<'e > i mRNA 


NM 001861 


TTomo QanienQ nvtorbrome n oxidase snbunit TV isofbrtn 1 rC~lO^C4-T1^ nuclear 
2rene encoding mitochondrial nrotein mRNA 


NM 014491 


Homo saniens forkhead box P2 CFOXP2") mRNA 

AAV/X11V/ uClL/lVllLJ XV/X XVXXV W-VX I-/ X. Xw IX xJL <U y j AAAJL^JL ^ -A> 


NM 054110 


Homo sapiens TJTDP-N-acetyl-alpha-I)-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 7 (GALNT7), mRNA 


NM 006726 


Homo sapiens vesicle trafficking, beach and anchor containing (LRBA), mRNA 


NM 020663 


Homo sapiens TClO-like Rho GTPase (TCL), mRNA 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA 


NM 052852 


Homo saniens bvnothetical zinc fineer nrotein MGC2396 (WLGC2396) mRNA 

JL JL V-/ A A A\_/ OLIL/XvIIlj 11 Y UV/lXlvlXvUl ajIXXV IXXX&vX UX v LvXXX -Lt-1_V — ■ V — \J » It JL\J V/^w' ./ v / j XXiXVX IX *- 


NM 053043 


Homo saniens hvoothetical nrotein MGC20460 CMGC20460") mRNA 

XlUlllvJ OUoLTlVllU XXV L/VLXlvLXvCiX L/X VlVXXX XYXVJN — / \J T W \J IXTXVJ^^V I \J \J J j XXXXVX ^ x. i. 


NM 053017 

llJ.il v/«-'»-'v/x / 


Homo sapiens ADP -rib o syl trans f er as e 5 (ART5), mRNA 


NM 052999 


Homo sapiens chemokine-like factor-like protein CKLFH1 (CKLFH1), mRNA 


NM 052881 


Homo sapiens h^othetical protein dJ734P14.5 (novel C2H2 type zinc finger 
protein) (MGC20504), mRNA 


NM 052968 


Homo sapiens apo lipoprotein A-V (APOA5), mRNA 


NM 052960 


Homo sapiens retinoid binding protein 7 (RBP7), mRNA 


NM 052959 


Homo sapiens pannexin 3 (PANX3), mRNA 


NM 052948 


Homo sapiens sorting nexin 26 (SNX26), mRNA 


NM 052947 


Homo sapiens heart alpha-kinase (HAK), mRNA 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


NM 052943 


Homo sapiens hypothetical protein MGC16491 (MGC16491), mRNA 


NM 052941 


Homo sapiens guanylate binding protein 4 (GBP4), mRNA 


NM 05^935 


Homo sapiens hypothetical protein MGC20781 (MGC20781), mRNA 


NM 0S2890 


Homo sapiens peptidoglycan recognition protein L precursor (PGLYRP), mRNA 


NM_052885 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 13 
TSLC2A13) mRNA 

1 J — / jww -X XX ^/ N XXXIVJ. IX A 


NM 052884 


Homo saniens sialic acid binding To^-like lectin 11 fSIGLECll i mRNA 

11VJ111V OlUllV LlUlU. U11HX111 1 X^ lllvv IVV l/Xll X X ^L/IVJAJX/Vw*! X /, 1 A IX V J_ > J. X 


NM 052877 


Homo sapiens similar to hypothetical protein MNCb-2386 (MGC 17544), mRNA 


NM 052876 


Homo sapiens transcriptional repressor NAC1 (NAC1), mRNA 


NM_052873 


Homo sapiens MGC 16028 similar to RJKEN cDNA 1700019E19 gene 
(MGC 16028), mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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NM 052859 


Homo sapiens nutative endonlasmic: retieiilntn mnltisnan tran^mpmhrflnp rvrotf^-in 

(x^Tl) ) mRNA 


NM 052858 


Homo sapiens similar to RIKEN cDNA 1810006A16 gene (LOC91862), mRNA 


NM 052855 


Homo sapiens hypothetical protein MGC15396 (MGC15396), mRNA 


NM 052854 


Homo sapiens old astrocyte specifically induced substance (OASIS), mRNA 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


NM 052839 


Homo saniens narmexin 9 fPA7\DC9 i mRTvJ A 


NM 033551 


Homo saniens hvnothetical nrotein MGC1 ilVTGP 1 mRNA 

llvlllv kJClJJl^HO Hjr ^J\J IXXXv'lXV'ClX jJlULvlll 1VXVJ\_/ 1 y J J\J ^XVX VJ V^- 1 «_/ W / , XXXX\_LN.£i. 


NM 033549 


Homo saniens hvnothetical gene MGC 1 1 27 fMGn 1 97 1 mR"NFA 


NM 033546 


Homo saniens mvosin recnilatorv li eht chain fMT C-T} i mRNA 

Axumv uu|yiviio xxxj \j ijxxx x wguiuim j/ ilglll/ V/IXCIXXI v i l /V / i j / ^ HXLVl i 


NM 033544 


Homo saniens similar to cvclin-E binding nrotein 1 TTT sanien^ fMGC 1 4186 1 
mRNA 


NM 033515 


Homo sapiens MacGAP protein (MacGAP), mRNA 


NM 033519 


Homo sapiens olfactory receptor sdolf (sdolf), mRNA 


NM 033516 


Homo sapiens protein kinase NYD-SP25 (NYD-SP25), mRNA 


NM 032231 


Homo sapiens hypothetical protein FLJ22875 (FLJ22875), mRNA 


NM 018437 


Homo saniens hvnothetical nrotein FDAG-1 rFDAG-l i mRT\T A 

xxwiiiVJ ouplV/HO xljf UJ\J 11 Iw Uw(U plv/Lvlll I / 1 /nvj X ^JL/1-^.tX VJ X / , 1 1 XX vX N XX. 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 


NM 033377 

X T JL VJL V/ «_/ — ' — ' / / 


TTomo < sfl*nipn < 3 pTiOTionip cronpHotrri'nin Hpfp ■nnl^rrxR'nfirl^ 1 ('C^CtT^.'W mP AX A 

x. 1U111U Od LylWllO V-<XXV_»X IVJlllV^ g\JXXd.l_LU U. tJLJXIX, UCld |J U 1 ^ ^JC|J LILIC 1 ^ V A ID X y , I 1 1 IN. IN /"V 


NM 033448 


Homo saniens keratin 6 ir<? fPCRT^TRS i rnRXT A 
xxuiiiu ocilxxv^iid ivv^i txtin \j xx a ^xvcvx uxxvo ^ 5 iixxvxn zi 


NM 033424 


Homo sar»ien<* similar to MVOSIfNT V(V A VV rTT ATM PA^nTAP A/m^r^T T7 

XXW111VJ odiyXt'XXo OXXXXXXCXX lAJ XVX X vyullN XXXj/I V X V^xAxxxX> 5 V 11 r\ V . IVI \ 1 n\ , 1 , ry 

ALPHA ISOFORM fMYHC-AT PHA , PM' rmi^enlii^ <7 OC9777 1 i ml? "NT A 

\* iin. au^x v^xnxvx yxvx x iiv^ iXXji iinj ^xvx . xxxixowLXXixoy yX^v^/ fix)) llXXTvl > .zv 


NM_033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 
(MGC3165} mRNA 


NM 033439 


Homo saniens DVS27-related nrotein ^DVvS27^ mRNA 

■1 x\J XXXKJ OCl^/lVXXi3 JL^ Y VJ£* I X v/XCLLV^VJ- ^JlVJLWlll y^X-V V O / y ^ 1 1 XX VX N ax. 


NM 033440 


Homo sapiens elastase 2A (ELA2A), mRNA 


NM 033438 


Homo <;anieri<; r , DR4-l : T1 nreenrsor rPD^A-MI ^ mT?l\JA 

X-XWlllvJ odjpXt/XXO VvX/O^ XX X LXXClvLXXoWX ^XyOT 1 111 ) 7 llXXVXN xA. 


NM 033423 


TToTTIO QJiniPTlQ QITTIlljlT to orariT^nTlf *R T OTQn7^n*nP 0 fiTtn+nYiP HT 1 1 wmr\Vn-\r»xrf£* 

xx^jxxxu octpxvxxo oxxxxxxcix tu gxaxxz*y ixic J3 ^gidixz/yxiic Z/ ? L/yuonjAxL/ x -lyiiipxiocy te- 
as so ciated serine esterase 1^ PFT <5airieri<?i fC^T^ A1 i mT^XT A 

UOOWUllvU Ovllllv L>OlwiaOv X J ylli OClLJXWXXoy V .• X J i£x X Jy 1 1 1X.VX N XX. 


NM 033411 


Homo saniens hvnothetical nrotein MGC1 3521 fMGCI 1521 > mRNA 


NM 033416 


Homo saniens similar to HYPOTHETIC AT 34 0 KDA PROTFTN 7K7Q5 1 TNT 
CHROMOSOME IV (MGC 19606), mRNA 


NM 033413 


Homo sapiens hypothetical gene MGC16309 (MGC16309), mRNA 


NM 033410 


Homo saniens hvnothetical nrotein MGC 13138 ( MGC 1 31 3 8 1 mRNA 

*~x~\~rxxx^j uupivilij xXj vj VJ tliv llvui pi Wlvlll 1Y1VJ v 1 J X *J K3 y^lVXVJ V • X X *J \J J j XXXXVX > JTW. 


NM 033419 


Homo saniens hvnothetical e:ene MGC9753 nVTGC9753^ mRNA 


NM 014083 


Homo saniens PRO0767 nrotein TPRO0767 > l mRNA 

nwiiiw oupiviio X IWV 1 \J 1 ^Ji.\JK,\~>XXX \±. IWU I \J 1 Jy X 1 XX VX > Tx. 


NM 033043 


Homo saniens chorionic ffonadotronin heta nolvnentirle 5 fCGRS i mRTsJA 


NM 031451 


Homo ^aTiipnt; VlVTiOthptir'al TTrotPlVl \\A(~rC^An f%f\ oiimilar tr\ +f»cti<2 cnp>r»ifir» r\vr%t<=»i-n 
xxv/xxxv^ o<x|Jxv^xxi3 xxy jj\Jvxx\^Li^ai ljx vJit-xxx xvxv_J\_/*-r / oXXXXlXdl l\J LCoUXo oUCUlllL/ L/xvJlClIl 

TES101RP (MGC4766) mRNA 


NM 033183 


Homo sapiens chorionic gonadotropin, beta polypeptide 8 (CGB8), mRNA 


NM 020443 


Homo saniens hvnothetical nrotein MGC 14961 fMGC14961i mRNA 


NM 033343 


Homo sapiens LIM homeobox protein 4 (LHX4), mRNA 


NM 033318 


Homo saniens hvnothetical t?ene sunnorted hv AT 44Q943 (1 OCQ1 i mRKTA 


NM 033328 


Homo saniens cannine nrotein alnha 3 TCAPPA3 i mRNA 


NM_033315 


Homo sapiens ras-like protein VTS58635 (VTS58635), mRNA 


NM 033309 


Homo saniens hvnothetical nrotein A/TGC46SS (W/iCrC'Afs',^ • m T^XT A 

llulllVJ OClLwTXwXXO llj pwtllvtlwai ^JLkJVXjXXX 1VXVJ V/ fc tU J J ^IVXVJv/""*/^ J ; 1 1 1 l\ | \] f-\ 


NM 033296 


Homo sapiens T-cell activation protein (PGR1), mRNA 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA 


NM 033280 


Homo sapiens similar to signal peptidase complex (18kD) (LOC90701), mRNA 


NM_033196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTF1) (H. sapiens) (LOC91120), mRNA 


NM_033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA 
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NM 033261 


Homo sapiens diphosphate dimethylallyl diphosphate isomerase 2 (IDE), mRNA 


NM 033254 


Homo sapiens brother of CDO (BOC), mRNA 


NM 033204 


Homo sapiens hypothetical gene DKFZp570I0164 (DKFZp570I0164), mRNA 


NM 033259 


Homo saniens CaM-KII inhibitorv nrotein ( CAM-KIIN") mRNA 

JLJLV/XXXVy kjUpiVllU V^/UlTJL XVXX 11X1X1 w A vV/<L V L*l V 1>VAXI, % X— /X U.TJ. -A- 1 / j lAJLLxi. J- 


NM 032597 


Homo sapiens testes development-related NYD-SP21 (NYD-SP21), mRNA 


NM 033212 


Homo saniens hvDothetical eene sunnortedbv BC004307* BC008285 
(MGC 10992), mRNA 


NM 033208 


Homo sapiens similar to ierkv f moused homoloe-like (LOC91 151^ mRNA 

XXv/lllv/ OtiL/lVllO uillll X IX X Vv J VllV J I lllv UUW # llv/lllv/lV/g 111W \ > / > — * V — ✓ X X w X HHVJ, IX X 


NM 033195 


Homo sapiens lactate dehydrogenase A -like (LDHL), mRNA 


NM 015643 


Homo sapiens DKFZP434F122 protein (DKFZP434F 1 22), mRNA 


NM 032604 


Homo sapiens lung alpha/beta hydrolase 1 (LABHl), mRNA 


NM 032133 


Homo sapiens hypothetical protein DKFZp434N14 15 (DKFZP434N1415), 
mRNA 


NM 030803 


Homo sapiens hypothetical protein FLJ 10035 (FLJ 1003 5), mRNA 


NM 024062 


Homo sapiens hypothetical protein MGC5338 (MGC5338), mRNA 


NM 024059 


Homo sapiens hypothetical protein MGC5356 (MGC5356), mRNA 


NM 016542 


Homo sapiens serine/threonine protein kinase MASK (MST4), mRNA 


NM 033127 


Homo sapiens regucalcin gene promotor region related protein (RGPR), mRNA 


NM 033128 


Homo sapiens scinderin (SCLN), mRNA 


NM 033058 


Homo sapiens ring finger protein 29 (RNF29), mRNA 


NM 033116 


Homo sapiens hypothetical protein MGC16714 (MGC16714), mRNA 


NM 033123 


Homo sapiens testis-development related NYD-SP27 (NYD-SP27), mRNA 


NM 033126 


Homo sapiens serine/threonine kinase PSKH2 (PSKH2), mRNA 


NM 033124 


Homo sapiens NYD-SP28 protein (NYD-SP28), mRNA 


NM 033122 


Homo sapiens testis development protein NYD-SP26 (NYD-SP26), mRNA 


NM 033114 

x i x v jl \j — ' x x r 


Homo sapiens MADP-1 nrotein (MADP-1 ) mRNA 

XXV/111V/ UtXL/XVllU X ▼ XX XJL-*X X Ul VtvAlA \XTXA XL^X X / 5 11JXVX IX X t 


NM 033083 


Homo sapiens EAF1 protein (EAF1), mRNA 


NM 033087 


Homo saniens hvnothetical nrotein FLJ 145 1 1 (FLJ 145 11^ mRNA 

xxuinv uUL/xwiiLj xx y u\j iiiviivui pi V7 twin x x>j x v mS x x y_ x i /*j x r *_* x x / ^ iiixvi ix x 


NM 024512 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM 006029 


Homo sapiens paraneoplastic antigen MAI (PNMA1), mRNA 


NM 033025 


Homo sapiens hypothetical protein FLJ1351 1 (7h3), mRNA 


NM 015169 


Homo sapiens homolog of yeast ribosome biogenesis regulatory protein RRS1 
(RRS1), mRNA 


NM 015129 


Homo sapiens septin 6 (SEP2), mRNA 


NM 032838 


Homo sapiens hypothetical protein FLJ14779 (FLJ14779), mRNA 


NM 032206 


Homo saniens hvnothetical nrotein FLJ21709 (TLX? 1709^ mRNA 

XXVli.1V OiXL/lwllO 11 V L/Utllw LivUl Ul ULvlll X 1 J*J X / \J IX J — t%3 X / \J S J ^ llXIVl X 


NM 032797 


Homo saniens hvnothetical nrotein FLJ14497 (TLJ14497^ mRNA 

4-XV1.11V UlXpXvXXu XX Y UvtllvliVUl Ul V IvAll JL 1 f*J X T 1 ~S I \ J — J*J X I V ^ § J j HiXVl ^X X 


NM 032472 

X l XT Jk V «- 7 ■ / 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 3 (PPLL3), mRNA 


NM 032936 


Homo sapiens DC32 (DC32), mRNA 


NM 032577 


Homo sapiens melanoma-associated chondroitin sulfate proteoglycan-like 
(LOC84664), mRNA 


NM 032933 


Homo sapiens hypothetical protein MGC1 1386 (MGC1 1386), mRNA 


NM 032929 


Homo sapiens hypothetical protein MGC14793 (MGC14793), mRNA 


NM 032928 


Homo sapiens hypothetical protein MGC 14141 (MGC 14141), mRNA 


NM 032927 


Homo sapiens hypothetical protein MGC13159 (MGC13159), mRNA 


NM 032926 


Homo sapiens hypothetical protein MGC15737 (MGC15737), mRNA 


NM 032921 


Homo sapiens hypothetical protein MGC 15 875 (MGC 15 875), mRNA 


NM 032909 


Homo sapiens hypothetical protein MGC14139 (MGC14139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC14407 (MGC 14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC 141 56), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC14439 (MGC14439), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC14425 (MGC14425), mRNA 
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NM_032902 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 16A 
(PPP1R16A), mRNA 


NM 032901 


Homo sapiens hypothetical protein MGC14288 (MGC14288), mRNA 


NM 032899 


Homo sapiens hypothetical protein MGC14128 (MGC14128), mRNA 


NM 032898 


Homo sapiens hypothetical protein MGC14126 (MGC14126), mRNA 


NM 032897 


Homo sapiens hypothetical protein MGC14436 (MGC14436), mRNA 


NM 032896 


Homo sapiens hypothetical protein MGC14388 (MGC 143 8 8), mRNA 


NM 032892 


Homo sapiens hypothetical protein MGC14161 (MGC14161), mRNA 


NM 032891 


Homo sapiens hypothetical protein MGC 12928 (MGC 12928), mRNA 


NM 032890 


Homo sapiens hypothetical protein MGC13130 (MGC13130), mRNA 


NM 032887 


Homo sapiens hypothetical protein MGC16037 (MGC16037), mRNA 


NM 032885 


Homo sapiens hypothetical protein MGC15906 (MGC15906), mRNA 


NM 032882 


Homo sapiens hypothetical protein MGC 15 827 (MGC 15 827), mRNA 


NM 032881 


Homo sapiens U7 snRNP-specific Sm-like protein LSM10 (LSM10), mRNA 


NM 032880 


Homo sapiens hypothetical protein MGC15730 (MGC15730), mRNA 


NM 032878 


Homo sapiens hypothetical protein MGC15677 (MGC15677), mRNA 


NM 032873 


Homo sapiens hypothetical protein MGC 1543 7 (MGC 1543 7), mRNA 


NM 032867 


Homo sapiens hypothetical protein FLJ14966 (FLJ14966), mRNA 


NM 032865 


Homo sapiens hypothetical protein FLJ14950 (FLJ14950), mRNA 


NM 032861 


Homo sapiens hypothetical protein FLJ14917 (FLJ14917), mRNA 


NM 032859 


Homo sapiens hypothetical protein FLJ14906 (FLJ14906), mRNA 


NM 032856 


Homo sapiens hypothetical protein FLJ14888 (FLJ14888), mRNA 


NM 032855 


Homo sapiens hematopoietic SH2 protein (HSH2) ? mRNA 


NM 032854 


Homo sapiens hypothetical protein FLJ14871 (FLJ14871), mRNA 


NM 032850 


Homo sapiens hypothetical protein FLJ14840 (FLJ14840), mRNA 


NM 032849 


Homo sapiens hypothetical protein FLJ14834 (FLJ14834), mRNA 


NM 032847 


Homo sapiens hypothetical protein FLJ14825 (FLJ14825), mRNA 


NM_032846 


Homo sapiens hypothetical protein FLJ14824 (FLJ14824), mRNA 


NM 032844 


Homo sapiens hypothetical protein FLJ14813 (FLJ14813), mRNA 


NM 032843 


Homo sapiens hypothetical protein FLJ14810 (FLJ14810), mRNA 


NM 032842 


Homo sapiens hypothetical protein FLJ14803 (FLJ14803), mRNA 


NM 032840 


Homo sapiens hypothetical protein FLJ14800 (FLJ14800), mRNA 


NM 032839 


Homo sapiens hypothetical protein FLJ14784 (FLJ14784), mRNA 


NM 032837 


Homo sapiens hypothetical protein FLJ14775 (FLJ14775), mRNA 


NM 032836 


Homo sapiens hypothetical protein FLJ14768 (FLJ14768), mRNA 


NM 032834 


Homo sapiens hypothetical protein FLJ14751 (FLJ14751), mRNA 


NM_032833 


Homo sapiens protein phosphatase 1 5 regulatory (inhibitor) subunit 15B 
(PPPlR15B),mRNA 


NM 032832 


Homo sapiens hypothetical protein FLJ14735 (FLJ14735), mRNA 


NM_032831 


Homo sapiens CAP-binding protein complex interacting protein 2 (CBCIP2), 
mRNA 


NM 032830 


Homo sapiens hypothetical protein FLJ14728 (FLJ14728), mRNA 


NM 032829 


Homo sapiens hypothetical protein FLJ14721 (FLJ14721), mRNA 


NM 032828 


Homo sapiens ubiquitin UBF-fl (UBF-fl), mRNA 


NM 032827 


Homo sapiens hypothetical protein FLJ14708 (FLJ14708), mRNA 


NM_032826 


Homo sapiens hypothetical protein FLJ14697 (FLJ14697), mRNA 


NM 032825 


Homo sapiens hypothetical protein FLJ14686 (FLJ14686), mRNA 


NM 032821 


Homo sapiens hypothetical protein FLJ14665 (FLJ14665), mRNA 


NM 032817 


Homo sapiens hypothetical protein FLJ14641 (FLJ14641), mRNA 


NM 032816 


Homo sapiens hypothetical protein FLJ14640 (FLJ14640), mRNA 


NM 032814 


Homo sapiens hypothetical protein FLJ14627 (FLJ14627), mRNA 


NM_ 032811 


Homo sapiens hypothetical protein FLJ14621 (FLJ14621), mRNA 
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NM 032810 


Homo sapiens hypothetical protein FLJ14600 (FLJ14600), mRNA 


NM 032809 


Homo sapiens hypothetical protein FLJ14596 (FLJ14596), mRNA 


NM 032808 


Homo sapiens hypothetical protein FLJ14594 (FLJ14594), mRNA 


NM 032807 


Homo sapiens hypothetical protein FLJ14590 (FLJ14590), mRNA 


NM 032806 


Homo sapiens hypothetical protein FLJ14566 (FLJ14566), mRNA 


NM 032805 


Homo sapiens hypothetical protein FLJ14549 (FLJ14549), mRNA 


NM 032802 


Homo sapiens hypothetical protein FLJ14540 (FLJ14540), mRNA 


NM 032799 


Homo sapiens hypothetical protein FLJ14524 (FLJ14524), mRNA 


NM 032796 


Homo sapiens reserved (SYAP1), mRNA 


NM 032792 


Homo sapiens hypothetical protein FLJ14486 (FLJ14486), mRNA 


NM 032790 


Homo sapiens hypothetical protein FLJ14466 (FLJ14466), mRNA 


NM 032788 


Homo sapiens hypothetical protein FLJ14457 (FLJ14457), mRNA 


NM 032787 


Homo sapiens hypothetical protein FLJ14454 (FLJ14454), mRNA 


NM 032786 


Homo sapiens hypothetical protein FLJ14451 (FLJ14451), mRNA 


NM 032785 


Homo sapiens hypothetical protein FLJ14442 (FLJ14442), mRNA 


NM 032781 


Homo sapiens hypothetical protein FLJ14427 (FLJ14427), mRNA 


NM 032780 


Homo sapiens hypothetical protein FLJ14399 (FLJ14399), mRNA 


NM 032779 


Homo sapiens hypothetical protein FLJ14397 (FLJ14397), mRNA 


NM 032778 


Homo sapiens hypothetical protein FLJ14393 (FLJ14393), mRNA 


NM 032775 


Homo sapiens hypothetical protein FLJ14360 (FLJ14360), mRNA 


NM 032773 


Homo sapiens hypothetical protein MGC4126 (MGC4126), mRNA 


NM 032772 


Homo sapiens hypothetical protein MGC2555 (MGC2555), mRNA 


NM 032771 


Homo sapiens hypothetical protein MGC12217 (MGC12217), mRNA 


NM_032770 


Homo sapiens hypothetical protein MGC 16291 (MGC 16291), mRNA 


NM 032765 


Homo sapiens hypothetical protein MGC16175 (MGC16175), mRNA 


NM 032764 


Homo sapiens hypothetical protein MGC16153 (MGC16153), mRNA 


NM 032762 


Homo sapiens hypothetical protein MGC16121 (MGC16121), mRNA 


NM 032761 


Homo sapiens hypothetical protein MGC 16075 (MGC16075), mRNA 


NM 032759 


Homo sapiens hypothetical protein FLJ1 1328 (FLJ1 1328), mRNA 


NM 032758 


Homo sapiens hypothetical protein MGC 1346 (MGC 1346), mRNA 


NM 032757 


Homo sapiens hypothetical protein MGC15705 (MGC15705), mRNA 


NM 032755 


Homo sapiens hypothetical protein MGC15634 (MGC15634), mRNA 


NM 032751 


Homo sapiens hypothetical protein MGC15504 (MGC15504), mRNA 


NM_032750 


Homo sapiens hypothetical protein MGC 15429 (MGC15429), mRNA 


NM 032747 


Homo sapiens hypothetical protein MGC14697 (MGC14697), mRNA 


NM 032746 


Homo sapiens hypothetical protein MGC12538 (MGC12538), mRNA 


NM 032740 


Homo sapiens hypothetical protein MGC5391 (MGC5391), mRNA 


NM 032739 


Homo sapiens hypothetical protein MGC5370 (MGC5370), mRNA 


NM 032735 


Homo sapiens hypothetical protein MGC13168 (MGC13168), mRNA 


NM 032733 


Homo sapiens hypothetical protein MGC12679 (MGC12679), mRNA 


NM 032732 


Homo sapiens hypothetical protein MGC 10763 (MGC 10763), mRNA 


NM 032731 


Homo sapiens hypothetical protein MGC14353 (MGC14353), mRNA 


NM 032730 


Homo sapiens NOGO-interacting mitochondrial protein (NIMP), mRNA 


NM_032727 


Homo sapiens intemexin neuronal intermediate filament protein, alpha (IN A), 
mRNA 


NM 032726 


Homo sapiens hypothetical protein MGC12837 (MGC12837), mRNA 


NM 032725 


Homo sapiens hypothetical protein MGC13125 (MGC 13 125), mRNA 


NM 032724 


Homo sapiens hypothetical protein MGC 13269 (MGC 13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC 13275 (MGC 13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC1 1314 (MGC1 1314), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGC 1 1332 (MGC1 1332), mRNA 
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NM 032717 


Homo sapiens hypothetical protein MGC1 1324 (MGC1 1324), mRNA 


NM 032714 


Homo sapiens hypothetical protein MGC13251 (MGC13251), mRNA 


NM 032710 


Homo sapiens hypothetical protein MGC13053 (MGC13053), mRNA 


NM 032709 


Homo sapiens hypothetical protein MGC13047 (MGC13047), mRNA 


NM 032701 


Homo sapiens hypothetical protein MGC2705 (MGC2705), mRNA 


NM 032691 


Homo sapiens hypothetical protein MGC11082 (MGC11082), mRNA 


NM 032690 


Homo sapiens hypothetical protein MGC13198 (MGC13198), mRNA 


NM 032687 


Homo sapiens hypothetical protein MGC13010 (MGC13010), mRNA 


NM 032683 


Homo sapiens hypothetical protein MGC12972 (MGC12972), mRNA 


NM 032680 


Homo sapiens hypothetical protein MGC4266 (MGC4266), mRNA 


NM 032679 


Homo sapiens hypothetical protein MGC4400 (MGC4400), mRNA 


NM 032676 


Homo sapiens hypothetical protein MGC10955 (MGC10955), mRNA 


NM 032673 


Homo sapiens hypothetical protein MGC10882 (MGC10882), mRNA 


NM 032671 


Homo sapiens hypothetical protein MGC10814 (MGC10814), mRNA 


NM 032664 


Homo sapiens hypothetical protein MGC1 1 141 (MGC1 1 141), mRNA 


NM 032663 


Homo sapiens hypothetical protein MGC 10702 (MGC 10702), mRNA 


NM 032658 


Homo sapiens hypothetical protein MGC 10701 (MGC 10701), mRNA 


NM 032654 


Homo sapiens hypothetical protein MGC10981 (MGC10981), mRNA 


NM 032653 


Homo sapiens hypothetical protein MGC10960 (MGC10960), mRNA 


NM 032648 


Homo sapiens hypothetical protein MGC10820 (MGC10820), mRNA 


NM 032647 


Homo sapiens hypothetical protein MGC10561 (MGC10561), mRNA 


NM 032644 


Homo sapiens hypothetical protein MGC2452 (MGC2452), mRNA 


NM 032641 


Homo sapiens hypothetical protein MGC2519 (MGC2519), mRNA 


NM 032638 


Homo sapiens hypothetical protein MGC2306 (MGC2306), mRNA 


NM 032633 


Homo sapiens hypothetical protein MGC5457 (MGC5457), mRNA 


NM 032632 


Homo sapiens hypothetical protein MGC5378 (MGC5378), mRNA 


NM 032630 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CINP), 
mRNA 


NM 032627 


Homo sapiens hypothetical protein MGC3 181 (MGC3 181), mRNA 


NM 032626 


Homo sapiens hypothetical brain protein my038 (MY038), mRNA 


NM 032624 


Homo sapiens hypothetical brain protein my050 (MY050), mRNA 


NM 032623 


Homo sapiens ovary-specific acidic protein (OSAP), mRNA 


NM 032622 


Homo sapiens multi-PDZ-domain-containing protein (LNX), mRNA 


NM 032620 


Homo sapiens mitochondrial GTP binding protein (GTPBG3), mRNA 


NM 018622 


Homo sapiens presenilins associated rhomboid-like protein (PARJL), mRNA 


NM 032498 


Homo sapiens homeobox protein from AL5 90526 (LOC84528), mRNA 


NM 032600 


Homo sapiens testes development-related NYD-SP17 (NYD-SP17), mRNA 


NM 032599 


Homo sapiens testes development-related NYD-SP 18 (NYD-SP18), mRNA 


NM 032594 


Homo sapiens insulinoma-associated protein IA-6 (INSM2), mRNA 


NM 032585 


Homo sapiens testis-specific transcript, Y-linked 6 (TTTY6), mRNA 


NM 032575 


Homo sapiens Kruppel-like zinc finger protein GLIS2 (GLIS2), mRNA 


NM 032573 


Homo sapiens testis-specific protein TSP-NY (TSP-NY), mRNA 


NM 032572 


Homo sapiens ribonuclease 7 (RNASE7), mRNA 


NM 032568 


Homo sapiens GABA(A) receptors associated protein like 3 (GABARAPL3), 
mRNA 


NM 032567 


Homo sapiens testis-specific protein NYD-TSP1 (NYD-TSP1), mRNA 


NM 032566 


Homo sapiens esophagus cancer-related gene-2 (ECG2), mRNA 


NM 032562 


Homo sapiens group XIII secreted phospholipase A2 (PLA2G13), mRNA 


NM 032547 


Homo sapiens short coiled-coil protein (HRJHFB2072), mRNA 


NM 032546 


Homo sapiens ring finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 


NM 032513 


Homo sapiens hypothetical protein MGC1 1303 similar to Zink transporter 2 
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(MGC1 1303), mRNA 


NM 032490 


Homo sapiens PNAS-127 protein (PNAS-127), mRNA 


NM 032488 


Homo sapiens protein related with psoriasis (LOC84518), mRNA 


NM_032471 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor beta (PKIB) 
mRNA 


NM 032292 


Homo sapiens hypothetical protein FLJ20203 (FLJ20203), mRNA 


NM 032263 


Homo sapiens hypothetical protein DKFZp434B227 (DKFZp434B227), mRNA 


NM 015178 


Homo sapiens KIAA0717 protein (KIAA0717), mRNA 


NM 032410 


Homo sapiens hook3 protein (HOOK3), mRNA 


NM_032108 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 


NM 015636 


Homo sapiens DKFZP586J01 19 protein (DKFZP586J01 19), mRNA 


NM 015701 


Homo sapiens hypothetical protein (CL25084), mRNA 


NM 015224 


Homo sapiens KIAA1 105 protein (RAP 140), mRNA 


NM_032390 


Homo sapiens nucleolar protein interacting with the FHA domain of pKi-67 
(NIFK), mRNA 


NM 032388 


Homo sapiens nasopharyngeal carcinoma-related protein (NPCR), mRNA 


NM 032383 


Homo sapiens Hermansky-Pudlak syndrome 3 (HPS3), mRNA 


NM 032378 


Homo sapiens hypothetical protein FLJ20897 (FLJ20897), mRNA 


NM 032376 


Homo sapiens hypothetical protein MGC4251 (MGC4251), mRNA 


NM 032375 


Homo sapiens hypothetical protein MGC2865 (MGC2865), mRNA 


NM 032373 


Homo sapiens hypothetical protein MGC 16202 (MGC 16202), mRNA 


NM 032370 


Homo sapiens hypothetical protein MGC15716 (MGC 157 16), mRNA 


NM 032369 


Homo sapiens hypothetical protein MGC15619 (MGC 156 19), mRNA 


NM 032368 


Homo sapiens hypothetical protein MGC15436 (MGC15436), mRNA 


NM 032374 


Homo sapiens hypothetical protein MGC2562 (MGC2562), mRNA 


NM_032364 


Homo sapiens hypothetical protein MGC14726 (MGC14726), mRNA 


NM_032362 


Homo sapiens HEIL1 protein (HEIL1), mRNA 


NM 032361 


Homo sapiens hypothetical protein MGC5469 (MGC5469), mRNA 


NM_032360 


Homo sapiens hypothetical protein MGC2404 (MGC2404), mRNA 


NM 032359 


Homo sapiens hypothetical protein MGC4308 (MGC4308), mRNA 


NM 032358 


Homo sapiens hypothetical protein MGC13183 (MGC13183), mRNA 


NM 032357 


Homo sapiens hypothetical protein MGC12981 (MGC12981), mRNA 


NM 032356 


Homo sapiens hypothetical protein MGC14151 (MGC14151), mRNA 


NM 032355 


Homo sapiens hypothetical protein MGC13272 (MGC 13272), mRNA 


NM 032352 


Homo sapiens hypothetical protein MGC 1 1296 (MGC1 1296), mRNA 


NM_032350 


Homo sapiens hypothetical protein MGC1 1257 (MGC1 1257), mRNA 


NM 032349 


Homo sapiens hypothetical protein MGC1 1275 (MGC1 1275), mRNA 


NM 032348 


Homo sapiens hypothetical protein MGC3047 (MGC3047), mRNA 


NM_032346 


Homo sapiens hypothetical protein MGC 13096 (MGC 13096), mRNA 


NM 032345 


Homo sapiens hypothetical protein MGC13064 (MGC13064), mRNA 


NM 032343 


Homo sapiens hypothetical protein MGC13016 (MGC13016), mRNA 


NM 032341 


Homo sapiens hypothetical protein MGC14844 (MGC14844), mRNA 


NM_032339 


Homo sapiens hypothetical protein MGC14832 (MGC14832), mRNA 


NM 032336 


Homo sapiens hypothetical protein MGC14799 (MGC14799), mRNA 


NM 032334 


Homo sapiens hypothetical protein MGC14595 (MGC14595), mRNA 


NM 032332 


Homo sapiens hypothetical protein MGC4238 (MGC4238), mRNA 


NM_032331 


Homo sapiens hypothetical protein MGC2408 (MGC2408), mRNA 


NM_032328 


Homo sapiens hypothetical protein MGC12458 (MGC12458), mRNA 


NM_032322 


Homo sapiens hypothetical protein MGC13061 (MGC13061), mRNA 


NMJ332321 


Homo sapiens hypothetical protein MGC 13057 (MGC13057), mRNA 


NM 032319 


Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA 
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NM 032315 


Homo sapiens hypothetical protein MGC4399 (MGC4399), mRNA 


tom 032314 


Homo sapiens hypothetical protein MGC4767 (MGC4767), mRNA 


NM 032313 


Homo sapiens hypothetical protein MGC3232 (MGC3232), mRNA 


NM 032312 


Homo sapiens hypothetical protein MGC1 1061 (MGC1 1061), mRNA 


NM 032310 


Homo sapiens hypothetical protein MGC1 1115 (MGC1 1115), mRNA 


NM 032307 


Homo sapiens hypothetical protein MGC 10999 (MGC 10999), mRNA 


NM 032303 


Homo sapiens hypothetical protein MGC10940 (MGC10940), mRNA 


NM 032302 


Homo saniens hvnothetical nrotein MGC1091 1 (MGC1091 1) mRNA 


NM 032301 


Homo sapiens hypothetical protein MGC10870 (MGC10870), mRNA 


NM 032300 

1 N 1YX \/Jx<JUv 


Homo ^aniens hvnothetical nrotein MGC 10854 (MGC 10 854 1 mRNA 


NM 032298 


Homo sapiens hypothetical protein DKFZp7610132 (DKFZp7610132), mRNA 




TTomo Qaniens h\motneftVfl1 nrotein XS\CV7r\lf\ \ F)1 1 9 fDTCF7n7<x1 D1 1 9 i mRNA 

1TX VJ111U OCxLJlC'llo 11V LHJLllCLlL/dl L/l W LC<111 1_J XVX *->\J ' v A X^ X JL ^JL-'xVJL JLjtyJ I \J X i-J X X J , 1 X XX VI > .fx. 


NM 032296 


Homo sapiens hypothetical protein DKFZp761A132 (DKFZp761A132), mRNA 


I N 1V±__U J> Z, Z :/ D 


XxUlllU odUlCIlb 11 V L/L/tlxCLlUdl L/lL/LClll JL/ JLvl /j U / VJ 1 IN W I JU/XVJL /LiYJ 1 \J X. 1 > VJVJZ^'-r ' ? 

mRNA 


"NIVr 0^99Q/l 
IN lvx_U jZZ7*t 


XIUIIIL/ od.piCIlo» liypULllCLlL/dl JJlOLClll \-JxSJj JLt\J 1 U llvlUtZrJ ^JU'XVx Z_v|J / 0 1 xYJLv/*tZ» D y, 

mRNA 

11 JUL VI N XX. 


"MM 0^9980- 


TTomo Qanipn«3 hvnothetiVal r>rotein DKF7n761 ROS 1 4 rm<rF7ri761 4^ 

X1U111VJ ouUlCllo ll^y JL/W Lllv-' Ul^CXl yjx\J\\sxxx ^\-J / VJ 1 1 1JV/J X *T ^X-/xVJL Z-'yf 1 vJ 1 lxJuJ l.*T" 

mRNA 


1 > 1Y1. \J Z^ZjKj 1 


Homo saniens hvnothetical nrotein DlCFZn76 1 0 1 7 1 2 1 ^DKFZn76 1 0 1 7 1 2 1 1 

i iwiiiv,' o cx j_y i v^i i o xi y \J kj uiv tivcu w uv>xxx jl-'x^j. z—ti-J / \j x x / x^j x ^jl-^x^jl jl-ivj i u i w xi x^x 

mRNA 


NM 032280 


Homo sapiens hypothetical protein DKFZp761J139 (DKFZp761J139), mRNA 


NM 032278 


Homo sapiens hypothetical protein DJCFZp547P082 (DKFZp547P082) 5 mRNA 


NM 032274 


Homo sapiens hypothetical protein DKFZp547F072 (DKFZp547F072), mRNA 


NM 032271 


Homo sapiens hypothetical protein DKFZp5 861021 (DKFZp5 861021), mRNA 


NM 032270 


Homo sapiens hypothetical protein DKFZp586Jl 1 19 (DKFZp586Jl 119), mRNA 


NM 032269 


Homo saniens hvnothetical nrotein DKFZn434I099 fDKFZn434I099i mRNA 


NM 032266 


Homo sapiens hypothetical protein DKFZp434Gl 18 (DKFZp434Gl 18), mRNA 




TTomo <5flTvipn<? hvnotVietiral -nrotein F>KF7r»4347sri 97 rnKF7-n434TsT1 97 i mRNA 

x. JUJiiiw ou-jjidio ii_y ^J\J liiv^ Li^/Cii )Jx\JiXsixx i/ivi z_i|j*-r«j ^tx > / ^i-'ivi z_#jj*-tj*-ri.> / y ; iiii.vx > n 


NM 0^9969 


TTomo <2prvieri<; hvnothetipal -nrotein F)TCF7n4341SF03S rF)TCF7n434T\T03S^ rrfRNA 

X JL\J111VJ odJL/lC'llO llJ'JpVJtllC'tlC'Cl.l jJlUtV'Hl l-'lvl Zjp'Tj'Tl> VJ J ^-L^XSJ, Zjp , rJ , Tl>IV/J J lllTvl^xi. 


NM 0199S7 

INI VI. UJ^ZJ / 


TTomo c;anien«5 hvnothetiral nrotein TTPCF7n434N9435 ^F)KF7n434N943 i S i 

XHJ111VJ &CljJldlo lljr JJULllt-LlV^dl |J1 KJ LCI 11 -L71V1 Z_/LJ'"T J*-rl >X<*-T»J J ^J_/JN_L ZjptJ , Tl>lz< i Tj J / , 

mRNA 


NM 039956 

1MYX ^> ^ «J VJ 


TTomo saniens Tivnothetieal nrotein F)TCF7n434K943 S rr>'K'F7n434K943S ■ 

±X\Jllx\J OCLj_/ldlo lljr jJUl/ilt/tll^Cll jJlVJtwlll Zjp'Tj'TlV^'TjJ ^l^lvl /jpt JtlV^t J J J ? 

mRNA 


NM 032255 


Homo saniens hvnothetical nrotein DKFZn434I1930 fDKFZn434I1930 1 mRNA 


NM 032254 


Homo saniens hvnothetical nrotein DKFZn434Fl 42 TDKFZn434F142^ mRNA 

XXVXXXW ljUL/XvXXO XXV L/U IXXvlXvCXX UXUvVlXl X ^X_^.X_ £—jyJ V l^X. X T \ X/XVX jL — tvJ I *J TX. X T-*-rf yf , XXXX\X HX L 


NM 032247 


Homo saniens hvnothetical nrotein DKFZn434E05 1 9 CDKFZn434E05 1 9^ 

XXUXXXW JUL/XvXXiJ XXV LfULXXVvlXVCXX UXULVXXX X^XVX £..jyj I *J TX — J \J X S I X/XVX XjU~J~X-/Vw' X I, 

mRNA 


NM 032242 


Homo sapiens hypothetical protein DKFZp5 64 A 176 (DKFZp564A176), mRNA 


NM 032238 


Homo saniens hvnothetical nrotein FLJ23416 (TLJ23416") mRNA 

AAV/11IV/ l?UL/1V11l? A A V VJ V/ LllvliVUl V/ tviXl A. 1 J %J ^ — ✓ I A V/ \ JL iirf*/ T A V/ /* A AAA. XJL i A A. 


NM 032235 


Homo saniens hvnothetical nrotein FLJ23138 CFLJ23138") mRNA 


NM 032234 


Homo sapiens hypothetical protein FLJ23059 (FLJ23059), mRNA 


NM 032^33 


Homo ^aniens hvnothetical nrotein FT T93097 TFT T9^097i mRNA 

JL XVJX11U oaUlVlliJ 11 V LJ \J Lll^ LL^CXI UXUlvXXX X. IjJZ^JV/^ / 11 J i*J J-t ~J \J jLi f Ij llUVllxV. 


NM 032229 


Homo saniens hvnothetical nrotein FLT22774 TFLT22774^ mRNA 

XXVXXXXVJ OClJL/l^llO ll_y ^J\J L-llV^ LlL/Cl-1 pX \ J IVXXX X J_/«J a—i*— 1 / ^ 11 X-i%3 JL,jL, 1 1 I < ^ 1 1 JUL V_L > ^X. 


NM 032221 


Homo saniens hvnothetical nrotein FLJ22369 TFLT92369 1 mRNA 

XXVXXXV/ uClL/XVyXlO XX V U V l/XXV IX vCVX \r l»wXXX X X-iti mm V ^ IX X\uO ( 1 ( i^J \J *s /, XXXXVX > X X 


NM 032213 


Homo saniens hvnothetical nrotein FLJ21977 TFLT21977^ mRNA 

x.x.\jxxxkj uapxv^ixo xxj pvixxuixvux x"^ l.v^aj.x -i- x~/%i ^ x s / / y^x. J — /J — J — / i 'J) xxxxvi i x x 


NM_032212 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 032207 


Homo sapiens hypothetical protein FLJ21742 (FLJ21742), mRNA 


NM 032205 


Homo sapiens hypothetical protein FLJ21615 (FU21615), mRNA 


NM 032196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


Homo sapiens hypothetical protein FLJ20940 (FLJ20940), mRNA 
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NM 032191 


Homo sapiens hypothetical protein FLJ14326 (FLJ14326), mRNA 


NM 032187 


Homo sapiens hypothetical protein FLJ14026 (FU14026), mRNA 


NM 032186 


Homo sapiens hypothetical protein FLJ13964 (FLJ13964) 5 mRNA 


NM 032181 


Homo sapiens hypothetical protein FLJ13391 (FLJ13391), mRNA 


NM 032179 


Homo sapiens hypothetical protein FLJ20542 (FLJ20542), mRNA 


NM 032178 


Homo sapiens hypothetical protein FLJ13291 (FLJ13291), mRNA 


NM 032175 


Homo sapiens hypothetical protein FLJ12787 (FLJ12787), mRNA 


NM 032174 


Homo sapiens hypothetical protein FLJ12770 (FLJ12770), mRNA 


NM 032169 


Homo sapiens hypothetical protein FLJ12592 (FLJ12592), mRNA 


NM 032164 


Homo sapiens hypothetical protein FLJ12298 (FLJ12298), mRNA 


NM 032162 


Homo sapiens hypothetical protein FLJ1 1952 (FLJ1 1952), mRNA 


NM 032155 


Homo sapiens hypothetical protein DKFZp547I094 (DKFZp547I094), mRNA 


NM 032152 


Homo sapiens PRAM-1 protein (PRAM-1), mRNA 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 


NM 032147 


Homo saniens hvDOthetical nrotein DKFZn434D0127 03KFZP434D0127) 
mRNA 


NM_032146 


Homo sapiens hypothetical protein DKFZp434Ll 123 similar to mouse Arl6 
fDKFZP434Ll 123) mRNA 


NM_032143 


Homo sapiens hypothetical protein DKFZp434B1727 (DKFZP434B1727), 
mRNA 


NM 032142 


Homo sapiens hypothetical protein FLJ10352 (FLJ10352), mRNA 


NM 032141 

X N XYX \J *J 4-t X ~ X 


Homo saniens hvnothetical nrotein DKFZd434K1421 (DKFZP434K142D 
mRNA 


nm 032140 

J_ N XYX \J_JZ*X*T\/ 


Homo saniens hvnothetical orotein DKFZd434A1319 (DKFZP434A1319") 
mRNA 


NM 032135 

X ^1 XYX \J *J J — ' .-' 


Homo saoiens hvnothetical orotein DKFZt>434F1017 rDKFZP434F1017 , J 
mRNA 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P0316 (DKFZP434P0316), 
mRNA 


NM 032131 


Homo saniens hvnothetical Drotein DKFZd434P0714 (DKFZP434P0714), 
mRNA 


NM 032130 


Homo sapiens hypothetical protein DKFZp434J01 13 (DKJFZP434J01 13), mRNA 


NM 032129 


Homo sapiens hypothetical protein DKFZp434H20 1 0 (DKFZP434H2010), 
mRNA 


NM 032128 


Homo sapiens hypothetical protein DKFZp566Ml 14 (DKFZP566M114), mRNA 


NM_032127 


Homo sapiens hypothetical protein DKFZp566M1046 (DKFZP566M1046), 
mRNA 


NM 032126 


Homo sapiens hypothetical protein DKFZp564J047 (DKFZP564J047), mRNA 


X N IV X \J J 1. jLi'-t 


Homo <?anienc; hvnothetical nrotein DKF7r>564D1378 (DKFZP564D1378 1 

1XU11 WJ OCIUIOIIO 11 J \J\J Lilt* LX\sClX WX \J UWX11 X_^X*-X £^jVJ *J \J~ A. ^> 1 <J yjVXVL * — I -J W~X_^ X / KJ 

mRNA 


NM_032121 


Homo sapiens hypothetical protein DKFZp5 64K 1 42 similar to implantation- 
associated nrotein fDKFZn5 64K 1 42) mRNA 


NM 032118 

X > XVX \J *J X ± KJ 


Homo saniens hvnothetical nrotein FLJ12953 similar to Mus musculus D3Mm3e 
(FLJ12953), mRNA 


NM 032117 


Homo sapiens GAJ protein (GAJ), mRNA 


NM 032116 


Homo sapiens hypothetical protein MGC2599 similar to katanin p60 subunit A 1 
2599 (MGC2599), mRNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43), mRNA 


NM 020898 


Homo sapiens KIAA1536 protein (KIAA1536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA 


NM 020707 


Homo sapiens KIAA1 173 protein (KIAA1 173), mRNA 


NM 018670 


Homo sapiens hypothetical protein (IR1899308), mRNA 
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NM 018385 


Homo saoiens hvoothetical orotein FLJ1 1301 (TTJ1 1301V mfiNA 


NM 018064 


Homo sapiens hypothetical protein FLJ10342 (FLJ10342), mRNA 


NM 017607 


Homo sapiens protein phosphatase 1 ? regulatory (inhibitor) subunit 1 2C 
(PPP1R12C), mRNA 


NM 015645 


Homo sapiens DKFZP586B0621 protein (CTRP5) 5 mRNA 


NM 015528 


Homo sapiens DKFZP566H073 protein (DKFZP566H073), mRNA 


NM 015512 


Homo sapiens DKFZP434A236 protein (DKFZP43 4 A2 36), mRNA 


NM 015426 


Homo sapiens DKFZP434C245 protein (DKFZP434C245), mRNA 


NM 015292 


Homo sapiens KIAA0747 protein (KIAA0747), mRNA 


NM 015236 


Homo sapiens KIAA0768 protein (LEC3), mRNA 


NM 015196 


Homo sapiens KIAA0922 protein (KIAA0922), mRNA 


NM 015112 


Homo sapiens KIAA0807 protein (MAST205") mRNA 

iiviiiv uupiviiu ivju XX \jyj kj \j i J. v_/ tviii i xt jlx vl/ x x^ v *s J ^ j>j.ixvjl t x x 


NM 015070 


Homo sapiens KIAA0853 protein (KIAA0853), mRNA 


NM 032308 


Homo sapiens hvoothetical protein MGC4189 (MGC4189") mRNA 

XXV/lllv O IX L/i-VllU 11 Y L/ V/ 111V llVtll L-/1 V* Ivlll lTi.VJ T X V-J 1 XTX VJ V^- 4 1 X KJ ~f / 5 11HV1 T X X 


NM 004801 


Homo sapiens neurexin 1 (NRXN1), mRNA 


NM 001221 


TTnmn ^aniPTTs pa lemm/palmodiiliri-dpripridprit nrotpin l<"ina<?p fC^aA/T Vina^ip^ TT 

1XU111U OClLFlWlliJ wCLXVsXLJ-XXX/ w ClXXxXCLX LIXXXX U-V/ UV/UVJ-Vil t UlvLviH XVXXXCXOV^ \ V — .-C4.X.YJ- XVXXXCloV^ 1 XX 

delta TCAMK^D^ mRNA 

V-LV>X Let ^V_^XiJ.VJ.jrV^X_>' XXXX.VJL> XX 


NM 015208 


Homo sapiens KT A AO 874 protein (KT A A 0874") mRNA 

JlX\JXXX\J OCXL,'XV^XXO IvliLTlV/U / r Lv XXX y^AVJUJUi.\/ U / i J j J.AJ-LVX. ^1 J: 1. 


NM 03^043 


TTnmn <sa nipti^ TiR C 1 A 1 -infprar/K no - rvrotpm 1 rRRTPI^ mRNA 

XXUXJlJlv OAUXvXXO JJXVV/n X XXXlV/X <X\s IXXX£^ LJXVJIAsXXX X t^XJXx I 1 Xyj lliXVL lii. 


NM 032040 


Homo sapiens hvpothetical protein DKFZp^64K0322 <T)KFZP564K0322"l 
mRNA 


NM 032037 


Homo sapiens serine/threonine protein kinase SSTK (SSTK), mRNA 


NM 032033 


Homo sapiens FKSG43 (FKSG43), mRNA 


NM 032032 


Homo sapiens FKSG42 (FKSG42), mRNA 


NM 032031 


Homo sapiens FKSG17 (FKSG17), mRNA 


NM 032029 


Homo sapiens FKSG87 protein (FKSG87), mRNA 


NM 032026 


Homo sapiens CDA1 1 protein (CDA1 1), mRNA 


NM 032024 

X 1 X ▼ X \J Xw \J I 


Homo sapiens CDA017 protein fCDA017^ mRNA 

llV/lllw uUL'lVllJ V — A — f X IV/ X / Ul ULvlll V^X-/ X IV/ X / J ^ 1111V1 11 X 


NM 032023 


Homo sapiens AD037 protein (AD037), mRNA 


NM 032022 


Homo sapiens AD036 protein (AD036), mRNA 


NM 031956 


Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 


NM 031954 


Homo sapiens MSTP028 protein (MSTP028), mRNA 


NM 031953 

X T XT JL \J w» X *J <*J 


Homo sapiens MSTP043 protein (MSTP043^ mRNA 

X IV/lllv/ LjUUlvllO 1Y1LJ JL JL \J V w' L/X VtVill \ IVIL/ XX \J I J j lllLVill X 


NM 031936 


Homo sapiens G protein-coupled receptor 61 fGPR61^ mRNA 

4.J.V111U JUL/lvlliJ X_J Ul V Ivlll VV/U-UAVVl 1 V^V L'X-ZX V-/ X \ V — P X JLVv X 11JJLV1 ll X 


NM 031934 


Homo sanipn^ R AR34 member R AS oncogene familv (TZ. AR34^ mRNA 

X XV/illU OUUXvlJLO XvrxJ-»J~j lIlvlllUvI XVI XLJ vllVVCVllv 1U1X111 Y 1 JLVji. *J J J 1J.U.VL 1 XL 


NM 031933 


Homo sanipTi*? winp'lpss-tvop IVTMTTV intpprfltion site fhmilv member 8 A 

1XW1XXW IJCtUXVXXO VV lllulvOO L V L# V x.vjlx.yjl X Y IXllVgX ClllWll DXlV XC1XXXXX V , X X XV111 L/Vl Ul X 

fWNT8A f transcript variant 1 mRNA 


NM 031932 


Homo saniens testis transcrint V 14 TTTV14i mRNA 

XXUXXIU OCXLyXV^XXD LvOUO LXCUiOvXXUl X X^ \^X. X. X X^fj XX XX, VI 1X1 


NM 031931 


Homo sapiens testis transcript Y 13 (TTY13), mRNA 


NM 031930 


Homo ^aniens fpstis tran^crint Y 1 9 fTT Y 1 ? i mRNA 

XXUUJLU OCXLJXC'XXO tl^OL-XO LX CXX10V_'X XLJ L J. X Z-i \X. X X XjL>}^ X X XXVI >l £\. 


NM 031929 


Homo ^aniens testis trapscrint Y 1 1 rTTY1 1^ mRNA 

X.X\JXXi\J OUUlvliO Lv/OLXO LX tuxo VX X U I X XX \^ JL X X. X X f •) xxxjlvx. yj. V 


NM 031927 


Homo sapiens testis transcript Y 9 fTTY9", mRNA 

llvlllv/ OUUlvllQ IvOLlu litilluvl 1UI X ~f IX X X llllvl 11 X 


NM 031926 


Homo sapiens testis transcript Y 7 CYYYl^ mRNA 


NM_031925 


Homo sapiens transmembrane protein induced by tumor necrosis factor alpha 
(TMPIT) mRNA 

l X XT XX XX U 11 IX VI li 1 


NM 031924 


Homo t ?arripn <: s radial ^"nolcp nrotpin 3 fRS»P3^ mRNA 

XXVJ111U OCX LJX V_<XXO X CtVvXXCXX lj L* WXV^ IJX \J XXX ~J ^IVUX J 3 1 V-L ^( <1 


NM 031917 


Homo sapiens aneiopoietin-related protein 5 ( ARP5), mRNA 


NM 031948 


Homo sapiens marapsin (MPN), mRNA 


NM_031908 


Homo sapiens complement-clq tumor necrosis factor-related protein 2 (CTRP2), 
mRNA 


NM_031905 


Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 


NM 031889 


Homo sapiens enamelin (ENAM), mRNA 
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NM 022447 

XNXYX V/Lx< 1 t / 


Homo saniens tonoisomerase-related function nrotein 4-2 fTRF4-2V mRNA 


NM 031485 

X N X YX \J -~J X " O *~> 


Homo saniens fflutamate rich WD reneat Drotein GRWD (GRWDV mRNA 


NM 031484 


Homo sapiens hypothetical protein MGC4415 (MGC4415), mRNA 


NM 031479 


Homo sapiens hypothetical protein MGC4638 (MGC4638) 5 mRNA 


NM fni474 

XNXVX V/ J X*"T / *T 


Homo saniens hvnothetical nrotein DKFZr>761G1913 (DKJFZP761G1913 > ) 
mRNA 


NM 031466 


Homo sapiens KIAA1882 protein (MGC4737), mRNA 


NM 031465 


Homo saniens hvnothetical nrotein MGC 13204 CMGC13204") mRNA 


NM 031464 


Homo saniens hvnothetical nrotein MGC1 1287 similar to ribosomal nrotein S6 
kinase , (MGC 11287), mRNA 


NM 031459 


Homo sapiens sestrin 2 (SES2), mRNA 


NM 031455 


Homo sapiens hypothetical protein DKFZp761F241 (DKFZP76 1F24 1 ), mRNA 


NM 031453 


Homo sapiens hypothetical protein MGC1 1034 (MGC 1 1034), mRNA ! 


NM 031452 ! 


Homo sapiens hypothetical protein MGC2560 (MGC2560), mRNA 


NM 031449 


Homo sapiens KIAA1886 protein (DKFZP761I2123), mRNA 


NM 031447 


Homo sapiens hypothetical protein MGC13033 (MGC13033), mRNA 


NM 031446 


Homo saniens hypothetical nrotein PNAS-131 (PNAS-1311 mRNA 


NM 031437 


Homo sapiens hypothetical protein MGC10823 (MGC10823), mRNA 


NM 031436 


Homo sapiens hypothetical protein MGC 106 12 (MGC 106 12), mRNA 


NM 03143S 

XNXYX V/JX^TJw/ 


Homo saniens hvnothetical nrotein DKFZn5 6410422 A3KFZP 5 6410422") mRNA 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RELP), mRNA 


"MM" 01149S 


Hrvmn Qnr»ierj<5 hvnnthetipal nrotein MGP1 081 0 ^MG^I 081 9^ nYRNA 

XXVJ111U odfJJLCIlo xxy jJXULt51Xl XVX VJ V-» X \J O X ^XvXVJ X \J O X j , X 1 IXVi. > Xx 


NM 031493 


TTnmn «anien<? hvnothetical nrotein NTTF2R rNTTF2R^ mRNA 

XXVJlxlXJ odlJlt'lxO 11 V LllwLit/Cll IJlWL^llX i> Ul Z/1V ^X>l*_/X X^XVy, 1111VL ixv. 


NM 031491 

X^XVX UJl'TZd 


Homo ^aniens hvnothetical nrotein DKFZn434H01 15 (DKFZP434H01 15^ 

X X vJJLllVJ ou U IvIIl) 11 V L11W Llv/Ax UlUL^/Xlx 1- ^ 1 vl XjpTJ^llU X X \X-t x?%*X, *—iX ~*J~XX\J X X *J J , 

mRNA 


NM_031412 


Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPL1), 
mRNA 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


1NXVX \JJ lZ(OJ 


Homo <5anien<3 HA/TfT-hoTf tran<serintion faetor T , C t T' , ~3 rT , r^T^-3 > i mRNA 

XX\JX11U odUlL-ilij IIIYIVJ UUA Li UlloC'l 1U L1\JX1 XCXv/ WJX X V_xX ~J y X \^_sX -J j ^ XlXLVX>xx 


NM 031307 

XNXVX i Jv / 


Homo saniens hvnothetical nrotein FKSG32 fFKSG32^ mRNA 

XXVJ111VJ DuUxt'liO 11 V VJ \J tllt< llvul UIULVXXI X XVUVJ JZ< yX XxJVJ xxxivl irx 


NM 031305 

x>xvx \J ~J x \j *j 


Homo saniens hvnothetical nrotein DKFZn564Bl 162 CDKFZP564B1 162^ 
mRNA 


NM 031301 

XNXVX uJlJul 


Homo saniens hvnothetical nrotein DKFZn564D0372 CDKFZP564D03721 

11UXXXVJ oaLfXvllO 11 V LJ W LllwtlV^Cll UXUlVXXX XyXVX £-^iVJ *J \J ~JS \J ~J 14* yJ— 'X 5S.-X JL-/X \J~ TX^r\J*J 1 — / 5 

mRNA 


NM 031298 


Homo saniens hvnothetical nrotein MGC2963 rMGC2963") mRNA 


NM 031293 

X>XVX \y w" l^y J 


Homo saniens hvnothetical nrotein DKFZn434G131 Q3KFZP434G13D mRNA 

x luiiiw oul>xvxxo xx y l/ v uxxv ixvcix ux u ivxxi i/xvL — / r r vj x *~> x \^*-^* x^x. /x i^t^vj x ^/ x y, iiiivi n x 


NM_031292 


Homo sapiens hypothetical protein DKFZp434G1415 (DKFZP434G1415), 
mRNA 


NM 031288 

X > X VX W «y IaUU 


Homo saniens PAP-1 binding nrotein TPAPA-1^ mRNA 

X.X\JXXX\J OUUXvXXO X X X_L X yJ ±1. AVXAJL JL £^ UX U I>VX1X \ X X IX X x. A /, llli-Vl ^1 X JL 


NM 031284 

XNXVX \J J> 1a/U~ 


Homo saniens hvnothetical nrotein DKFZn434B 195 fDKFZP4 3 4B 1 9 5 ^ mRNA 

OlIUXvXXij XX V M v IXXwLXVUX pX W IVXXX i-/JLVX Z—AVJ Y rX> \ X/XxX £. — /X ■ IXJ X -X f, XXXX.VJ. ^X X 


NM 030972 

xnxvx \j y i 


Homo saniens hvnothetical nrotein MGC5384 fMGC5384 > > mRNA 

XXU111U OuplLXlO XXV UV/LXXvLXvClX UXV/lvXXX XYX\ — IV^^/iJU r ^lYX\JV^k/w'U Ji XXXXVX li X 


NM 030901 


Homo saniens olfactorv recentor familv 7 subfamilv A member 17 TOR7A17V 
mRNA 


NM 017990 


Homo sapiens hypothetical protein FLJ10079 (FLJ10079), mRNA 


NM 031219 

X i XYX V/ w» X X* X. ^ 


Homo saniens hvnothetical nrotein MGC12904 CMGC12904) mRNA 


NM 031218 

J- ^ X VX uJ X x-< X kj 


Homo saniens hvnothetical nrotein FLJ12488 CFLJ12488\ mRNA 


NM 031214 


Homo sapiens hypothetical protein AF3 1 1 304 (AF3 1 1 304), mRNA 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50), mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWP1), rriRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex, 



WO 03/074654 



PCT/US03/05028 





subunit 5 fMGCSOSS^ mRNA 


NM 030971 


Honio sapiens similar to rat rricarhoxvlate carrier-lilce protein CVK A 1 0&T 7 9^ 

iiv/ixiu oujJi.vi.io uiixuiux LW X CLL LI IV-'CLl UKJj\.y lCtLV^ vCUllvl lllxv Jr LV./111 J_J xx. X \J O 1 / / j ^ 

mRNA 


NM 030965 


Homo sapiens similar to sifllvltrari^fp'mQP 7 ffnliVhn-TSJ-flretA/lri^iirnrnirixrl 9 "X 

x.x\jxxx\j oupiviio oxij.xiJ.cii LU olalj 1 LI cvllo±Cl aoC / ^^dlj^lllcl l>i Cll- , C'L < y lllCUU-CtllllllyJ. xC^D 

betaealactosvl- 1 3 VN-acetvl palactosaminide alpha-2 6-sia1v1tr?m<;fprasp^ P 
(MGC3 184), mRNA 


NM 030960 


Homo sapiens sperm acrosome associated 1 fSPACAl^ mRNA 


NM_03095S 


Homo saDiens orsanic anion transporter polvpeptide-related protein A 
(OATPRP4), mRNA 


NM 030952 


Homo sapiens hypothetical protein DKFZp434J037 (DKFZP434J037), mRNA 


NM_030940 


Homo sapiens hypothetical protein MGC4276 similar to CG8198 (MGC4276), 
mRNA 


NM 030937 


Homo sapiens hypothetical protein hCLA-iso (HCLA-ISO), mRNA 


NM 030929 


Homo sapiens hypothetical protein FKSG28 (FKSG28), mRNA 


NM 030921 


Homo sapiens hypothetical protein DC42 (DC42), mRNA 


NM_030917 


Homo sapiens hypothetical protein DKFZn586K0717 (DKF7P586K071 7 , 
mRNA 


NM 030915 


Homo sapiens hypothetical protein DKFZp566J091 (DKFZP5 66 J091), mRNA 


NM 030914 


Homo sapiens hypothetical protein MGC2668 (MGC2668), mRNA 


NM 030907 


Homo sapiens hypothetical protein MGC10731 (MGC 10731), mRNA 


NM 030895 


Homo sapiens hypothetical protein FLJ14129 (FLJ14129), mRNA 


NM 030891 


Homo sapiens leucine-rich repeat-containing 3 (LRRC3), mRNA 


NM 030755 


Homo sapiens thioredoxin domain-containing (TXNDC), mRNA 


NM 030819 


Homo sapiens hypothetical protein MGC1 1335 (MGC1 1335), mRNA 


NM 030814 


Homo sapiens hypothetical protein GL012 (GL012), mRNA 


NM 030810 


Homo sapiens hypothetical protein MGC3178 (MGC3178), mRNA 


NM_030804 


Homo sapiens hypothetical protein DKFZp434E2 135 (DKF7P434F2 1 "35^ 
mRNA 


NM 030794 


Homo sapiens hypothetical protein FLJ21007 (FLJ21007), mRNA 


NM 030759 


Homo sapiens nuclear receptor binding factor-2 (NRBF-2), mRNA 


NM 030795 


Homo sapiens stathmin-like 4 (STMN4), mRNA 


NM 020909 


Homo sapiens KIAA1548 protein (KIAA1548), mRNA 


NM 018023 


Homo sapiens hypothetical protein FLJ 10201 (FLJ10201), mRNA 


NM_023009 


Homo sapiens macrophage myristoylated alanine-rich C kinase substrate 
(M ACM ARCKS), mRNA 


NM 025230 


Homo sapiens hypthetical protein PR02389 (PR02389), mRNA 


NM 025222 


Homo sapiens hypothetical protein PRO2730 HPRO2730^ mRNA 


NM 025170 


Homo sapiens hypothetical protein FLJ12987 fFLJ12987 > l mRNA 


NM 024681 


Homo sapiens hypothetical protein FLJ12242 (FLJ 12242), mRNA 


NM__ .024928 


Homo sapiens hypothetical protein FLJ22559 (FLJ22559), mRNA 


NM_0 17578 


Homo sapiens AIvAP -binding sperm protein ropporin (DKFZp434B1222) 5 
mRNA 


NM 030642 


Homo sapiens apolipoprotein L, 5 (APOL5), mRNA 


NM 024513 


Homo sapiens FYVE and coiled-coil domain containing 1 (FYCOl), mRNA 


NM_030621 


Homo sapiens helicase-moi (KIAA0928), mRNA 


NM 030641 


Homo sapiens apolipoprotein L 5 6 (APOL6), mRNA 


NM 025190 


Homo sapiens KIAA1641 protein (KIAA1641), mRNA 


NM 025040 


Homo sapiens hypothetical protein FLJ21941 (FLJ21941), mRNA 


NM 030613 


Homo sapiens hypothetical protein FLJ21628 (FLJ21628), mRNA 


NM 024820 


Homo sapiens KIAA1608 protein (KIAA1608), mRNA 


NM 018015 


Homo sapiens hypothetical protein FLJ10178 (FLJ10178), mRNA 


NM 024762 


Homo sapiens hypothetical protein FLJ21603 (FLJ21603), mRNA 
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NM 024329 


Homo sapiens hypothetical protein MGC4342 (MGC4342Y niRNA 

XXUlJ.lv/ UtiL/XwlXU 11) UWLllvLlvUl UlULVvlll XTlvJ W * 1 V 1 ^ 1 J J AlUVL 11 1 


NM 024087 


Homo sapiens DKFZP564L0862 protein (DKFZP564L0862Y mRNA 


NM 030594 


Homo sapiens cytoplasmic polyadenylation element binding protein (CPEB1), 
mRNA 


NM 025084 


Homo sapiens hypothetical protein FLJ22795 (FLJ22795), mRNA 


NM 025090 

J. 1 XT X V/ *^+*J \J S \J 


Homo sapiens KIAA1453 protein (KIAA1453), mRNA 


NM 024939 


Homo sapiens hypothetical protein FLJ21918 (FLJ21918), mRNA 


NM 024903 


Homo sapiens hypothetical protein FLJ14297 (FLJ14297), mRNA 


NM 024793 


Homo sapiens KIAA0643 protein (KIAA0643), mRNA 


NM 024718 


Homo sapiens hypothetical protein FLJ10101 (FLJ10101), mRNA 


NM 015652 | 


Homo sapiens DKFZP564P1916 protein (DKFZP564P1916), mRNA 


NM_025189 


Homo sapiens hypothetical protein FLJ13659 (FLJ 13659), mRNA 


NM 025021 


Homo sapiens KIAA0616 protein (KIAA0616), mRNA 


NM 025010 


Homo sapiens KIAA0795 protein (KIAA0795), mRNA 


NM 024894 


Homo sapiens hypothetical protein FLJ14075 (FLJ14075), mRNA 


NM 024840 


Homo sapiens hypothetical protein FLJ13590 (FLJ13590), mRNA 


NM 022782 


Homo sapiens M-phase phosphoprotein 9 (MPHOSPH9), mRNA 


NM 017558 


Homo sapiens hypothetical protein DKFZp434L0850 (DKFZp434L0850), 
mRNA 


NM 030580 


Homo sapiens hypothetical protein MGC 10520 (MGC10520), mRNA 


NM 025195 


Homo sapiens phosphoprotein regulated by mitogenic pathways (C8FW), mRNA 


NM 030581 


Homo sapiens hypothetical protein FLJ12270 (FLJ12270), mRNA 


NM 030577 


Homo sapiens hypothetical protein MGC 10993 (MGC10993) mRNA 

X XV/XXlV utXL/XwXXkj J r^^~^ uiiv iivui rr '-J iviii i*x\j v x s s *s \ x tx v_j a. y 5 nixvi 


NM 030576 


Homo sapiens hvnothetical nrotein MGC10986 (MGC 10986") mRNA 

XXUlllv U(XL/1 vllQ IX V VJ \J tliv Llv Ul L-^X \J Ivlll XTXVJ V / X V-/ S \_/ \ iYXVJ V_-/ X V/ S \J \J I ^ 11 XL AX 1 1 X 


NM 030575 


Homo sapiens hypothetical protein MGC10334 (MGC10334), mRNA 


NM 030572 


Homo sapiens hvnothetical protein MGC10946 (MGC10946") mRNA 

JlJlKJ jlXX\J OUpivllO XIV L/ VI IV/ L1V (XI 1^1 V-f LvlXX XYXVJ V — f X \J ~S X \J \liX\J X-^ X Vr T V/ I ^ 111XVX 1 1 X 


NM 030571 

-L ^ J.YJL UJ V J / X 


Homo sapiens hvnothetical protein 1VTGC 10924 similar to Nedd4 WW-bindinof 
protein 5 (MGC 10924), mRNA 


NM 030569 


Homo sapiens hypothetical protein MGC10848 (MGC10848), mRNA 


NM 030568 


Homo sapiens hypothetical protein MGC10818 (MGC10818), mRNA 


NM 030567 


Homo sapiens hypothetical protein MGC 10772 (MGC 10772), mRNA 


NM 025164 


Homo sapiens KIAA0999 protein (KIAA0999), mRNA 


NM 025132 


Homo sapiens KIAA1638 protein (KIAA1638), mRNA 


NM 024668 


Homo sapiens hypothetical protein FLJ20288 (FLJ20288), mRNA 


NM 024547 


Homo sapiens KIAA0467 protein CKIAA0467) mRNA 

xxviiiv utxpiviio x \ i t. xx iv rv/ / L/i v iviii ixxxi xx iv rv/ / / ^ ixxlvl i x x 


NM 018418 

x ~ xt j_ \-J i r x 


Homo sapiens hvnothetical protein THSD-3 1^ mRNA 

11V/XXXV/ uUpiVllU 11 J pUlllVUVUl Ul Vtvlll 1XXL^/X^r — / ■ X J ^ 11HV1 11 X 


NM 025182 

X "XTX 1 


Homo sapiens hvnothetical protein FLJ1 1560 fFLJl 1560^ mRNA 

X X\J 111VJ LjUUlvllO 11) pUlllVllVUl px V/Lvill X X_/«S X X V-/ \J \ X X-^/w X X V w I « lllivl 11 X 


NM 025168 


Homo saniens LAP (leucine-rich repeats and PDZ^ and no PDZ protein fLANOV 

xxviiiv uixpiviiij i ti. xx i i v u-viiiv iivii x vpvvitkj U4-11VX X -■ — * * —i J (X11\X 11V X J— ^ * 1 Ul VLV111 \ 1 /l XX 1 / J 

mRNA 


NM 025081 


Homo sapiens KIAA1305 protein (KIAA1305), mRNA 


NM 024750 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM 025266 


Homo sapiens hypothetical protein MGC2780 (MGC2780), mRNA 


NM 025265 


Homo sapiens hypothetical protein MGC2776 (MGC2776), mRNA 


NM 025264 


Homo saniens hvnothetical protein MGC2454 CMGC2454) mRNA 

X Iv/lllV uUplvllu 11 V pVJ HIV IAV Wl Ul vLvUl XYIVJ T*^ T \ XTX>JN-/Arf Y I J m lllivl 11 X 


NM 025247 


Homo sapiens hypothetical protein MGC5601 (MGC5601), mRNA 


NM 025246 


Homo sapiens hypothetical protein MGC3295 (MGC3295), mRNA 


NM 025234 


Homo sapiens recombination protein REC14 (REC14), mRNA 


NM 025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ21945 (FLJ21945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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NM_025197 


Homo sapiens hypothetical protein FLJ 13660 similar to CDK5 activator-binding 
protein C53 (FLJ13660), mRNA 


NM 025187 


Homo sapiens hypothetical protein FLJ12076 (FLJ 12076), mRNA 


NM 025184 


Homo sapiens hypothetical protein FLJ22843 (FLJ22843), mRNA 


NM 025181 


Homo sapiens hypothetical protein FLJ22004 (FLJ22004), mRNA 


NM 025163 


Homo sapiens hypothetical protein FLJ12768 (FLJ12768), mRNA 


NM 025159 


Homo sapiens hypothetical protein FLJ1 1577 (FLJ1 1577), mRNA 


NM 025157 


Homo sapiens hypothetical protein FLJ23042 (FLJ23042), mRNA 


NM 025155 


Homo sapiens hypothetical protein FLJ1 1848 (FLJ 1 1848), mRNA 


NM 025152 


Homo sapiens hypothetical protein FLJ12660 (FLJ12660), mRNA 


NM 025150 


Homo sapiens hypothetical protein FLJ12528 (FLJ12528), mRNA 


NM 025147 


Homo sapiens hypothetical protein FLJ13448 (FLJ13448), mRNA 


NM 025146 


Homo sapiens hypothetical protein FLJ13194 (FLJ13194), mRNA 


NM 025145 


Homo sapiens hypothetical protein FLJ22944 (FLJ22944), mRNA 


NM 025143 


Homo sapiens hypothetical protein FLJ20856 (FLJ20856), mRNA 


NM 025140 


Homo sapiens hypothetical protein FLJ22471 (FLJ22471), mRNA 


NM 025139 


Homo sapiens hypothetical protein FLJ12584 (FLJ12584), mRNA 


NM 025134 


Homo sapiens hypothetical protein FLJ12178 (FLJ12178), mRNA 


NM 025133 


Homo sapiens hypothetical protein FLJ12673 (FLJ12673), mRNA 


NM 025130 


Homo sapiens hypothetical protein FLJ22761 (FLJ22761), mRNA 


NM 025129 


Homo sapiens hypothetical protein FLJ22688 (FLJ22688), mRNA " 


NM 025118 


Homo sapiens hypothetical protein FLJ13310 (FLJ13310), mRNA 


NM 025115 


Homo sapiens hypothetical protein FLJ23263 (FLJ23263), mRNA 


NM 025113 


Homo sapiens hypothetical protein FLJ21562 (FLJ21562), mRNA 


NM 025112 


Homo sapiens hypothetical protein MGC1 1349 (MGC1 1349), mRNA 


NM 025108 


Homo sapiens hypothetical protein FLJ13909 (FLJ13909), mRNA 


NM 025107 


Homo sapiens hypothetical protein FLJ21269 (FLJ21269), mRNA 


NM 025105 


Homo sapiens hypothetical protein FLJ12409 (FLJ12409), mRNA 


NM 025104 


Homo sapiens hypothetical protein FLJ13087 (FLJ 13087), mRNA 


NM 025103 


Homo sapiens capillary morphogenesis protein 1 (CMG1), mRNA 


NM 025100 


Homo sapiens hypothetical protein FLJ12294 (FLJ12294), mRNA 


NM 025093 


Homo sapiens hypothetical protein FLJ1 1827 (FLJ1 1827), mRNA 


NM 025092 


Homo sapiens hypothetical protein FLJ22635 (FLJ22635), mRNA 


NM 025088 


Homo sapiens hypothetical protein FLJ13241 (FLJ13241), mRNA 


NM 025087 


Homo sapiens hypothetical protein FLJ2151 1 (FLJ2151 1), mRNA 


NM 025082 


Homo sapiens hypothetical protein FLJ1 3111 (FLJ1 3 111), mRNA 


NM 025075 


Homo sapiens hypothetical protein FLJ23445 (FLJ23445), mRNA 


NM 025074 


Homo sapiens hypothetical protein FLJ22031 (FLJ22031), mRNA 


NM 025073 


Homo sapiens hypothetical protein FLJ21 168 (FLJ21 168), mRNA 


NM 025071 


Homo sapiens hypothetical protein FLJ12190 (FLJ12190), mRNA 


NM 025069 


Homo sapiens hypothetical protein FLJ14299 (FLJ14299), mRNA 


NM 025067 


Homo sapiens hypothetical protein FLJ14106 (FLJ14106), mRNA 


NM 025064 


Homo sapiens hypothetical protein FLJ23604 (FLJ23604), mRNA 


NM 025063 


Homo sapiens hypothetical protein FLJ23550 (FLJ23550), mRNA 


NM 025059 


Homo sapiens hypothetical protein FLJ23305 (FLJ23305), mRNA 


NM 025057 


Homo sapiens hypothetical protein FLJ23189 (FLJ23189), mRNA 


NM 025056 


Homo sapiens hypothetical protein FLJ23185 (FLJ23185), mRNA 


NM 025052 


Homo sapiens hypothetical protein FLJ23074 (FLJ23074), mRNA 


NM 025049 


Homo sapiens hypothetical protein FLJ22692 (FLJ22692), mRNA 


NM 025048 


Homo sapiens hypothetical protein FLJ22684 (FLJ22684), mRNA 


NM 025047 


Homo sapiens hypothetical protein FLJ22595 (FLJ22595), mRNA 
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NM 025045 


Homo sapiens hypothetical protein FLJ22582 (FLJ22582), mRNA 


NM 025031 


Homo sapiens hypothetical protein FLJ21075 (FLJ21075), mRNA 


NM 025030 


Homo sapiens hypothetical protein FLJ20972 (FLJ20972), mRNA 


NM 025026 


Homo sapiens hypothetical protein FLJ14107 (FLJ14107), mRNA 


NM 025025 


Homo sapiens hypothetical protein FLJ14100 (FLJ14100), mRNA 


NM 025024 


Homo sapiens hypothetical protein FLJ14082 (FLJ14082), mRNA 


NM_025023 


Homo sapiens hypothetical protein FLJ14069 (FLJ14069), mRNA 


NM 025019 


Homo sapiens likely ortholog of mouse tubulin alpha 4 (FLJ13940), mRNA 


NM 025012 


Homo sapiens hypothetical protein FLJ13769 (FLJ13769), mRNA 


NM 025009 


Homo sapiens hypothetical protein FLJ13621 (FLJ 13621), mRNA 


NM 025008 


Homo sapiens hypothetical protein FLJ13544 (FLJ13544), mRNA 


NM 025006 


Homo sapiens hypothetical protein FLJ13373 (FLJ13373), mRNA 


NM 025004 


Homo sapiens hypothetical protein FLJ13215 (FLJ13215), mRNA 


NM 025003 


Homo sapiens hypothetical protein FLJ13166 (FLJ13166), mRNA 


NM 025002 


Homo sapiens hypothetical protein FLJ13162 (FLJ13162), mRNA 


NM 025001 


Homo sapiens hypothetical protein FLJ13105 (FLJ13105), mRNA 


NM 025000 


Homo sapiens hypothetical protein FLJ13096 (FLJ13096), mRNA 


NM 024997 


Homo sapiens hypothetical protein FL J 12668 (FLJ12668), mRNA 


NM 024993 


Homo sapiens hypothetical protein FLJ12568 (FLJ12568), mRNA 


NM 024992 


Homo sapiens hypothetical protein FLJ12547 (FLJ12547), mRNA 


NM 024989 


Homo sapiens hypothetical protein FLJ12377 (FLJ12377), mRNA 


NM 024988 


Homo sapiens hypothetical protein FLJ12355 (FLJ12355), mRNA 


NM 024986 


Homo sapiens hypothetical protein FLJ12331 (FLJ12331), mRNA 


NM 024980 


Homo sapiens hypothetical protein FLJ12132 (FLJ12132), mRNA 


NM 024979 


Homo sapiens hypothetical protein FLJ12122 (FLJ12122), mRNA 


NM 024978 


Homo sapiens hypothetical protein FLJ12121 (FLJ12121), mRNA 


NM 024971 


Homo sapiens hypothetical protein FLJ1 1726 (FLJ1 1726), mRNA 


NM 024970 


Homo sapiens hypothetical protein FLJ1 1722 (FLJ1 1722), mRNA 


NM 024969 


Homo sapiens hypothetical protein FLJ1 1703 (FLJ1 1703), mRNA 


NM 024966 


Homo sapiens hypothetical protein FLJ1 1598 (FLJ1 1598), mRNA 


NM 024961 


Homo sapiens hypothetical protein FLJ1 1370 (FLJ1 1370), mRNA 


NM 024959 


Homo sapiens hypothetical protein FLJ22233 (FLJ22233), mRNA 


NM 024957 


Homo sapiens hypothetical protein FLJ22686 (FLJ22686), mRNA 


NM 024955 


Homo sapiens hypothetical protein FLJ23322 (FLJ23322), mRNA 


NM 024954 


Homo sapiens hypothetical protein FLJ1 1807 (FLJ1 1807), mRNA 


NM 024952 


Homo sapiens hypothetical protein FLJ20950 (FLJ20950), mRNA 


NM 024950 


Homo sapiens hypothetical protein FLJ12891 (FLJ12891), mRNA 


NM 024949 


Homo sapiens hypothetical protein FLJ22029 (FLJ22029), mRNA 1 


NM 024948 


Homo sapiens hypothetical protein FLJ13397 (FLJ13397), mRNA 


NM 024946 


Homo sapiens hypothetical protein FLJ21799 (FLJ21799), mRNA 


NM 024945 


Homo sapiens hypothetical protein FLJ12888 (FLJ12888), mRNA 


NM 024943 


Homo sapiens hypothetical protein FLJ23235 (FLJ23235), mRNA 


NM 024940 


Homo sapiens hypothetical protein FLJ21034 (FLJ21034), mRNA 


NM 024937 


Homo sapiens hypothetical protein FLJ12929 (FLJ 12929), mRNA 


NM 024936 


Homo sapiens hypothetical protein FLJ23024 (FLJ23024), mRNA 


NM 024929 


Homo sapiens hypothetical protein FLJ231 12 (FLJ231 12), mRNA 


NM 024927 


Homo sapiens hypothetical protein FLJ21019 (FLJ21019), mRNA 


NM 024926 


Homo sapiens hypothetical protein FLJ12571 (FLJ12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FLJ22389 (FLJ22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FLJ21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FLJ22792 (FLJ22792), mRNA 
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NM 024916 


Homo sapiens hypothetical protein FLJ22814 (FLJ22814), mRNA 


NM 024915 


Homo sapiens hypothetical protein FLJ13782 (FLJ13782), mRNA 


NM 024913 


Homo sapiens hypothetical protein FLJ21986 (FLJ21986), mRNA 


NM 024912 


Homo sapiens hypothetical protein FLJ14327 (FLJ14327), mRNA 


NM 024910 


Homo sapiens hypothetical protein FLJ12700 (FLJ12700), mRNA 


NM 024902 


Homo sapiens hypothetical protein FLJ13236 (FLJ13236), mRNA 


NM 024901 


Homo sapiens hypothetical protein FLJ22457 fFLJ22457\ mRNA 


NM 024899 


Homo sapiens hypothetical protein FLJ12542 (FLJ12542), mRNA 


NM 024895 


Homo sapiens hypothetical protein FLJ23209 (FLJ23209), mRNA 


NM 024892 


Homo sapiens hypothetical protein FLJ1 1700 (FLJ1 1700), mRNA 


NM 024891 


Homo sapiens hypothetical protein FLJ1 1783 (FLJ1 1783), mRNA 


NM 024888 


Homo sapiens hypothetical protein FLJ1 1535 (FLJ1 1535), mRNA 


NM 024887 


Homo sapiens hypothetical protein FLJ13102 (FU13102), mRNA 


NM 024884 


Homo sapiens hypothetical protein FLJ12618 (FLJ12618), mRNA 


NM 024883 


Homo sapiens hypothetical protein FLJ22202 (FLJ22202), mRNA 


NM 024881 


Homo sapiens hypothetical protein FLJ14251 (FLJ14251), mRNA 


NM 024876 


Homo sapiens hypothetical protein FLJ12229 (FLJ12229), mRNA 


NM 024875 


Homo sapiens hypothetical protein FLJ12921 (FLJ12921), mRNA 


NM 024872 


Homo sapiens hypothetical protein FLJ22570 (FLJ22570), mRNA 


NM 024871 


Homo sapiens hypothetical protein FLJ12748 (FU12748), mRNA 


NM 024869 


Homo sapiens hypothetical protein FLJ14050 (FLJ14050), mRNA 


NM 024868 


Homo sapiens hypothetical protein FLJ14124 (FLJ14124), mRNA 


NM 024866 


Homo sapiens hypothetical protein FLJ21 135 (FLJ21 135), mRNA 


NM 024865 


Homo sapiens hypothetical protein FLJ12581 (FLJ12581), mRNA 


NM 024863 


Homo sapiens hypothetical protein FLJ21 174 (FLJ21 174), mRNA 


NM 024862 


Homo sapiens hypothetical protein FLJ13962 (FLJ13962), mRNA 


NM 024860 


Homo sapiens hypothetical protein FLJ21 148 (FLJ21 148), mRNA 


NM 024857 


Homo sapiens hypothetical protein FLJ12735 (FLJ12735), mRNA 1 


NM 024855 


Homo sapiens hypothetical protein FLJ12785 (FLJ12785), mRNA 


NM 024854 


Homo sapiens hypothetical protein FLJ22028 (FLJ22028), mRNA 


NM 024852 


Homo sapiens hypothetical protein FLJ12765 (FLJ12765), mRNA 


NM 024850 


Homo sapiens hypothetical protein FLJ21458 (FLJ21458), mRNA 


NM 024849 


Homo sapiens hypothetical protein FLJ14126 (FLJ14126), mRNA 


NM 024846 


Homo sapiens hypothetical protein FLJ1 1710 (FLJ1 1710), mRNA 


NM 024845 


Homo sapiens hypothetical protein FLJ14154 (FLJ14154), mRNA 


NM_024844 


Homo sapiens hypothetical protein FLJ12549 (FLJ12549), mRNA 


NM 024843 


Homo sapiens duodenal cytochrome b (FLJ23462), mRNA 


NM 024838 


Homo sapiens hypothetical protein FLJ22002 (FLJ22002), mRNA 


NM 024834 


Homo sapiens hypothetical protein FLJ13081 (FLJ13081), mRNA 


NM 024833 


Homo sapiens hypothetical protein FLJ23506 (FLJ23506), mRNA 


NM 024830 


Homo sapiens hypothetical protein FLJ12443 (FLJ12443), mRNA 


NM 024829 


Homo sapiens hypothetical protein FLJ22662 (FLJ22662), mRNA 


NM 024828 


Homo sapiens hypothetical protein FLJ13657 (FLJ13657), mRNA 


NM 024827 


Homo sapiens hypothetical protein FLJ22237 (FLJ22237), mRNA 


NM 024826 


Homo sapiens hypothetical protein FLJ21 159 (FLJ21 159), mRNA 


NM 024825 


Homo sapiens hypothetical protein FLJ23447 (FLJ23447), mRNA 


NM_024824 


Homo sapiens hypothetical protein FLJ1 1806 (FLJ1 1806), mRNA 


NM 024823 


Homo sapiens hypothetical protein FLJ21596 (FLJ21596), mRNA 


NM 024821 


Homo sapiens hypothetical protein FLJ22349 (FLJ22349), mRNA 


NM 024818 


Homo sapiens hypothetical protein FLJ23251 (FLJ23251), mRNA 


NM 024817 


Homo sapiens hypothetical protein FLJ13710 (FLJ13710), mRNA 
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NM 024814 


Homo sapiens hvnothetical orotein FLJ23109 (TLJ23109Y mRNA 


NM 024802 


Homo sapiens hypothetical protein FLJ21369 (FLJ21369), mRNA 


NM 024801 


Homo sapiens hypothetical protein FLJ21551 (FLJ21551), mRNA 


NM 024800 


Homo sapiens hypothetical protein FLJ23495 (FLJ23495), mRNA 


NM 024798 


Homo sapiens hypothetical protein FLJ13952 (FLJ13952), mRNA 


NM 024794 


Homo sapiens hypothetical protein FLJ22408 (FLJ22408), mRNA 


NM 024792 


Homo sapiens hypothetical protein FLJ22282 (FLJ22282), mRNA 


NM 024791 


Homo saniens hvnothetical nrotein FLJ22756 (TLJ22756 » mRNA 


NM 024790 


Homo saniens hvnothetical nrotein FLJ22490 (TLJ22490^ mRNA 


NM 024788 


Homo saniens hvnothetical nrotein FLJ21062 (FLJ21062 » mRNA 


NM 024787 


Homo saniens hvnothetical nrotein FLJ12526 (FLJ12526^ mRNA 


NM 024786 


Homo sapiens hypothetical protein FLJ13 153 (FLJ13153), mRNA 


NM 024785 


Homo sapiens hypothetical protein FLJ22746 (FLJ22746), mRNA 


NM 024783 


Homo sapiens hypothetical protein FLJ23598 (FLJ23598), mRNA 


NM 024782 


Homo sapiens hypothetical protein FLJ12610 (FLJ12610), mRNA 


NM 024781 


Homo sapiens hypothetical protein FLJ23594 (FLJ23594), mRNA 


NM 024779 


Homo sapiens hypothetical protein FLJ22055 (FLJ22055), mRNA 


NM 024778 


Homo sapiens hypothetical protein FLJ22612 (FLJ22612), mRNA 


NM 024776 


Homo sapiens hypothetical protein FLJ21 140 (FLJ21 140), mRNA 


NM 024774 


Homo saniens hvnothetical nrotein FLJ21924 CFLJ21924» mRNA 


NM 024770 


Homo sapiens hypothetical protein FLJ13984 (FLJ13984), mRNA 


NM 024768 


Homo sapiens hypothetical protein FLJ12057 (FLJ12057), mRNA 


NM 024766 


Homo saniens hvnothetical nrotein FLJ2345 1 (FLJ23451, mRNA 

X X Vy JL JL 1W UULyiVllU 11 J |JV/ tllV tl Viil LJ1 \J tVlll X X_/*/ JL*t 1 w' X ^X JL/*J ^%*^J X J *, liULVl ill. 


NM 024765 


Homo sapiens hypothetical protein FLJ12401 (FLJ12401), mRNA 


NM 024764 


Homo sapiens hypothetical protein FLJ14298 (FLJ14298), mRNA 


NM 024761 


Homo sapiens hypothetical protein FLJ13204 (FLJ13204), mRNA 


NM 024759 


Homo sapiens hvnothetical nrotein FLJ13955 (FLJ13955 » mRNA 


NM 024757 


Homo saniens hvnothetical nrotein FLJ12879 (FLJ12879 f mRNA 

JLJLV^XXXV*^ UWV^/lVllLI lljr L/Vf vllV ^lVi41 L/l V/ tVlll X X_/*/ X *W / y^JL 1 J*J X £-t VJ / J ^ llJxVL ili. 


NM 024756 


Homo saniens hvnothetical nrotein FLJ13465 (TLJ13465 1 mRNA 


NM 024755 


Homo saniens hvnothetical nrotein FLJ13213 (FLJ13213 . mRNA 

X IV/lllLf UUpivilU ll^J L/V/L11VL1VC11 L/l vtWliX X JL_y«J X X X «_/ X. J y 11JULV1 llX 


NM 024753 


Homo saniens hvnothetical nrotein FLT1 1457 fFT^Tl 1457i mRNA 

HV111V ut^L/lVllu llj Jk/V/LllwLlvU-1 jJ*l V/lvlll X J l*J X 1 / y^X J t\J X X / J ^ 11U.VL ill, 


NM 024751 


Homo saniens hvnothetical nrotein FT>T1 327^ fFT\T1 327^ ■ mRNA 


NM 024748 


Homo saniens hvnothetical nrotein FLJ1 1539 fFLJl 1539 1 mRNA 

XXV111V JT llj' ^/vLllvllwUl L/l V LV111 X JL^/kJ X X »-/ ^ l^X JL-/kF X X ^ 11 1 1 X- 1 ^X X 


NM 024747 


Homo sapiens hypothetical protein FLJ22501 (FLJ22501), mRNA 


NM 024745 


Homo sapiens hypothetical protein FLJ22009 (FLJ22009), mRNA 


NM 024743 


Homo sapiens hypothetical protein FLJ21934 (FLJ21934), mRNA 


NM 024738 


Homo sapiens hypothetical protein FLJ21415 (FLJ21415), mRNA 


NM 024736 


Homo sapiens hypothetical protein FLJ12150 (FLJ12150), mRNA 


NM 024735 


Homo sapiens hypothetical protein FLJ22477 (FLJ22477), mRNA 


NM 024734 


Homo sapiens calponin like transmembrane domain protein (calmin), mRNA 


NM 024733 


Homo saniens hvnothetical nrotein FLT14345 (FLJ14345 • mRNA 


NM 024730 


Homo sapiens hypothetical protein FLJ22655 (FLJ22655), mRNA 


NM 024729 


Homo saniens hvnothetical nrotein FT Tl 3881 fFLJ13881 • mRNA 


NM 024728 


Homo saniens hvnothetical nrotein FT T1 1 SOR TFT J1 1 RQR ■ m"R7sl A 


NM_024725 


Homo sapiens hypothetical protein FLJ23518 (FLJ23518), mRNA 


NM 024724 


Homo saniens hvnothetiral nrotein FT T??^^? fFT T2233? ■ mP7\FA 


NM_024721 


Homo sapiens likely ortholog of mouse zinc finger homeodomain 4 (FLJ20980), 
mRNA 


NM 024713 


Homo sapiens hypothetical protein FLJ22557 (FLJ22557), mRNA 


NM_024712 


Homo sapiens engulfment and cell motility 3 (ced-12 homolog, C. elegans) 
(ELM03), mRNA 


NM 024711 


Homo sapiens hypothetical protein FLJ22690 (FLJ22690), mRNA 
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MM 024710 


Homo sat)iens hypothetical Drotein FLJ23469 (TTJ23469 , mRNA 


NM 024708 


Homo sapiens hypothetical protein FLJ22551 (FLJ22551), mRNA 


NM 024707 


Homo saoiens hvoothetical Drotein FLJ13956 n?LJ13956, mRNA 


NM 024706 


Homo saoiens hvoothetical Drotein FLJ13479 fFLJ13479 > ) mRNA 

JL XV/111V/ UW-L/J.V11U J tllV tlVMl \*J Ivill JL J—/*/ X T / — ' \ JL-JkJ X T / ^ / * XX JUL Vl ^ X JL 


NM 024704 


Homo sapiens hypothetical protein FLJ23045 (FLJ23045), mRNA 


NM 024702 


Homo sapiens hypothetical protein FLJ13841 (FLJ13841), mRNA 


NM 024699 


Homo sapiens hypothetical protein FLJ14007 (FLJ14007), mRNA 


NM 024697 


Homo saoiens hvoothetical orotein FLJ22419 fFLJ22419, mRNA 


NM 024696 


Homo saoiens hvoothetical Drotein FLJ23058 (FLT23058 • mRNA 


NM 024694 


Homo saoiens hvoothetical orotein FLJ23 121 (FLJ23 121 ( mRNA 

JL X.V/1 11V OU-L/lVllkJ lljr L/Vf lllvtlVUl jL/1 L/lwlll JL Jt — x—f^J X 2-4 X y^JL J tO^mJ X ^—i JL y ^ 1 1 llv 1 J 1 \ 


NM 024691 

X > XYX \J^~T\JJ/ X 


Homo saniens hvnofhetical nrotein FT T23233 CFT T73931 1 mRNA 


NM 024685 


Homo saoiens hvoothetical orotein FLJ23560 (FLJ23560 1 mRNA 

J.XV/111V Uvik/lVllu llj L'V/tllVtlV/U'l JL/1 V twill JL JL^/«JT Xmd \J \J \ JL X-^i*J *J %J \J \J 11 II v 1 ^ 1 \ 


NM 024682 


Homo saoiens hvoothetical orotein FLJ12168 fl?LJ12168 1 mRNA 

JL XL/111V/ kJU-L/lVllO lljf L/L/ tllV tl vtll v Ivlll JL J — i%3 1 1 V\J \ -L -L V/ \-J y *j XI JJLVi l ii 


NM 024680 


Homo sapiens hypothetical protein FLJ233 1 1 (FLJ233 1 1), mRNA 


NM 024679 


Homo sapiens hypothetical protein FLJ1 1939 (FLJ1 1939), mRNA 


NM 024677 


Homo sapiens hypothetical protein FLJ14001 (FLJ14001), mRNA 


NM 024676 


Homo sapiens hypothetical protein FLJ22938 (FLJ22938), mRNA 


NM 024674 

X ^ X Y X \J T\J I r 


Homo saoiens hvoothetical orotein FT T1 9457 TFT T1 2457 1 mRNA 


NM 024671 


Homo saoiens hvoothetical orotein FLJ23436 TFT T23436"i mRNA 


NM 024669 


Homo saoiens hvnothetical nrotein FT T1 17QS ^FT T1 17QS i mRNA 


NM 024667 


Homo saoiens hvoothetical orotein FT T1 2750 TFT T1 ?7S0 1 mRNA 

XXVyJULJ-VJ" k3CLL/l^/i.J.O Ll-J yj\J\^XWj\,X\jCk.Y IJX \J LVvXi.1 X J — ' J J. X< / JV/ X_/J X i *J\J J 5 JL 1 JUL VJ. ^1 Xi. 


NM 024665 

X^IXVX \J 4-^ ■ VJ VJ S 


TTomo sariien^ nndefir Teeer>tnr p.o-rPTrrp^Qor/TTTi Ar^^ rnmnlpY QnKnnit 
(FLJ12894), mRNA 


NM 024664 


Homo saoiens hvoothetical orotein FLJ1 1838 fFLJl 1838 1 mRNA 

lAV/lllv UfcXJkJ'l Vllu lljf L/ v tllv tl Vill ^71 V LVI11 X JL—/tJ X 1 U JU V J JkF X X KJ *J L-J j j _x L 1 I V 1 > _L X 


NM 024661 


Homo saoiens hvoothetical orotein FLT1 2436 TFT Tl 2436 1 mRNA 


NM 024660 


Homo saoiens hvoothetical orotein FLJ22573 (FLJ22573 mRNA 

AAVlllv UU-LVlVllU 11J jj' V HIV llvU'l L/l V/ tVlll X X/J 4rfiJ«/ / *J V JLVviW.Uw' / ^ ^ XXJJLXJL liJ. 


NM 024659 


Homo saoiens hvoothetical orotein FLJ1 1753 fFLTl 1 753 1 mRNA 


NM 024658 


Homo saoiens hvoothetical orotein FLJ23338 (FLT23338 1 mRNA 


NM 024657 


Homo saoiens hvoothetical orotein FFT1 1 565 TFT Tl 1 565 • mRNA 

J-i-v/lllV iJU^JLVliiJ jf I LXXw L1WU1 \_/ LV--AJ.X X J — /tJ X X*J\J*J y X 1 <«J X X.JVJ'w' 11XIVL lli. 


NM 024656 


Homo saoiens hvoothetical orotein FLJ22329 fFLT22329i mRNA 


NM 024653 


Homo saoiens hvoothetical orotein FLJ13902 rFLT13902i mRNA 


NM 024652 


Homo saoiens hvoothetical orotein FLT23 1 1 9 TFT T23 1 1 9 1 mRNA 


NM 024645 


Homo saoiens hvoothetical orotein FLJ13842 fFLTl 3842 • mRNA 


NM 024644 


Homo saoiens hvoothetical orotein FLT21 802 TFT T21 802 • mRNA 

J.XU111V7 DUjjiwilij llj J^/VJ lllvllvul LVXV/l'WXXX X XjJm 1 ^X XjJZi JLUvij ^ lllXVi l/i. 


NM_024643 


Homo saoiens hvoothetical orotein FLJ23093 (TLJ2 30931 mRNA 

-■- x jlv_/ tjn-*-jLV AX^iXkJ lljr p\J tllv L1VUX L/l V/ Ivlll JL J — '*J \J S yJL X /%.) j—4 +-J \J ^* J ^ 11LLV1 liJt 


NM 024642 


Homo saoiens hvoothetical orotein FLJ21212 iFLJ2 12121 mRNA 


NM 024639 


Homo saoiens hvoothetical orotein FLJ23393 TFLJ23393 1 mRNA 


NM_024638 


Homo sapiens hypothetical protein FLJ12960 (FLJ12960), mRNA 


NM 024635 


Homo saoiens hvoothetical orotein FLT22643 TFLT22643 1 mRNA 

JLJ-V/lllV/ uupivllu J-i j L/ V tl IV H v |J/1 L/1U Ivlll X XJv V/ i «^ y^X jL/u>w^VJ i J y ^ 1 1 llv 1 ^ / \ 


NM 024633 


Homo saoiens hvoothetical orotein FLJ21276 fFLJ21276i mRNA 


NM 024632 


Homo saoiens hvoothetical orotein FT.Tl 1 526 (FT T1 1 526 1 mRNA 


NM 024631 


Homo saoiens hvoothetical orotein FT.T23342 TFT T23342 • mRNA 


NM 024630 


Homo saoiens hvoothetical orotein FLJ20984 TFT J70984 • mRNA 


NM 024629 


Homo saoiens hvoothetical orotein FLJ23468 TFT T23468 1 mRNA 

X4.V/111V/ iJUL/lVllLJ lljr p V lllv tlVUl |j1ULv111 JL XjJ i^^/^vU y^JL jxjJ^h/™V/U 1 1 1IV1 > / \ 


NM 024623 


Homo saoiens hvoothetical orotein FLJ13491 TFLT1 3491 i mRNA 

XXVXAXVJ OUpiVHJ AJIJ' pVJ HIV LI piVJlvlXJl X J — Jk} X — / V X ^X 1 '■' X *J^T*r X J •) XXXXXX^ljrjL 


NM_024620 


Homo sapiens hypothetical protein FLJ12586 (FLJ12586), mRNA 


NM 024619 


Homo sapiens hypothetical protein FLJ12171 (FU12171), mRNA 


NM 024618 


Homo sapiens hypothetical protein FLJ21478 (FLJ21478), mRNA 


NM 024614 


Homo sapiens hypothetical protein FLJ13197 (FLJ13197), mRNA 


NM 024612 


Homo sapiens hypothetical protein FLJ22060 (FLJ22060), mRNA 


NM 024608 


Homo sapiens hypothetical protein FLJ22402 (FLJ22402), mRNA 
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NM 024607 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 3B 
(PPP1R3B), mRNA 


NM 024604 


Homo sapiens hypothetical protein FLJ21908 (FLJ21908), mRNA 


NM 024603 


Homo sapiens hypothetical protein FLJ1 1588 (FLJ1 1588), mRNA 


NM 024599 


Homo sapiens hypothetical protein FLJ22341 (FLJ22341), mRNA 


NM 024598 


Homo sapiens hypothetical protein FLJ13154 (FLJ13154), mRNA 


NM 024597 


Homo sapiens hypothetical protein FLJ12649 (FLJ12649), mRNA 


NM 024596 


Homo sapiens hypothetical protein FLJ12847 (FLJ12847), mRNA 


NM_ 024594 


Homo sapiens hypothetical protein FLJ12899 (FLJ12899), mRNA 


NM 024593 


Homo sapiens hypothetical protein FLJ1 1767 (FLJ1 1767), mRNA 


NM 024592 


Homo sapiens hypothetical protein FLJ13352 (FLJ 13352), mRNA 


NM 024590 


Homo sapiens hypothetical protein FLJ23548 (FLJ23548), mRNA 


NM 024589 


Homo sapiens hypothetical protein FLJ22386 (FLJ22386), mRNA 


NM 024588 


Homo sapiens hypothetical protein FLJ23584 (FLJ23584), mRNA 


NM 024587 


Homo sapiens hypothetical protein FLJ22353 (FLJ22353), mRNA 


NM 024583 


Homo sapiens hypothetical protein FLJ23142 (FLJ23142), mRNA 


NM 024582 


Homo sapiens hypothetical protein FLJ23056 (FLJ23056), mRNA 


NM 024581 


Homo sapiens hypothetical protein FLJ13942 (FLJ13942), mRNA 


NM 024579 


Homo sapiens hypothetical protein FLJ23221 (FLJ23221), mRNA 


NM 024578 


Homo sapiens hypothetical protein FLJ22709 (FLJ22709), mRNA 


NM 024577 


Homo sapiens hypothetical protein FLJ13605 (FLJ13605), mRNA 


NM 024576 


Homo sapiens hypothetical protein FLJ21079 (FLJ21079), mRNA 


NM 024575 


Homo sapiens hypothetical protein FLJ23467 (FLJ23467), mRNA 


NM 024574 


Homo sapiens hypothetical protein FLJ23191 (FLJ23191), mRNA 


NM 024573 


Homo sapiens hypothetical protein FLJ12910 (FLJ12910), mRNA 


NM 024572 


Homo sapiens hypothetical protein FLJ12691 (FLJ12691), mRNA 


NM 024569 


Homo sapiens hypothetical protein FLJ21047 (FLJ21047), mRNA 


NM 024567 


Homo sapiens hypothetical protein FLJ21616 (FLJ21616), mRNA 


NM 024564 


Homo sapiens hypothetical protein FLJ1 1715 (FLJ1 1715), mRNA 


NM 024563 


Homo sapiens hypothetical protein FLJ 14054 (FLJ 14054), mRNA 


NM 024560 


Homo sapiens hypothetical protein FLJ21963 (FLJ21963), mRNA 


NM 024558 


Homo sapiens hypothetical protein FLJ13920 (FLJ13920), mRNA 


NM 024557 


Homo sapiens hypothetical protein FLJ 1 1608 (FLJ1 1608), mRNA 


NM 024554 


Homo sapiens hypothetical protein FLJ1 1413 (FLJ1 1413), mRNA 


NM 024548 


Homo sapiens hypothetical protein FLJ23047 (FLJ23047), mRNA 


NM 024545 


Homo sapiens hypothetical protein FLJ12761 (FLJ 12761), mRNA 


NM 024544 


Homo sapiens hypothetical protein FLJ12875 (FLJ12875), mRNA 


NM 024541 


Homo sapiens hypothetical protein FLJ13 1 14 (FLJ131 14), mRNA 


NM 024539 


Homo sapiens hypothetical protein FLJ23516 (FLJ23516), mRNA 


NM 024537 


Homo sapiens hypothetical protein FLJ121 18 (FLJ121 18), mRNA 


NM 024536 


Homo sapiens hypothetical protein FLJ22678 (FLJ22678), mRNA 


NM 024535 


Homo sapiens hypothetical protein FLJ22021 (FLJ22021), mRNA 


NM 024533 


Homo sapiens hypothetical protein FLJ22167 (FLJ22167), mRNA 


NM 024531 


Homo sapiens hypothetical protein FLJ1 1856 (FLJ1 1856), mRNA 


NM 024530 


Homo sapiens hypothetical protein FLJ23306 (FLJ23306), mRNA 


NM 024528 


Homo sapiens hypothetical protein FLJ22626 (FLJ22626), mRNA 


NM 024527 


Homo sapiens hypothetical protein FLJ1 1743 (FLJ1 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FLJ22584 (FLJ22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FLJ20986 (FLJ20986), mRNA 


NM 024521 


Homo sapiens hypothetical protein FLJ21459 (FLJ21459), mRNA 


NM 024520 


Homo sapiens hypothetical protein FLJ22555 (FLJ22555), mRNA 
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NM 024519 


Homo sapiens hypothetical protein FLJ13725 (FLJ13725), mRNA 


NM 024509 


Homo sapiens hypothetical protein MGC2656 (MGC2656), mRNA 


NM 024506 


Homo sapiens hypothetical protein MGC10771 (MGC10771), mRNA 


NM_022893 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCL1 1 A), 
mRNA 


NM 015113 


Homo sapiens KIAA0399 protein (KIAA0399), mRNA 


NM 015545 


Homo sapiens KIAA0632 protein (KIAA0632), mRNA 


NM_020299 


Homo sapiens aldo-keto reductase family 1, member B10 (aldose reductase) 
(AKR1B10), mRNA 


NM 003308 


Homo sapiens testis specific protein, Y-linked (TSPY), mRNA 


NM 024339 


Homo sapiens hypothetical protein MGC2655 (MGC2655), mRNA 


NM 024334 


Homo sapiens hypothetical protein MGC3222 (MGC3222), mRNA 


NM 024328 


Homo sapiens hypothetical protein MGC2652 (MGC2652), mRNA 


NM 024327 


Homo sapiens hypothetical protein MGC2508 (MGC2508), mRNA 


NM 024323 


Homo sapiens hypothetical protein MGC1 1271 (MGC1 1271), mRNA 


NM 024322 


Homo sapiens hypothetical protein MGC1 1266 (MGC1 1266), mRNA 


NM 024320 


Homo sapiens hypothetical protein MGC1 1242 (MGC1 1242), mRNA 


NM 024319 


Homo sapiens hypothetical protein MGC4174 (MGC4174), mRNA 


NM 024314 


Homo sapiens hypothetical protein MGC4294 (MGC4294), mRNA 


NM 024313 


Homo sapiens hypothetical protein MGC373 1 (MGC373 1), mRNA 


NM 024310 


Homo sapiens hypothetical protein MGC4090 (MGC4090), mRNA 


NM 024303 


Homo sapiens hypothetical protein MGC4161 (MGC4161), mRNA 


NM 024297 


Homo sapiens hypothetical protein MGC2941 (MGC2941), mRNA 


NM 024293 


Homo sapiens hypothetical protein MGC3035 (MGC3035), mRNA 

.XT J f r V /' 


NM 023003 


Homo sapiens transmembrane 6 superfamily member 1 (TM6SF1), mRNA 


NM 015254 


Homo sapiens kinesin family member 13B (KIF13B), mRNA 


NM 015127 


Homo sapiens Mid- 1 -related chloride channel 1 (KIAA0761), mRNA 


NM_024033 


Homo sapiens hypothetical protein MGC5242 (MGC5242), mRNA 


NM 024122 


Homo sapiens hypothetical protein MGC4825 (MGC4825), mRNA 


NM 024121 


Homo sapiens hypothetical protein FLJ20979 (FLJ20979), mRNA 


NM 024119 


Homo sapiens hypothetical protein FLJ1 1354 (FLJ1 1354), mRNA 


NM 024117 


Homo sapiens hypothetical protein MGC2745 (MGC2745), mRNA 


NM 024115 


Homo sapiens hypothetical protein MGC4309 (MGC4309), mRNA 


NM 024111 


Homo sapiens hypothetical protein MGC4504 (MGC4504), mRNA 


NM 024109 


Homo sapiens hypothetical protein MGC2654 (MGC2654), mRNA 


NM_024108 


Homo sapiens hypothetical protein MGC2650 (MGC2650), mRNA 


NM 024107 


Homo sapiens hypothetical protein MGC3123 (MGC3123), mRNA 


NM 024106 


Homo sapiens hypothetical protein MGC2663 (MGC2663), mRNA 


NM 024104 


Homo sapiens hypothetical protein MGC2747 (MGC2747), mRNA 


NM 024102 


Homo sapiens hypothetical protein MGC2722 (MGC2722), mRNA 


NM 024097 


Homo sapiens hypothetical protein MGC955 (MGC955), mRNA 


NM 024094 


Homo sapiens hypothetical protein MGC5528 (MGC5528), mRNA 


NM 024093 


Homo sapiens hypothetical protein MGC5509 (MGC5509), mRNA 


NM 024090 


Homo sapiens hypothetical protein MGC5487 (LCE), mRNA 


NM 024086 


Homo sapiens hypothetical protein MGC3329 (MGC3329), mRNA 


NM 024085 


Homo sapiens hypothetical protein FLJ22169 (FLJ22169), mRNA 


NM 024080 


Homo sapiens hypothetical protein MGC2849 (MGC2849), mRNA 


NM 024076 


Homo sapiens hypothetical protein MGC2628 (MGC2628), mRNA 


NM_024074 


Homo sapiens hypothetical protein MGC3169 (MGC3169), mRNA 


NM 024071 


Homo sapiens hypothetical protein MGC2550 (MGC2550), mRNA 


NM 024070 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 


NM 024069 


Homo sapiens hypothetical protein MGC2749 (MGC2749), mRNA 
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NM 024068 


Homo sat>iens hvoothetical t>rotein MGC273 1 (MGC2731 "), mRNA 


NM 024065 


Homo sapiens hypothetical protein MGC3062 (MGC3062), mRNA 


NM 024061 


Homo sapiens hypothetical protein MGC5521 (MGC5521), mRNA 


NM 024058 


Homo sat>iens hvoothetical nrotein MGC5590 (MGC5590), mRNA 


NM 024057 


Homo saniens hvnothetical DroteinMGC5585 (MGC5585), mRNA 


NM 024053 


Homo saniens hvnothetical nrotein MGC861 rMGC861) mRNA 


NM 024050 


Homo saniens hvnothetical nrotein MGC2594 fMGC2594 > ) mRNA 


NM 024049 


Homo <?a-nien"? hvnothetical nrotein MGC5566 TMGC5566^ mRNA 

j. x v_il l iu oupivixo xi_y txiwCXv'Ci.x jjxv/twxxx ivi\jv»/ juu ^ivxvjvjw' vuyj iiixvj. , ii x 


NM 09.4048 


Homo saniens hvnothetical nrotein MGC3020 TMGC3020 ) mRNA 

11U111U OdplV^lliJ lljr LXXw l/X vCVX VJX\J LV^XXX IVXVJV^Jv^v ^XYXVJ \J \J J XXXX^X^I^. i- 


NM 024046 


Homo sapiens hypothetical protein MGC8407 (MGC8407), mRNA 


NM 024045 


Homo saniens nucleolar nrotein GU2 (G\J2). mRNA 


NM 024041 


Homo sapiens hypothetical protein MGC3180 (MGC3180), mRNA 


NM 024039 


Homo sapiens hypothetical protein MGC2488 (MGC2488), mRNA 


NM 024038 


Homo sapiens hypothetical protein MGC2803 (MGC2803), mRNA 


TnTIVT 074017 


Unmn «3?mipn<; livnrithetipal nrotein MGP2601 TMGC2601 > I mRNA 


"MM 094.01? 

INIVX UZrH-UJJZr 


Homn saniens hvnothetical nrotein MGC11 10 TMGC11 30^ mRNA 

X XVJi. 1 JL\_J OuUlv'llO 11 V UvJ Lilt' LlOCXl \Ji V./ \.\~ 1 1 1 IVIVJV^J 1 J v ^XV_LVJ X ~J \J J 3 1 X XX V_L > IX. 


xNxVi \)AH\JD 1 


U nrnn conipnc Vi\mntliptica1 nrnfpin MOP1 191 rivfrirP1 191^ mRNA 

XJLwIllw csCtpiCllo xlj' {JviLllCLlL/dl jJlLll.t/111 JLYJLVJv_/J 1^1 ^IVXvJV^J 1^1 lllXVi.>ZX 


IN 1V1 UZ-H-UZ. O 


T-Trn-nrv cnnienQ ViAmntrietical nrntHn 1VTCtP196S rMr ; rr i 1965^ mRNA 

X-1UI11VJ odLJlClxo lly LJLILllCLxL/Clx ^JHJLt/111 JLVivJ V^w/Z/VJ^ ^IVIVJ JZ.U J J •> i.lxlN_LN^\. 


>JA/f 094097 


Unmn cjonipris VivnotVietiral nrotein MOP1979 similar to collecting TMGG1279^ 

XHJlllVJ OCXL/ldlO 11V IJCLllt/LlL/CXl j_/l \J L^IXX lVXVJV^^Z/ / S OXXXXIXCtX WJ vVJllV^Lillo ^XVXVJVJX/ / -^/5 

mRNA 


NM 094025 


Homo saniens hvnothetical nrotein MGC1 136 (MGC1 136^ rriRNA 

X X\J11 WJ OCiUIvXXO XX V LJKJ Lllv LlVcil k_/X Vy lvlll 1t1 V_J X X \J \ X YXVJ X X i^/ w / 2 111XVJ. ^ x x 


NM 024006 

X 1 JL YX_ V^T^WV-' 


Homo sapiens hypothetical protein 1MAGE345 5200 (1MAGE3455200), mRNA 


NM 015653 


Homo sapiens DKFZP566F0546 protein (DKFZP566F0546), mRNA 


NM 015147 


Homo sapiens KIAA0582 protein (KIAA0582), mRNA 


mm 0164R1 


TTnmn Qnniens Invnotripfipal nrotein ^HS!T > r^91 9^ mRNA 


NM 091940 


Homo saniens hvnothetical nrotein MGC2827 fivIGC2827 > i mRNA 

IIUXXIU odLJIC/llo li-Y jJw Lll^ LlvtXl IJ1 \J Lvlll 1V1VJ VyijUij / ^1VXVJV>^U^ / y j XXXXVX^lx^. 


NM 091Q1R 


TTomo saniens hvnothetieal nrotein MOP9749 nVTrrr i 9742^ mRNA 

XXUlllU OttplCilo lljr jJULllWLl^/Cll J^/iWLV»/lll XVXvJV^-Z^ / ^jLi ^lYlVJ v/Z» / *TZ< ^ j 11XXV.L > Ix 


NM 091911 

xNxVX \J^JyJ 1 


Homo saniens hvnothetical nrotein MGC9474 flVTGC 1 9474 i mRNA 

11U111U odL/lCllo liy ^JKJ Lllv'tlwdl ^-/XWLV^lll 1V1VJ V/Z<T^ / ^ ^XVJL VJ N-/Z**T / *T y ? 1XXX\_L >X1. 


NM_015517 


Homo sapiens MBD2 (methyl-CpG-binding protein) -interacting zinc finger 
nrotein flvfTZF i mRNA 

LflULC^lll llVJLJUt_/X /j illXVlNxx. 


X N XVI U1J JtU 


Homo saniens DKF7P727M1 1 1 nrotein CDKFZP727M1 1 1 1 mRNA 

XXV/lllvl OftUlvllO 1 .a l\ 1 X jl / / 1VX1 X X L/lULvlll \X/1\X £—iX t / 1T11 X X / j i J. IX VJ. > ± X 


NM 015043 


Homo saniens KIAA0676 nrotein (KIAA0676) mRNA 

1XU111V/ iJUUlvllu XV.I../. \ I. X\J \J / \J L/l V IV111 IIVU XX X\J \J 1 \J /j X11XV1 T X V 


NM 091914 


Homo saniens hvnothetical nrotein MGG9495 fMGC2495^ mRNA 

J X\ ) 11 Ocl|_/ldlo 11 y ^J\J LlHw Ll^/CXl jJX l_ltl^lll 1V1VJ v^iifTy J ^IVIVJ V^^L'Ty J HlLVl^i\. 


NM_023928 


Homo sapiens hypothetical protein FLJ12389 similar to acetoacetyl-CoA 

svnthetase ^"FT T191R9^ mRNA 

ajyiiLiit/LdoC' i—/J ii/JO/ iixxvxnxTl 


"NTM 023926 

INIVX \J J-i ~J y jLi\J 


Homo saniens hvnothetical nrotein FT T12895 (VJ T12895^ mRNA 

x. xuiiivj ocijjit'llo li^jJvJUiit/Li^/cn ^Jx \j Lt/ixi x jut*f x jLtij y \x. x^ij i ZrfO y *j j 5 ixxjlvxnxv 


NM 091994 


Unmn canienQ Vivnnfhetieal nrotein FT T1 1441 fFT T1 1441 ^ mRNA 

XxOIxlU odpiCIla liypVJLIlCLlC/Cll piLJlClll x?J_>J Ut'Tl ^J/±-rJ IJ't'tJ. y ? llxXVlNXT. 


ATA/1 090919 


FTomn QanienQ Qrrm11 nrntein effector 1 of PHc49 fSiPFCM^ mRNA 


NM 019069 


TTomo Qaniens A'FPase rTsTa4-^/TC+ transnortincr neta 4 nolvnentiHe ( A'FPI R4^ 

mRNA 


NM 023112 


Homo saniens hvnothetical nrotein FLJ21916 TFLJ21916^ mRNA 

XXV/J.X1V/ QCVlJXwlllJ XXV L/\J Lllv LlvUA l*wllX X J*S%W x X 1 X. X— /»7 <■ X X V_/ / ^ llllVl 1 X X 


NM 015324 


Homo saniens KIAA0409 nrotein (KIAA0409) mRNA 

x x kj x x x\y oUrk/JlvXAO XvX-t xx iw rv/^ ui v/ iviii \x^xi u xvy rv-^ / j iiixvi ^ x x 


NM 023079 


Homo sapiens hypothetical protein FLJ13855 (FLJ13855), mRNA 


NM 023077 


Homo saniens hvnothetical nrotein FLJ12439 (TLJ12439 > ) mRNA 


NM 023075 


Homo sapiens hypothetical protein FLJ1 1585 (FLJ1 1585), mRNA 


"MM 023074 


Homo saniens nomothetical nrotein FT T1 9644 fFT T19644Y mRNA 

JL1W111U odJJxC'llo ILy \J\J LllC/LlOCXi piUlV^Ul X A—ikF X jLs\J I 1 ^X X_/J LjZtyjTTj} llXXVX > ii. 


NM 023073 


Homo sapiens hypothetical protein FLJ13231 (FLJ13231), mRNA 


NM 023071 


Homo sapiens hypothetical protein FLJ13 1 17 (FLJ131 17), mRNA 


NM 012319 


Homo sapiens LIV-1 protein, estrogen regulated (LIV-1), mRNA 


NM_023012 


Homo sapiens hypothetical protein FLJ1 1021 similar to splicing factor, 
arginine/serine-rich 4 (FLJ1 1021), mRNA 


NM 023008 


Homo sapiens hypothetical protein FLJ12949 (FLJ12949), mRNA 
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KM 023007 


Homo sapiens hypothetical protein FLJ12517 (FLJ12517), mRNA 


NM 022918 


Homo sapiens hypothetical protein FLJ22104 (FLJ22104), mRNA 


NM 022914 


Homo sapiens hypothetical protein 24432 (24432), mRNA 


NM 022912 


Homo sapiens hypothetical protein FLJ131 10 (FLJ131 10), mRNA 


NM 022907 


Homo sapiens hypothetical protein FLJ23053 (FLJ23053), mRNA 


NM 022905 


Homo sapiens hypothetical protein FLJ12572 (FLJ12572), mRNA 


NM 022901 


Homo sapiens hypothetical protein FLJ21302 (FLJ21302), mRNA 


NM_022898 


Homo sapiens B-cell CLL/lymphoma 11B (zinc finger protein) (BCL11B), 
mRNA 


NM 022841 


Homo sapiens hypothetical protein FLJ12994 (FLJ12994), mRNA 


NM 022840 


Homo sapiens hypothetical protein FLJ23017 (FLJ23017\ mRNA 


NM 022834 


Homo sapiens hypothetical protein FLJ22215 (FLJ22215), mRNA 


NM 022832 


Homo sapiens hypothetical protein FLJ12552 (FLJ12552), mRNA 


NM 022827 


Homo sapiens hypothetical protein FLJ21347 (FLJ21347), mRNA 


NM 022826 


Homo sapiens axotrophin (AXOT), mRNA 


NM 022823 


Homo sapiens hypothetical protein FLJ22362 (FLJ22362), mRNA 


NM 022781 


Homo sapiens hypothetical protein FLJ21343 (FLJ21343), mRNA 


NM 022780 


Homo sapiens hypothetical protein FLJ13910 (FLJ13910), mRNA 


NM_022778 


Homo sapiens hypothetical protein DKFZp434L01 17 (DKFZP434L01 17), 
mRNA 


NM 022777 


Homo sapiens hypothetical protein FLJ141 17 (FLJ141 17), mRNA 


NM 022771 


Homo sapiens hypothetical protein FLJ12085 (FLJ12085), mRNA 


NM 022770 


Homo sapiens hypothetical protein FLJ13912 (FLJ13912), mRNA 


NM 022769 


Homo sapiens hypothetical protein FLJ21868 (FLJ21868), mRNA 


NM 022767 


Homo sapiens hypothetical protein FLJ12484 (FLJ12484), mRNA 


NM 022766 


Homo sapiens hypothetical protein FLJ23239 (FLJ23239), mRNA 


NM_022763 


Homo sapiens hypothetical protein FLJ23399 (FLJ23399), mRNA 


NM 022762 


Homo sapiens hypothetical protein FLJ223 1 8 (FLJ223 1 8), mRNA 


NM_022759 


Homo sapiens hypothetical protein FLJ21865 (FLJ21865), mRNA 


NM 022754 


Homo sapiens hypothetical protein FLJ12876 (FLJ12876), mRNA 


NM 022752 


Homo sapiens hypothetical protein FLJ22059 (FLJ22059), mRNA 


NM 022751 


Homo sapiens hypothetical protein FLJ21610 (FLJ21610), mRNA 


NM 022750 


Homo sapiens hypothetical protein FLJ22693 (FLJ22693), mRNA 


NM 022747 


Homo sapiens hypothetical protein FLJ22558 (FLJ22558), mRNA 


NM 022744 


Homo sapiens hypothetical protein FLJ13868 (FLJ13868), mRNA 


NM 022743 


Homo sapiens hypothetical protein FLJ21080 (FLJ21080), mRNA 


NM 022741 


Homo sapiens hypothetical protein FLJ1 1850 (FLJ1 1850), mRNA 


NM 022736 


Homo sapiens hypothetical protein FLJ14153 (FLJ14153), mRNA 


NM 022734 


Homo sapiens hypothetical protein FLJ20859 (FLJ20859), mRNA 


NM_022731 


Homo sapiens similar to rat nuclear ubiquitous casein kinase 2 (NUCKS), 
mRNA 


NM 022727 


Homo sapiens Hpall tiny fragments locus 9C (HTF9C), mRNA 


NM_012197 


Homo sapiens rab6 GTPase activating protein (GAP and centrosome-associated) 
(GAPCENA), mRNA 


NM 015136 


Homo sapiens KIAA0246 protein (stabl), mRNA 


NM 022659 


Homo sapiens likely ortholog of mouse early B-cell factor 2 (FLJ1 1500), mRNA 


NM_022571 


Homo sapiens putative leukocyte platelet-activating factor receptor 
(HUMNPHY20), mRNA 


NM_021024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17L1), mRNA 


NM 019884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3A), mRNA 


NM 021034 


Homo sapiens interferon induced transmembrane protein 3 (1-8U) (IFITM3), 
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mRNA 


NM 022445 


Homo sapiens thiamin pyrophosphokinase 1 (TPK1), mRNA 


NM 022495 


Homo sapiens hypothetical protein FLJ12799 (FLJ12799), mRNA 


NM 022494 


Homo sapiens hypothetical protein FLJ21952 (FLJ21952), mRNA 


NM 022492 


Homo sapiens hypothetical protein FLJ12788 (FLJ12788), mRNA 


NM 022488 


Homo sapiens PC3-96 protein (PC3-96), mRNA 


NM 022480 


Homo sapiens hypothetical protein FLJ12587 (FLJ12587), mRNA 


NM_022474 


Homo sapiens hypothetical protein FLJ12615 similar to membrane protein, 
palmitoylated 3 (MAGUKp55 subfamily member 5) (FLJ12615), mRNA ' 


NM 022455 


Homo sapiens androgen receptor-associated coregulator 267 (ARA267), mRNA 


NM 022452 


Homo sapiens hypothetical protein FLJ1 1618 (FLJ1 1618), mRNA 


NM_022448 


Homo sapiens hypothetical protein FLJ21817 similar to Rhoip2 (FLJ21817), 
mRNA 


NM 022373 


Homo sapiens hypothetical protein FLJ22313 (FLJ22313), mRNA 


NMJ)22370 


Homo sapiens hypothetical protein FLJ21044 similar to Rbigl (FLJ21044), 
mRNA 


NM 022368 


Homo sapiens praja 1 (PJA1), mRNA 


NM 022366 


Homo sapiens hypothetical protein FLJ23182 (FLJ23182), mRNA 


NM 022361 


Homo sapiens popeye protein 3 (POP3), mRNA 


NM 022360 


Homo sapiens human epididymis-specific 3 beta (HE3-BETA), mRNA 


NM 022342 


Homo sapiens kinesin family member 9 (KIF9), mRNA 


NM 022372 


Homo sapiens G protein beta subunit-like (GBL), mRNA 


NM 022158 


Homo sapiens fructosamine-3 -kinase (FN3K), mRNA 


NM 022137 


Homo sapiens secreted modular calcium-binding protein 1 (SMOC1), mRNA 


NM_022118 


Homo sapiens cutaneous T-cell lymphoma tumor antigen se70-2 (SE70-2), 
mRNA 


NM 022116 


Homo sapiens fidgetin-like 1 (FIGNL1), mRNA 


NM 022103 


Homo sapiens hypothetical zinc finger protein FLJ1401 1 (FLJ1401 1), mRNA 


NM 022070 


Homo sapiens hypothetical protein FLJ22087 (FLJ22087), mRNA 


NM 022065 


Homo sapiens hypothetical protein FLJ21877 (FLJ21877), mRNA 


NM_021970 


Homo sapiens mitogen-activated protein kinase kinase 1 interacting protein 1 
(MAP2KlIPl),mRNA 


NM 019081 


Homo sapiens KIAA0430 gene product (KIAA0430), mRNA 


NM 021981 


Homo sapiens pre-T/NK cell associated protein (1D12A), mRNA 


NM_020121 | 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 2 (UGCGL2), 
mRNA 


NM 006683 


Homo sapiens human epididymis-specific 3 alpha (HE3 -ALPHA), mRNA 


NM 006077 


Homo sapiens calcium binding atopy-related autoantigen 1 (CBARA1), mRNA 


NMJ)21934 


Homo sapiens hypothetical protein FLJ1 1773 (FLJ1 1773), mRNA 


NM_021933 


Homo sapiens hypothetical protein FLJ12438 (FLJ12438), mRNA 


NM 021930 


Homo sapiens Rad50-interacting protein 1 (FLJ11785), mRNA 


NMJ)21929 


Homo sapiens hypothetical protein FLJ21613 similar to rat corneal wound 
healing related protein (FLJ21613), mRNA 


NM 007272 


Homo sapiens chymo trypsin C (caldecrin) (CTRC), mRNA 


NM 004237 


Homo sapiens thyroid hormone receptor interactor 13 (TRIP 13), mRNA 


NM_003849 


Homo sapiens succinate-CoA ligase, GDP-forming, alpha subunit (SUCLG1), 
mRNA ~ J ' ' " ^ ' 


NM 021648 


Homo sapiens KIAA0721 protein (KIAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ23514 (FLJ23514), mRNA 


NM 021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NM 018947 


Homo sapiens cytochrome c (HCS), mRNA 
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NM 021732 


Homo sapiens hypothetical protein PP5395 (PP5395), mRNA 


NM 021730 


Homo sapiens hypothetical protein PP1044 (PP1044), mRNA 


NM 021643 


Homo sapiens GS3955 protein (GS3955), mRNA 


NM 015180 


Homo sapiens synaptic nuclei expressed gene 2 (SYNE-2), mRNA 


NM 021633 


Homo saniens kelch-like nrotein C3IP1 fC3IPl^ mRNA 


NM_021629 


Homo sapiens guanine nucleotide binding protein beta subunit 4 (GNB4) 5 
mRNA 


NM 021627 


Homo saniens sentrin-suecific nrotease fSRNP^^ mRNA 


NM_021626 


Homo sat)iens likelv homoloi? of rat and mouse retinoid-inducible serine 
carboxypeptidase (RISC), mRNA 


NM_021622 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 1 (PLEKJLA1), mRNA 


NM 012408 


Homo sapiens protein kinase C binding protein 1 (PRKCBP1), mRNA 


NM 021252 


Homo sapiens RAB18 member RAS oncogene familv rRABI 8 1 mRNA 


NM 020806 


Homo sapiens gephyrin (GPHN), mRNA 


NM 021258 


Homo sapiens interleukin 22 receptor (IL22R), mRNA 


NM_021235 


Homo sapiens epidermal growth factor receptor substrate EPS15R (EPS15R), 
mRNA 


NM 021204 


Homo sapiens E-l enzyme (MAS A), mRNA 


NM 021191 


Homo saniens neurogenic differentiation 4 rNrRTTROF)4^ mRNA 


NM 021178 


Homo saniens enhancer of invasion 1 0 fTTPT 1 0^ rrfRTsJA 

x x vy x jl j. vy ou|7iwiu wiiiicuivvi \J±. ill v cioivii i v 1 iijui X \J /, llJXVL i/x 


NM_021127 


Homo sapiens phorbol-12-myristate- 13 -acetate-induced protein 1 (PMAEP1), 
mRNA 


NM 021114 


1-ToTTlO <?aTiiPii<; ^prinp trrotPfl<3P inVnliitrvr TCa^al tvnp 0 ( ^prrvcin-fr^mcin i-nr-ii i-utrviA 

AxV.JlJ.±Vy» OCVL-'Iv^IIlD ovvllllVv j^Jx \J Lv^Clov^ xllxlxLJx LU1 , xYaZjCll LVLJC', A, 1 ClLi Uolll ULyUoxxl lxxxxxUxlAJx / 

(SPINK2) mRNA 

\ X. k A 1 X^ r f #» XXXXVJL ~ JL X 


NM 021103 


Homo sapiens thymosin, beta 10 (TMSB10), mRNA 


NM 006435 


Homo saniens interferon induced transmembrane rvrotein 9 H -ftFVi fTT^THriVT?^ 

xxvxxxv ouL/iviig 1111VAXWJ.U11 111U.UVVU. LI CUlOlllvlllL/1 CtllV' |/1 vlvlll m ^1 UL/ j \ X X J.YX.*— / ^1, 

mRNA 


NM 021073 


Homo sapiens bone niorpho genetic protein 5 (BMP5), mRNA 


NM 003142 


Homo sapiens Sjogren syndrome antigen B (autoantigen La) (SSB), mRNA 


NM_003888 


Homo sapiens aldehyde dehydrogenase 1 family, member A2 (ALDH1 A2), 
mRNA 


NM 013234 


Homo sapiens muscle specific gene (M9), mRNA 


NM 021067 


Homo saniens KIAA01 86 eene nroduct (K1A A01 86 1 mRNA 


NM 021020 


Homo saniens leucine zinner nutative tumor sunnressor 1 fLZTS 1^ mRNA 


NM 021025 


Homo sapiens homeo box 1 1 -like 2 (HOX1 1L2), mRNA 


NM 021003 


Homo saniens rvrotein nhosnbatase 1 A fforrnprlv JC**} ma onpciii im-rlp-nenHpnf 

IIVIUU OUJ71W110 k-/X V_/ LV>JXJ- t^llv^OJJllCl LCtOV^ XXX. ^lUi 111V-/1 l^y £*\^t J ^ llxd^llt/Ol Lllxl vi-t* L/V'XivXC'il L, 

alpha isoform (PPM1A), mRNA 


NM 020674 


Homo sapiens cytochrome P450 monooxygenase (CYP-M), mRNA 


NM 019612 


Homo sapiens hypothetical protein R30953 1 (R30953 1), mRNA 


NM_020904 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 4 (PLEKHA4), mRNA 


NM 020686 


Homo sapiens NPD009 protein (NPD009), mRNA 


NM 020684 


Homo sapiens NPD007 protein (NPD007), mRNA 


NM 020683 


Homo sapiens AD026 protein (AD026), mRNA 


NM 020679 


Homo sapiens AD023 protein (AD023), mRNA 


NM 020677 


Homo sapiens HSCARG protein (HSCARG), mRNA 


NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM 020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein FLJ12886 (FLJ12886), mRNA 


NM 018838 


Homo sapiens 13kDa differentiation-associated protein (DAP 13), mRNA 
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NM 018434 


Homo sapiens goliath protein (GP), mRNA 


NM_020437 


Homo sapiens similar to aspartate beta hydroxylase (ASPH) (LOC57168), 
mRNA 


NM 020524 


Homo sapiens hematopoietic PBX-interacting protein (HPIP), mRNA 


NM 018638 


Homo sapiens ethanolamine kinase (EKI1), mRNA 

, SI — V £1 


NM 016326 


Homo sapiens chemokine-like factor 1 (CKLF1), mRNA 


NM 016951 


Homo sapiens chemokine-like factor 1 (CKLF1) 5 mRNA 


NM 020143 


Homo sapiens putatative 28 kDa protein (LOC56902), mRNA 


NM 020141 


Homo sapiens protein x 013 (AD-020), mRNA 

i - _: __ 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 


NM 018843 


Homo sapiens mitochondrial carrier family protein (MCFP), mRNA 


NM 018840 


Homo sapiens putative Rab5 -interacting protein (RIPS), mRNA 


NM 016303 


Homo sapiens pp21 homolog (LOC51 186), mRNA 


NM 016300 


Homo sapiens cyclic AMP-regulated phosphoprotein, 21 lcD (ARPP-21), mRNA 


NM_0 16299 


Homo sapiens likely ortholog of mouse heat shock protein, 70 kDa 4 
(LOC51182),mRNA 


NM 013259 


Homo sapiens neuronal protein (NP25), mRNA 


NM_005064 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 23 
(SCYA23), mRNA 


NM 013260 


— - . 

Homo sapiens transcriptional regulator protein (HCNGP), mRNA 


NM 020433 


Homo sapiens hypothetical protein LOC57158 (LOC57158), mRNA 


NM 020410 


Homo sapiens CGI-152 protein (CGI- 152), mRNA 


NM 020401 


Homo sapiens nuclear pore complex protein (NUP107), mRNA 


NM 020400 


Homo sapiens G protein-coupled receptor 92 (GPR92), mRNA 


NM 020397 


Homo sapiens CamKI-like protein kinase (LOC571 18), mRNA 


NM 020388 


Homo sapiens CATX-15 protein (CATX-15), mRNA 


NM 020386 


Homo sapiens HRAS-like suppressor (HRASLS), mRNA 


NM_020361 


Homo sapiens carboxypeptidase B precursor (CP AH), mRNA 


NM 020357 


Homo sapiens PEST-containing nuclear protein (pcnp), mRNA 


NM 020345 


Homo sapiens I-kappa-B -interacting Ras-like protein 1 (KBRAS1), mRNA 


NM_020360 


Homo sapiens phospholipid scramblase 3 (PLSCR3), mRNA 


NM 020348 


Homo sapiens cyclin Ml (CNNM1), mRNA 


NM 000888 


Homo sapiens integrin, beta 6 (ITGB6), mRNA 


NM 020181 


Homo sapiens myelin proteolipid protein-like protein (PLPL), mRNA 


NM_020144 


Homo sapiens poly(A) polymerase beta (testis specific) (PAPOLB), mRNA 


NM 020202 


Homo sapiens Nit protein 2 (NIT2), mRNA 


NM 020250 


Homo sapiens MOST2 protein (MOST2), mRNA 


NM 020237 


Homo sapiens MOST-1 protein (MOST-1), mRNA 


NM_020234 


Homo sapiens x 009 protein (MDS009), mRNA 


NM_020128 


Homo sapiens nuclear protein double minute 1 (MDM1), mRNA 


NM 020169 


Homo sapiens latexin protein (LXN), mRNA 


NM_020133 


Homo sapiens lysophosphatidic acid acyltransferase-delta (LPAAT-delta), 
mRNA 


NM_020241 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 


NM 020163 


Homo sapiens semaphorin sem2 (LOC56920), mRNA 


NM 020199 


Homo sapiens HTGN29 protein (HTGN29), mRNA 


NM 020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GK001 protein (GK001), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ10595 (FLJ10595), mRNA 
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NM 020119 


Homo sapiens hypothetical protein FLB6421 (FLB6421), mKNA 


NM_020162 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 33 (DDX33), 
mRNA 


NM_020215 


Homo sapiens hypothetical protein DKFZp761F2014 (DKFZp761F2014), 
mRNA 


NM 020221 


Homo sapiens hypothetical protein DKFZp547I224 (DKFZp547I224), mRNA 


NM 020217 


Homo sapiens hypothetical protein DKFZp547I014 (DKFZp547I014), mRNA 


NM 020161 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZp547H025), mRNA 


NM 020186 


Homo sapiens DC1 1 protein (DC1 1), mRNA 


NM_020205 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne (CEZANNE), 
mRNA 


NM_0 19887 


Homo sapiens second mitochondria-derived activator of casr»a<;e fSnVTAP^ 
mRNA 


NM_0 19892 


Homo sapiens phosphatidvlinositol (4 5^ bisphosphate 5-r>hosnhata<ip hnmnlncr- 
phosphatidylinositol polyphosphate 5-phosphatase type TV (PPI5PIV), mRNA 


NM_019885 


Homo sapiens cytochrome P450 retinoid metabolizing protein (P450RAI-2), 
mRNA 


NM_0 19845 


Homo sapiens candidate mediator of the p5 3 -dependent G2 arrest (REPRIMO), 
mRNA 


NM 019853 


Homo sapiens protein phosphatase 4 regulatory subunit 2 (PPP4R2), mRNA 


NM 013301 


Homo sapiens protein predicted by clone 23882 (HSU79303), mRNA 


NM 013300 


Homo sapiens protein predicted by clone 23733 (HSU79274), mRNA 


NM 013296 


Homo sapiens LGN protein (HSU54999), mRNA 


NM 013293 


Homo sapiens transformer-2 alpha (htra-2 alpha) (HSU53209), mRNA 


NM 013310 


Homo sapiens hypothetical protein (AF038169), mRNA 


NM 018975 


Homo sapiens TRF2-interacting telomeric RAP1 protein (RAP1), mRNA 


NM 019082 


Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 


NM 019020 


Homo sapiens hypothetical protein (FLJ20748), mRNA 


NM 019058 


Homo sapiens HIF-1 responsive RTP801 (FLJ20500), mRNA 


NM_0 19056 


Homo sapiens neuronal protein 17.3 (P17.3), mRNA 


NM_0 19042 


Homo sapiens hypothetical protein (FLJ20485), mRNA 


NM_0 19061 


Homo sapiens phosphatidvlinositol-3 phosphate 3 -phosphatase adantor suhiinit 
(3-PAP), mRNA 


NM 018986 


Homo sapiens hypothetical protein (FLJ20356), mRNA 


NM_0 19034 


Homo sapiens ras homolog gene family, member F (in filopodia) (ARHF), 
mRNA 


NM 019062 


Homo sapiens hypothetical protein (FU20225), mRNA 


NM 019038 


Homo sapiens hypothetical protein (FLJ11045), mRNA 


NM 019044 


Homo sapiens hypothetical protein (FLJ 10996), mRNA 


NM_018180 


Homo sapiens DEAD/H fAsp-Glu-Ala-Asp/His^ box nolvnentide 39 fnryY^?^ 
mRNA 


NM_0 19028 


Homo sapiens hypothetical protein similar to anlcvrin repeat-conta miner nrintHn 
AKR1 (FLJ10852), mRNA 


NM_019014 


Homo sapiens similar to DNA-directed RNA polymerase 1(135 kDa) (Rpol-2), 
mRNA 


NM 019023 


Homo sapiens hypothetical protein (FLJ10640), mRNA 


NM 018162 


Homo sapiens hypothetical protein FLJ10633 (FLJ10633), mRNA 


NM 019067 


Homo sapiens hypothetical protein (FLJ10613), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FLJ10404), mRNA 


NM 018846 


Homo sapiens SBBI26 protein (SBBI26), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NM 018400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) 
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(HSA243396), mRNA 


NM 018700 


Homo sapiens tripartite motif-containing 36 (TRIM36), mRNA 


NM 018547 


Homo sapiens hypothetical protein PR02964 (PR02964), mRNA 


NM 018546 


Homo sapiens hypothetical protein PR02958 (PR02958), mRNA 


NM 018544 


Homo sapiens hypothetical protein PR02949 (PR02949) mRNA 


NM 018634 


Homo sapiens hypothetical protein PR02893 (PR02893), mRNA 


NM 018543 


Homo sapiens hypothetical protein PR02859 (PR02859), mRNA 


NM 018542 


Homo sapiens hypothetical protein PR02834 (PR02834), mRNA 


NM 018538 


Homo sapiens erythroblast membrane-associated protein (ERMAP) mRNA 


NM 018534 


Homo sapiens hypothetical protein PR02714 (PR02714), mRNA 


NM 018530 


Homo sapiens hypothetical protein PR02521 (PR02521), mRNA 


NM 018627 


Homo sapiens hypothetical protein PRO2405 (PRO2405), mRNA 


NM 018523 


Homo sapiens hypothetical protein PR02325 (PR02325), mRNA 


NM 018519 


Homo sapiens hypothetical protein PR02266 (PR02266), mRNA 


NM 018517 


Homo sapiens hypothetical protein PR02214 (PR02214) mRNA 


NM 018621 


Homo sapiens hypothetical protein PR02198 (PR02198), mRNA 


NM 018619 


Homo sapiens hypothetical protein PR02133 (PR02133), mRNA 


NM 018618 


Homo sapiens hypothetical protein PR02121 (PR02121), mRNA 


NM 018616 


Homo sapiens hypothetical protein PRO2037 (PRO2037), mRNA 


NM 018512 


Homo sapiens hypothetical protein PRO2015 (PRO2015), mRNA 


NM 018610 


Homo sapiens hypothetical protein PRO 1942 (PRO 1942), mRNA 


NM 018510 


Homo sapiens hypothetical protein PRO 1866 (PRO 1866), mRNA 


NM 018507 


Homo sapiens hypothetical protein PRO 1843 (PRO 1843), mRNA 


NM 018606 


Homo sapiens hypothetical protein PR01787 (PR01787), mRNA 


NM 018589 


Homo sapiens hypothetical protein PR01635 (PR01635), mRNA 


NM 018587 


Homo sapiens hypothetical protein PRO 1617 (PRO 161 7), mRNA 


NM 018503 


Homo sapiens hypothetical protein PR01598 (PRO 1598), mRNA 


NM_018586 


Homo sapiens hypothetical protein PRO 15 84 (PRO 15 84), mRNA 


NM 018502 


Homo sapiens hypothetical protein PRO 15 80 (PRO 15 80), mRNA 


NM 018603 


Homo sapiens hypothetical protein PRO 1496 (PRO 1496) mRNA 


NM_0 18584 


Homo sapiens hypothetical protein PR01489 (PR01489), mRNA 


NM 018582 


Homo sapiens hypothetical protein PR01483 (PR01483), mRNA 


NM_0 18602 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 4 (DNAJA4) 
mRNA 


NM 018578 


Homo sapiens hypothetical protein PR01257 (PR01257), mRNA 


NM_0 18576 


Homo sapiens hypothetical protein PROl 163 (PROl 163), mRNA 


NM 018497 


Homo sapiens hypothetical protein PRO 1048 (PRO 1048), mRNA 


NM 018565 


Homo sapiens hypothetical protein PRO0899 (PRO0899), mRNA 


NM 018562 


Homo sapiens hypothetical protein PRO0386 (PRO0386), mRNA 


NM 018590 


Homo sapiens hypothetical protein PRO0082 (PRO0082), mRNA 


NM_018667 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
sphingomyelinase II) (SMPD3), mRNA 


NM 017544 


Homo sapiens transcription factor NRF (NRF), mRNA 


NM_0 18468 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS033 (MDS033), mRNA 


NM_0 18467 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS032 (MDS032), mRNA 


"MA/T A10/1/C/1 

1N1V1_U 1 o4u4 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bridging integrator 3 (BIN3), mRNA 


NM 018686 


Homo sapiens CMP-N-acetylneuraminic acid synthase (CMAS) mRNA 


NM 018446 


Homo sapiens glycosyltransferase AD-0 1 7 (AD-0 1 7), mRNA 
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NM 018416 

x ^ixtx v/ x \j r x v* 


Homo sapiens FOXJ2 forkhead factor (THX1 nxRNA 


KM 018407 


Homo sapiens putative integral membrane transporter (LC27), mRNA 


NM 018472 

X 1J.TA \J X VJ T / Xrf 


Homo saniens uncharacterized hvnothalamus nrotein HT01 1 fHTOl 1 # mRNA 


NM 018471 


Homo sapiens uncharacterized hypothalamus protein HT010 (HT010), rnRNA 


NM 018470 

X llTX \J X w 1 / Vy 


Homo sapiens uncharacterized hypothalamus protein HT009 (HT009), mRNA 


NM 018469 


Homo saniens uncharacterized hvnothalamus nrotein HT008 rFTTOOS i mRNA 


NM 017523 

J. 1 JLV JL V/ 1 / ±J JL*i*J 


Homo saniens XTAP associated factor- 1 fllSXIAPAFl i mRNA 


NM 017514 

X XVX V/ X / ^ X i 


Homo saniens SEX t?ene fHSSEXGENEi mRNA 

1 1 V i 1 1 V oa.J-JXt'XXO DJ-/^\. ^V-'XXV^ \XX\J3 VJ3A (/\.VJ 1 jL \ 1 j j ^ 1 1 1 IVX > XX 


NM 017512 

X ^JLVJL w X / J izv 


Homo saniens rTS beta nrotein fl^SRTSRFTA i mRNA 

XXv/XXXV/ OtXLJXV^llO X X kJ <J\^ LCI Ul U I vXXX \^X 1U1V X UXJij X XX/ j llll\X>iX 


NM 016536 


Homo saniens HSPC059 nrotein fHSPC059i mRNA 


NM 018553 


Homo sapiens ELG protein (HSA277841), mRNA 


NM 018403 

x iivx \j x vj r v/ w' 


Homo saniens transcrintion factor ( S1VTTF o:ene^ fl-TS»A275986 1 mRNA 


NM 018404 


Homo sapiens centaurin, alpha 2 (CENTA2), mRNA 


NM 018401 

JL > 1YX ulOtvl 


TTnmn <3anipn<3 cfptip foT* Qprinp/thrponinp nrotpin Vina<sp fTTSl A^^OR^QA mRTMA 


NM 017582 

JL > XVX \J X / ukjjLj 


Homo saniens TSTTPF- 5 nrotein THSiA24^666i mRNA 


NM 018684 

i y XVX UlOU Ot 


Unmn cam pn c Vif»t*51 trfcppllnlflf psiT'pirir^Tnti-PCQOPiai'pH citi+i n-p'ri 1 / 7'7 ^TTr^A 1 
xx^Jiiiu odjJit/iio ii^jLJCiuvjVy'V^iiu.icxx v^cu. ^/iiiuiiict aodULyiaiC'U txiiLi^dl iZr/ lilv/iiiz, / j ? 

mRNA 


NM 018477 


Homo saniens nnoharanterizpH hvnothalamns nrotpin HARTM 1 ^HARP1 1 i 

X X W X X 1VJ OUjJlwllO LLXXV^XICXX Ci^ L\_^X IZjL-U XX^y j^'" LXICXXCXXXXLiO L-rX KJ Lv^XXX X liXXVi X X yXXxxXvX X X lj 

mRNA 


NM 018652 


Homo sanipns col^in-liVp nrotpin (Crl Pi mRNA 

XXvXJLXU OCX L^/X V>XXO gvJXgXXX XXJVw piUlClll ^VJJX_/X IILLVLXXX 


NM 017962 


Homo saniens hvnothetical nrotein FLJ20825 (TLJ20825 1 mRNA 


NM 017961 

x iivx \j x / ^ \j x 


Homo saniens hvnothetical nrotein FLJ20813 rFLJ20813 i mRNA 

xxvij.iv/ ou|7iviiij jf r i^xx^/ lxv^ixx piui>viu x ijj^uu y^x x-»»* x^v/w x «^ y ^ xxxxvx ix x 


NM 017960 


Homo sapiens hypothetical protein FLJ20808 (FLJ20808), mRNA 


NM 017959 


Homo sapiens hypothetical protein FLJ20802 (FLJ20802), mRNA 


NM 017958 


Homo saniens hvnothetical nrotein FLJ20783 ^020783^ mRNA 

XXV/XXXV Ovij^/XvXXO X1J LXXwLlVUl L/l vtvXIX X X-~/*P \J / \J -*J \^X J — J\J 1—t \J f U J 1 ■} IXJXvl 1 J. X 


NM 017957 


Homo saniens ensin 3 (FLJ20778"! mRNA 

XXV111V JUL/lVllU VUOlll m. t \ X X — /iJ J—i \J / 1 \J J 2 XXXXVX IX X 


NM 017956 

X ^ XVX v 1 l S •J\J 


Homo saniens hvnothetical nrotein FT T20772 TFT T20772^ mRNA 

XXVJLLWJ iDCXL/XV^XXiJ AXjf LJ\J LXXV^ LXV./CXX LJXVJtV^XXX X XjJ-^V 1 1 \X X—isJ jL*\J / / xJ / , XXJLXVX > XX 


NM 017950 


Homo saniens hvnothetical nrotein FET20753 TFT T20753^ mRNA 

XXvlllv LjUpidlO llj j^v/lllvllVUl Ul U Ivlll X X~/\J \J 1 vX \ I Xji' Xi U / 1, X X IX VX. > xTx 


NM 017949 


Homo saniens hvnofhptioal nrotpin FT T90739 fFT T20739 1 mRTsTA 

XlLflllU LDClL/lt'lXO IXjf LIVJ LXXV-' 1/XV>CIX LXX LV-^XXX X 1 /J £^\J / »X ^ IX X^iJ *-i\J / J Zr lj XXXXVJLNxx, 


NM 017946 

x xvx \j x / r \j 


Homo saniens hvnothetical nrotein FLJ20731 TFLJ20731 1 mRNA 

XXWlllv QtipiVllO J r »*XV«« UVUl Ul Wlvlll X Xvif / *J X 11 J—ltl -i-i\J 1 mJ X Ij X X XXvX > X X 


NM 017953 

X ^ XVX \J X / %J *J 


Homo saniens hvnothetical nrotein FLT20729 TFT T20729 1 mRNA 

X 1U11 1W OuplVllO llj UVJLilULlVUl L/iV/lvlll X XjJx-v / IX XjJXvV/ / JL* ^ Ij LXXXX-X 1 fj 


NM 017943 


Homo saniens hvnothetical nrotein FLJ20725 rFLJ20725 i mRNA 

XXV/XXXV/ UU'L/XVXXU XXJr j-'V/ tXXV LXwU-X L^X VlVXXX X XVif <uU / JJ*±J \ X A—J+J £u \J f JL**J Jf j 1XXXV1 lil 


NM 017941 


Homo saniens hvnothetical nrotein FLJ20721 TFLJ20721 1 mRNA 

XXVXXav UW-U/lWXlk? V |/V/tlAvlXVUX L7X V/ twXXX X X— i+J \J I a-i X. J — J\J v/ / X XXXJL^X^Ix X 


NM 017938 


Homo sapiens hypothetical protein FLJ20716 (FLJ20716), mRNA 


NM 017937 


Homo saniens hvnothetical nrotein FLJ20712 (TLJ20712") mRNA 

XXV/XXXV7 UWLf X Vi-ALJ jf \: ^XXV LX w LiX UX V IVXXX X J — ^vJ X—r V_/ / X % X XJJ 1^ V / X^rff^ XXXXVX IX X 


NM 017932 


Homo saniens hvnothetical nrotein FLJ20700 (TLJ20700") mRNA 

XXV/XXXV UUpXVXXU J> |y V ti.iv Li VU1 L/X Vr t VXXX X J-^t/X^V/ / V/ V/ IX X— y*jF m / v V #j XXXXVX 11 X 


NM 017929 


Homo saniens hvnothetical nrotein FLJ20695 CFLJ20695") mRNA 

XXV/XXXV/ ULiL/XVXlU J MVtXXVUVUl MX V/ vVXXX X XJt/^Wy «k/ \ X X— /*/ W V --^ XXIXVi IX x 


NM 017928 


Homo saniens hvnothetical nrotein FTJ20694 (VJ T20694 # mRNA 


NM 017925 


Homo saniens hvnothetical nrotein FLT20686 TFTJ20686 1 mRNA 

XXV/XXXV,' OU-L/XvXXkJ XXJ L/v tXXv IX VUX UXvtvXXX X Xh/J ^ V V/ U V/ IX l^JmM £*\J \J \J \J J j llXXvl IXX 


NM 017920 


Homo saniens hvnothetical nrotein FLJ20654 CFLJ20654^ mRNA 

XXV/XXXV/ LfUulvilu XXJr |JV/ tXXv IX VCIX L/X V/ tVXXX X \-J*J \J \J IX A-^I%3 J~* \J V_/ ^ V J ^ XXXXVi ^(11 


NM 017919 


Homo saniens hvnothetical nrotein FT T20651 TFT T20651 1 mRNA 

XXVxXXXW OCLL/XV^llo XX^y J^-'*"' LXXV' LXVvCll LXX \J LV^XXl X JL/»I x-i \J \J+J X IX X-iJ jZ*\J\J>J X J} X X XXVX > XX 


NM 017918 


Homo saniens hvnothetical nrotein FLJ20647 (ELJ20647 1 mRNA 

XXV/XXXV kJU*pXVXXu XX j Lf V IXXVlXVtlX UX Vr tvxxx X J /u^VV/ I / 1X J— i*J v/ v/ r / / « XXXXVX iXa. 


NM 017917 

X- ^ X.Y \J x / ~S X / 


Homo saniens hvnothetical nrotein FT.T20644 (V\ J20644i mRNA 

XXV/111U UClplvlliJ X X J VJ \*J l/l X^ UX V/ CXX UlUlwlll X J — *-i\J \J r I \ X X VX VX i v J } XXXXVX iXX 


NM 017916 


Homo sapiens hypothetical protein FLJ20643 (FLJ20643), mRNA 


NM 017915 


Homo saniens hvnothetical nrotein FLJ20641 TFLJ20641 1 mRNA 

X 1W111V LJUplvllO J Jr"^ LXXV^ llvUl LXX \J Ivlll X J — /*/ \J \J V X 11 X — /«_F -a—I \J \J l X 1 X 1XV1 > X X 


NM 017912 


Homo saniens hvnothetical nrotein FLJ20637 TFLJ20637") mRNA 

XXV/XXXV/ uCi-L/X vXXO XX J U V/ tXXv LX VUX L/X V/ tvXXl X XjJ v V/*/ / IX Xvv^WiJ / XXXXVX lil 


NM 017909 


Homo sapiens hypothetical protein FLJ20627 (FLJ20627), mRNA 


NM 017907 


Homo sapiens hypothetical protein FLJ20625 (FLJ20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FLJ20618), mRNA 


NM 017901 


Homo sapiens two-pore channel 1 ? homolog (KIAA1 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FLJ20608), mRNA 


NM_017899 


Homo sapiens hypothetical protein FLJ20607 (TSC)> mRNA 
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MM 017897 


Homo sapiens hypothetical protein FLJ20604 (FLJ20604), raRNA 


NM 017894 


Homo sapiens hypothetical protein FLJ20595 (FLJ20595), mRNA 


NM_0 17893 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4G (SEMA4G), 
mRNA 


NM 017891 


Homo sapiens hypothetical protein FLJ20584 (FLJ20584), mRNA 


NM 017885 


Homo sapiens hypothetical protein FLJ20568 (FLJ20568), mRNA 


NM 017881 


Homo sapiens hypothetical protein FLJ20559 (FLJ20559), mRNA 


NM 017876 


Homo sapiens hypothetical protein FLJ20552 (FLJ20552), mRNA 


NM 017873 


Homo sapiens hypothetical protein FLJ20548 (FLJ20548), mRNA 


NM 017868 


Homo sapiens hypothetical protein FLJ20535 (FLJ20535), mRNA 


NM 017866 


Homo sapiens hypothetical protein FLJ20533 (FLJ20533), mRNA 


NM 017863 


Homo sapiens hypothetical protein FLJ20527 (FLJ20527), mRNA 


NM 017860 


Homo sapiens hypothetical protein FLJ20519 (FU20519), mRNA 


NM 017858 


Homo sapiens hypothetical protein FLJ20516 (FLJ20516), mRNA 


NM 017856 


Homo sapiens hypothetical protein FLJ20514 (FLJ20514), mRNA 


NM 017854 


Homo sapiens hypothetical protein FLJ20512 (FLJ20512), mRNA 


NM 017853 


Homo sapiens hypothetical protein FLJ2051 1 (FLJ2051 1), mRNA 


NM 017851 


Homo sapiens hypothetical protein FLJ20509 (FLJ20509), mRNA 


NM 017848 


Homo sapiens hypothetical protein FLJ20506 (FLJ20506), mRNA 


NM 017843 


Homo sapiens breast carcinoma amplified sequence 4 (BCAS4), mRNA 


NM 017836 


Homo sapiens hypothetical protein FLJ20473 (FLJ20473), mRNA 


NM 017834 


Homo sapiens hypothetical protein FLJ20464 (FLJ20464), mRNA 


NM 017831 


Homo sapiens hypothetical protein FLJ20456 (FLJ20456), mRNA 


NM 017828 


Homo sapiens hypothetical protein FLJ20452 (FLJ20452), mRNA 


NM 017825 


Homo sapiens hypothetical protein FLJ20446 (FLJ20446), mRNA 


NM 017824 


Homo sapiens hypothetical protein FLJ20445 (FLJ20445), mRNA 


NM 017819 


Homo sapiens hypothetical protein FLJ20432 (FLJ20432), mRNA 


NM 017817 


Homo sapiens hypothetical protein FLJ20429 (FLJ20429), mRNA 


NM 017816 


Homo sapiens hypothetical protein FLJ20425 (FLJ20425), mRNA 


NM 017814 


Homo sapiens hypothetical protein FLJ20422 (FLJ20422), mRNA 


NM 017813 


Homo sapiens hypothetical protein FLJ20421 (FLJ20421), mRNA 


NM 017812 


Homo sapiens hypothetical protein FLJ20420 (FLJ20420), mRNA 


NM 017808 


Homo sapiens hypothetical protein FLJ20413 (FLJ20413), mRNA 


NM 017805 


Homo sapiens hypothetical protein FLJ20401 (FLJ20401), mRNA 


NM 017803 


Homo sapiens hypothetical protein FLJ20399 (FLJ20399), mRNA 


NM 017801 


Homo sapiens hypothetical protein FLJ20396 (FLJ20396), mRNA 


NM 017799 


Homo sapiens hypothetical protein FLJ20392 (FLJ20392), mRNA 


NM 017793 


Homo sapiens hypothetical protein FLJ20374 (FLJ20374), mRNA 


NM^O 17791 


Homo sapiens hypothetical protein FLJ20371 (FLJ20371), mRNA 


NM 017787 


Homo sapiens hypothetical protein FLJ20154 (FLJ20154), mRNA 


NM 017782 


Homo sapiens hypothetical protein FLJ20360 (FLJ20360), mRNA 


NM 017781 


Homo sapiens hypothetical protein FLJ20359 (FLJ20359), mRNA 


NM 017779 


Homo sapiens hypothetical protein FLJ20354 (FLJ20354), mRNA 


NM 017777 


Homo sapiens hypothetical protein FLJ20345 (FLJ20345), mRNA 


NM 017776 


Homo sapiens hypothetical protein FLJ20344 (FLJ20344), mRNA 


NM_0 17773 


Homo sapiens hypothetical protein FLJ20340 (FLJ20340X mRNA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FLJ20333), mRNA 


NMJ) 17767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ20315 (FLJ20315), mRNA 
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NM 017761 


Homo sapiens hypothetical protein FLJ20312 (FLJ20312), mRNA 


NM 017760 


Homo sapiens hypothetical protein FLJ203 1 1 (FLJ203 1 1), mRNA 


NM 017755 


Homo sapiens hypothetical protein FLJ20303 (FLJ20303), mRNA 


NM 017752 


Homo sapiens hypothetical protein FLJ20298 (FLJ20298), mRNA 


NM 017750 


Homo sapiens hypothetical protein FLJ20296 (FLJ20296), mRNA 


NM 017746 


Homo sapiens hypothetical protein FLJ20287 (FLJ20287), mRNA 


NM 017745 


Homo sapiens hypothetical protein FLJ20285 (FLJ20285), mRNA 


NM 017742 


Homo sapiens hypothetical protein FLJ20281 (FLJ20281), mRNA 


NM 017741 


Homo sapiens hypothetical protein FLJ20280 (FLJ20280), mRNA 


NM_0 17739 


Homo sapiens O-linked mannose beta 1,2-N-acetylglucosaminyl transferase 
(FLJ20277), mRNA 


NM 017737 


Homo sapiens hypothetical protein FLJ20275 (FLJ20275), mRNA 


NM 017729 


Homo sapiens hypothetical protein FLJ20258 (FLJ20258), mRNA 


NM 017728 


Homo sapiens hypothetical protein FLJ20255 (FLJ20255), mRNA 


NM 017727 


Homo sapiens hypothetical protein FLJ20254 (FLJ20254), mRNA 


NM_0 17724 


Homo sapiens leucine rich repeat (in FLU) interacting protein 2 (LRRFIP2), 
mRNA 


NM 017721 


Homo sapiens hypothetical protein FLJ20241 (FLJ20241), mRNA 


NM 017713 


Homo sapiens hypothetical protein FLJ2021 1 (FLJ2021 1), mRNA 


NM 017712 


Homo sapiens hypothetical protein FLJ20208 (FLJ20208), mRNA 


NM 017710 


Homo sapiens hypothetical protein FLJ20203 (FLJ20203), mRNA 


NM 017708 


Homo sapiens hypothetical protein FLJ20200 (FLJ20200), mRNA 


NM 017707 


Homo sapiens hypothetical protein FLJ20199 (FLJ20199), mRNA 


NM 017706 


Homo sapiens hypothetical protein FLJ20195 (FLJ20195), mRNA 


NM 017705 


Homo sapiens hypothetical protein FLJ20190 (FLJ20190), mRNA 


NM 017703 


Homo sapiens hypothetical protein FLJ20188 (FLJ20188), mRNA 


NM 017702 


Homo sapiens hypothetical protein FLJ20186 (FLJ20186), mRNA 


NM 017700 


Homo sapiens hypothetical protein FLJ20184 (FLJ20184), mRNA 


NM 017696 


Homo sapiens hypothetical protein FLJ20170 (FLJ20170), mRNA 


NM 017694 


Homo sapiens hypothetical protein FLJ20160 (FLJ20160), mRNA 


NM 017693 


Homo sapiens hypothetical protein FLJ20159 (FLJ20159), mRNA 


NM 017691 


Homo sapiens hypothetical protein FLJ201 56 (FLJ201 56), mRNA 


NM 017689 


Homo sapiens hypothetical protein FLJ20151 (FLJ20151), mRNA 


NM 017688 


Homo sapiens hypothetical protein FLJ20150 (FLJ20150), mRNA 


NM 017685 


Homo sapiens hypothetical protein FLJ20139 (FLJ20139), mRNA 


NM 017684 


Homo sapiens hypothetical protein FLJ20136 (FLJ20136), mRNA 


NM 017682 


Homo sapiens hypothetical protein FLJ20132 (FLJ20132), mRNA 


NM 017681 


Homo sapiens hypothetical protein FLJ20130 (FLJ20130), mRNA 


NM 017679 


Homo sapiens hypothetical protein FLJ20128 (FLJ20128), mRNA 


NM 017674 


Homo sapiens hypothetical protein FLJ20123 (FLJ20123), mRNA 


NM 017664 


Homo sapiens hypothetical protein FLJ20093 (FLJ20093), mRNA 


NM 017661 


Homo sapiens hypothetical protein FLJ20086 (FLJ20086), mRNA 


NM 017660 


Homo sapiens hypothetical protein FLJ20085 (FLJ20085), mRNA 


NM 017658 1 


Homo sapiens hypothetical protein FLJ20081 (FLJ20081), mRNA 


NM 017656 ; 


Homo sapiens hypothetical protein FLJ20079 (FLJ20079), mRNA 


NM 017655 


Homo sapiens hypothetical protein FLJ20075 (FLJ20075), mRNA 


NM 017654 


Homo sapiens hypothetical protein FLJ20073 (FU20073), mRNA 


NM 017653 


Homo sapiens hypothetical protein FLJ20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein FLJ20069 (FLJ20069), mRNA 


NM_0 17650 


Homo sapiens protein phosphatase 1 5 regulatory (inhibitor) subunit 9 A 
(PPPlR9A) 5 mRNA 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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NM 017644 


Homo sapiens hypothetical protein FLJ20059 (FLJ20059), mRNA 


NM 017643 


Homo sapiens hypothetical protein FLJ20055 (FLJ20055), mRNA 


NM 017639 


Homo sapiens hypothetical protein FLJ20047 (FLJ20047), mRNA 

X -* X X \ s - 


NM 017638 


Homo sapiens hypothetical protein FLJ20045 (FLJ20045), mRNA 


NM 017633 


Homo sapiens hypothetical protein FLJ20037 (FLJ20037), mRNA 


NM 017631 


Homo sapiens hypothetical protein FLJ20035 (FLJ20035), mRNA 


NM 017630 


Homo sapiens hypothetical protein FLJ20034 (FLJ20034), mRNA 


NM 017627 


Homo sapiens hypothetical protein FLJ20030 (FLJ20030), mRNA 


NM_0 17626 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 12 (DNAJB12), 
mRNA 


NM 017621 


Homo sapiens hypothetical protein FLJ20013 (FLJ20013), mRNA 


NM 017618 


Homo sapiens hypothetical protein FLJ20006 (FLJ20006), mRNA 


NM 017617 


Homo sapiens hypothetical protein FLJ20005 (FLJ20005), mRNA 


NM 017615 


Homo sapiens hypothetical protein FLJ20003 (FLJ20003), mRNA 


NM 018394 


Homo sapiens hypothetical protein FLJ1 1342 (FLJ1 1342), mRNA 


NM 018393 


Homo sapiens hypothetical protein FLJ1 1336 (FLJ1 1336), mRNA 


NM 018391 


Homo sapiens hypothetical protein FLJ1 1328 (FLJ1 1328), mRNA 


NM 018389 


Homo sapiens GDP-fucose transporter 1 (FLJ1 1320), mRNA 


NM 018388 


Homo sapiens hypothetical protein FLJ1 1316 (FLJ1 1316), mRNA 


NM 018386 


Homo sapiens hypothetical protein FLJ1 1305 (FLJ1 1305), mRNA 


NM 018383 


Homo sapiens hypothetical protein FLJ1 1294 (FLJ1 1294), mRNA 


NM_0 18380 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 28 (DDX28), 
mRNA 


NM 018379 


Homo sapiens hypothetical protein FLJ1 1280 (FLJ1 1280), mRNA 


NM 018376 


Homo sapiens hypothetical protein FLJ1 1275 (FLJ1 1275), mRNA 


NM 018375 


Homo sapiens hypothetical protein FLJ1 1274 (FLJ1 1274), mRNA 


NM 018374 


Homo sapiens hypothetical protein FLJ1 1273 (FLJ1 1273), mRNA 


NM 018372 


Homo sapiens hypothetical protein FLJ1 1269 (FLJ1 1269), mRNA 


NM 018370 


Homo sapiens hypothetical protein FLJ1 1259 (FLJ11259), mRNA 


NM 018366 


Homo sapiens hypothetical protein FLJ1 1230 (FLJ1 1230), mRNA 


NM 018365 


Homo sapiens hypothetical protein FLJ1 1222 (FLJ1 1222), mRNA 


NM 018360 


Homo sapiens hypothetical protein FLJ1 1209 (FLJ1 1209), mRNA 


NM 018359 


Homo sapiens hypothetical protein FLJ1 1200 (FLJ1 1200), mRNA 


NM_018357 


Homo sapiens hypothetical protein FLJ1 1 196 (FLJ1 1 196), mRNA 


NM 018356 


Homo sapiens hypothetical protein FLJ1 1 193 (FLJ1 1 193), mRNA 


NM 018355 


Homo sapiens hypothetical protein FLJ1 1191 (FLJ1 1 191), mRNA 


NM 018351 


Homo sapiens hypothetical protein FLJ1 1 1 83 (FLJ1 1 183), mRNA 


NM 018350 


Homo sapiens hypothetical protein FLJ1 1181 (FLJ1 1181), mRNA 


NM 018349 


Homo sapiens hypothetical protein FUl 1 175 (FLJ1 1 175), mRNA 


NM 018348 


Homo sapiens hypothetical protein FLJ1 1171 (FLJ1 1 171), mRNA 


NM 018346 


Homo sapiens hypothetical protein FLJ1 1 164 (FUl 1 164), mRNA 


NM 018344 


Homo sapiens hypothetical protein FLJ1 1 160 (FLJ1 1 160), mRNA 


NM 018343 


Homo sapiens hypothetical protein FLJ1 1 159 (FLJ1 1 159), mRNA 


NM_0 18342 


Homo sapiens hypothetical protein FLJ1 1 155 (FLJ1 1 155), mRNA 


NM_018338 


Homo sapiens hypothetical protein FLJ1 1 142 (FLJ1 1 142), mRNA 


NM 018335 


Homo sapiens hypothetical protein FLJ1 1 132 (FLJ1 1 132), mRNA 


NM 018329 


Homo sapiens hypothetical protein FLJ1 1117 (FLJ1 1117), mRNA 


NM 018328 


Homo sapiens hypothetical protein FLJ1 1113 (FLJ1 1113), mRNA 


NM 018326 


Homo sapiens hypothetical protein FLJ1 1 1 10 (FLJ1 1 1 10), mRNA 


NM 018324 


Homo sapiens hypothetical protein FLJ1 1 106 (FLJ1 1 106), mRNA 


NM 018323 


Homo sapiens hypothetical protein FLJ1 1 105 (FLJ1 1 105), mRNA 


NM 018321 


Homo sapiens hypothetical protein FLJ1 1 100 (FLJ1 1 100), mRNA 
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NM 018316 


Homo sapiens hypothetical protein FLJ1 1078 (FLJ1 1078), mRNA 


NM 018314 


Homo sapiens hypothetical protein FLJ1 1068 (FLJ1 1068), mRNA 


NM 018309 


Homo sapiens hypothetical protein FLJ1 1046 (FLJ1 1046), mRNA 


NM 018308 


Homo sapiens hypothetical protein FLJ1 1042 (FLJ1 1042), mRNA 


NM 018307 


Homo sapiens hypothetical protein FLJ1 1040 (FLJ1 1040), mRNA 


NM 018306 


Homo sapiens hypothetical protein FLJ1 1036 (FLJ1 1036), mRNA 


NM 018304 


Homo sapiens hypothetical protein FLJ1 1029 (FLJ1 1029), mRNA 


NM 018302 


Homo sapiens hypothetical protein FLJ1 1017 (FLJ1 1017), mRNA 


NM 018299 


Homo sapiens hypothetical protein FLJ1 101 1 (FLJ1 101 1), mRNA 


NM 018297 


Homo sapiens peptide :N-glycanase similar to yeast PNG1 (FLJ11005), mRNA 


NM 018296 


Homo sapiens hypothetical protein FLJ1 1004 (FLJ1 1004), mRNA 


NM 018294 


Homo sapiens hypothetical protein FLJ10998 (FLJ10998), mRNA 


NM 018292 


Homo sapiens hypothetical protein FLJ10989 (FLJ10989), mRNA 


NM 018289 


Homo sapiens hypothetical protein FLJ10979 (FLJ10979), mRNA 


NM 018288 


Homo sapiens hypothetical protein FLJ10975 (FLJ10975), mRNA 


NM 018279 


Homo sapiens hypothetical protein FLJ10936 (FLJ10936), mRNA 


NM 018275 


Homo sapiens hypothetical protein FLJ10925 (FLJ10925), mRNA 


NM 018271 


Homo sapiens hypothetical protein FLJ10916 (FLJ10916), mRNA 


NM 018264 


Homo sapiens hypothetical protein FLJ10900 (FLJ10900), mRNA 

±_ •/_£. £_ i 12. 


NM 018261 


Homo sapiens Sec3-like (SEC3), mRNA 


NM 018260 


Homo sapiens hypothetical protein FLJ10891 (FLJ10891), mRNA 


NM 018259 


Homo sapiens hypothetical protein FLJ10890 (FLJ10890), mRNA 


NM 018250 


Homo sapiens hypothetical protein FLJ10871 (FLJ10871), mRNA 


NM 018248 


Homo sapiens hypothetical protein FLJ10858 (FLJ10858), mRNA 


NM 018247 


Homo sapiens hypothetical protein FLJ10856 (FLJ10856), mRNA 


NM 018246 


Homo sapiens hypothetical protein FLJ10853 (FLJ10853), mRNA 


NM 018243 


Homo sapiens hypothetical protein FLJ10849 (FLJ10849), mRNA 


NM 018238 


Homo sapiens hypothetical protein FLJ10842 (FLJ10842), mRNA 


NM 018235 


Homo sapiens hypothetical protein FLJ10830 (FLJ10830), mRNA 


NM 018234 


Homo sapiens hypothetical protein FLJ10829 (FLJ10829), mRNA 


NM 018231 


Homo sapiens hypothetical protein FLJ10815 (FLJ10815), mRNA 


NM 018229 


Homo sapiens hypothetical protein FLJ10813 (FLJ10813), mRNA 


NM 018228 


Homo sapiens hypothetical protein FLJ1081 1 (FLJ1081 1), mRNA 


NM 018227 


Homo sapiens hypothetical protein FLJ10808 (FLJ10808), mRNA 


NM 018224 


Homo sapiens hypothetical protein FLJ10803 (FLJ10803), mRNA 


NM 018222 


Homo sapiens parvin, alpha (PARVA), mRNA 


NM 018221 


Homo sapiens chromosome 2 open reading frame 6 (C2orf6), mRNA 


NM 018216 


Homo sapiens hypothetical protein FLJ10782 (FLJ10782), mRNA 


NM 018215 


Homo sapiens hypothetical protein FLJ10781 (FLJ10781), mRNA 


NM_018214 


Homo sapiens LAP (leucine-rich repeats and PDZ) and no PDZ protein (LANO), 
mRNA 


NM 018210 


Homo sapiens hypothetical protein FLJ10769 (FLJ10769), mRNA 


NM 018208 


Homo sapiens hypothetical protein FLJ10761 (FLJ10761), mRNA 


NM 018203 


Homo sapiens hypothetical protein FLJ10748 (FLJ10748), mRNA 


NM 018201 


Homo sapiens hypothetical protein FLJ10743 (FLJ10743), mRNA 


NM 018199 


Homo sapiens hypothetical protein FLJ10738 (FLJ10738), mRNA 


NM 018198 


Homo sapiens hypothetical protein FLJ10737 (FLJ10737), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FLJ10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FLJ10726 (FLJ10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ10715 (FLJ10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FLJ10713 (FLJ10713), mRNA 
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NM 018183 


Homo sapiens hypothetical protein FLJ10701 (FLJ10701), mRNA 


NM 018182 


Homo sapiens hypothetical protein FLJ10700 (FLJ10700), mRNA 


NM 018181 


Homo sapiens hypothetical protein FLJ 10697 (FLJ10697), mRNA 


NM 018176 


Homo sapiens hypothetical protein FLJ10675 (FLJ10675), mRNA 


NM 018174 


Homo sapiens chromosome 19 open reading frame 5 (C19orf5), mRNA 


NM 018173 


Homo sapiens hypothetical protein FLJ10665 (FLJ10665), mRNA 


NM 018172 


Homo sapiens hypothetical protein FLJ10661 (FLJ10661), mRNA 


NM 018170 


Homo sapiens hypothetical protein FLJ 1065 6 (FLJ10656), mRNA 


NM 018168 


Homo sapiens hypothetical protein FLJ10650 (FLJ10650), mRNA 


NM 018167 


Homo sapiens hypothetical protein FLJ10648 (FLJ10648), mRNA 


NM 018166 


Homo sapiens hypothetical protein FLJ10647 (FLJ10647), mRNA 


NM 018163 


Homo sapiens hypothetical protein FLJ10634 (FLJ10634), mRNA 


NM 018157 


Homo sapiens hypothetical protein FLJ10620 (FLJ10620), mRNA 


NM 018156 


Homo sapiens hypothetical protein FLJ10619 (FLJ10619), mRNA 


NM 018155 


Homo sapiens hypothetical protein FLJ10618 (FLJ10618), mRNA 


NM 018154 


Homo sapiens hypothetical protein FLJ10604 (FLJ10604), mRNA 


NM 018150 


Homo sapiens hypothetical protein FLJ10597 (FLJ10597), mRNA 


NM 018149 


Homo sapiens hypothetical protein FLJ10587 (FLJ10587), mRNA 


NM 018148 


Homo sapiens hypothetical protein FLJ10583 (FLJ10583), mRNA 


NM 018146 


Homo sapiens hypothetical protein FLJ10581 (FLJ10581), mRNA 


NM 018145 


Homo sapiens hypothetical protein FLJ10579 (FLJ10579), mRNA 


NM 018143 


Homo sapiens hypothetical protein FLJ10572 (FLJ10572), mRNA 


NM 018140 


Homo sapiens hypothetical protein FLJ10565 (FLJ10565), mRNA 


NM 018139 


Homo sapiens hypothetical protein FLJ10563 (FLJ10563), mRNA 


NM 018138 


Homo sapiens hypothetical protein FLJ10560 (FLJ10560), mRNA 


NM 018132 


Homo sapiens hypothetical protein FLJ10545 (FLJ10545), mRNA 


NM 018130 


Homo sapiens hypothetical protein FLJ10539 (FLJ10539), mRNA 


NM 018129 


Homo sapiens hypothetical protein FLJ10535 (FLJ10535), mRNA 


NM_018128 


Homo sapiens hypothetical protein FLJ10534 (FLJ10534), mRNA 


NM 018126 


Homo sapiens hypothetical protein FLJ10525 (FLJ10525), mRNA 


NM 018125 


Homo sapiens hypothetical protein FLJ 10521 (FLJ 10521), mRNA 


NM 018121 


Homo sapiens hypothetical protein FLJ10512 (FLJ10512), mRNA 


NM 018118 


Homo sapiens hypothetical protein FLJ10508 (FLJ10508), mRNA 


NM 018115 


Homo sapiens hypothetical protein FLJ10498 (FLJ10498), mRNA 


NM 018113 


Homo sapiens lipocalin-interacting membrane receptor (LIMR), mRNA 


NM 018111 


Homo sapiens hypothetical protein FLJ10490 (FLJ10490), mRNA 


NM 018110 


Homo sapiens hypothetical protein FLJ10488 (FLJ10488), mRNA 


NM 018109 


Homo sapiens hypothetical protein FLJ10486 (FLJ10486), mRNA 


NM 018108 


Homo sapiens hypothetical protein FLJ10483 (FLJ10483), mRNA 


NM__018105 


Homo sapiens hypothetical protein FLJ10477 (FLJ10477), mRNA 


NM 018104 


Homo sapiens hypothetical protein FLJ10474 (FLJ 10474), mRNA 


NM_0 18096 


Homo sapiens hypothetical protein similar to beta-transducin family (FLJ 1045 8), 


NM 018095 


Homo sapiens hypothetical protein FLJ10450 (FLJ10450), mRNA 


NM. 018089 


Homo sapiens hypothetical protein FLJ10415 (FLJ10415), mRNA 


NM 018088 


Homo sapiens hypothetical protein FLJ10408 (FLJ10408), mRNA 


NM 018084 


Homo sapiens hypothetical protein FLJ10392 (FLJ10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ10388 (FLJ10388), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FLJ10385), mRNA 


NM 018080 Homo sapiens hypothetical protein FLJ10381 (FLJ10381), mRNA 
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NM 018077 


Homo sapiens hypothetical protein FLJ10377 (FLJ10377), mRNA 


NM 018071 


Homo sapiens hypothetical protein FLJ10357 (FLJ10357), mRNA 


NMJ) 18068 


Homo sapiens likely ortholog of mouse piwi like homolog 1 (Drosophila)-like 
(FLJ10351),mRNA 


NMJ) 18067 


Homo sapiens hypothetical protein FLJ10350 (FLJ10350), mRNA 


NM 018066 


Homo sapiens hypothetical protein FLJ10349 (FLJ10349), mRNA 


NM 018065 


Homo sapiens hypothetical protein FLJ10346 (FLJ10346), mRNA 


NM 018061 


Homo sapiens hypothetical protein FLJ10330 (FLJ10330), mRNA 


NM 018056 


Homo sapiens hypothetical protein FLJ10315 (FLJ10315), mRNA 


NM_018055 


Homo sapiens hypothetical protein FLJ10314 (FLJ10314), mRNA 


NM 018048 


Homo sapiens hypothetical protein FLJ10292 (FLJ10292), mRNA 


NM 018045 


Homo sapiens hypothetical protein FLJ10276 (FLJ10276), mRNA 


NMJ 18042 


Homo sapiens hypothetical protein FLJ10260 (FLJ10260), mRNA 


NM 018037 


Homo sapiens hypothetical protein FLJ10244 (FLJ10244), mRNA 


NM 018036 


Homo sapiens hypothetical protein FLJ10242 (FLJ10242), mRNA 


NM 018029 


Homo sapiens hypothetical protein FLJ10213 (FLJ10213), mRNA 


NMJ 18027 


Homo sapiens hypothetical protein FLJ10210 (FLJ10210), mRNA 


NM 018024 


Homo sapiens hypothetical protein FLJ10204 (FLJ10204), mRNA 


NM 018022 


Homo sapiens hypothetical protein FLJ10199 (FLJ10199), mRNA 


NM 018017 


Homo sapiens hypothetical protein FLJ10188 (FLJ10188), mRNA 


NMJ) 180 14 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCL1 1 A), 
mRNA 


NM 018013 


Homo sapiens hypothetical protein FLJ10159 (FLJ10159), mRNA 


NM 018012 


Homo sapiens hypothetical protein FLJ10157 (FLJ10157), mRNA 


NM 018005 


Homo sapiens hypothetical protein FLJ10139 (FLJ10139), mRNA 


NMJ) 17998 


Homo sapiens hypothetical protein FLJ10110 (FLJ10110), mRNA 


NM 017996 


Homo sapiens hypothetical protein FLJ10103 (FLJ10103), mRNA 


NM 017986 


Homo sapiens hypothetical protein FLJ10060 (FLJ10060), mRNA 


NM 017985 


Homo sapiens hypothetical protein FLJ10058 (FLJ10058), mRNA 

~ j r V v., />..,... 


NM 017984 


Homo sapiens hypothetical protein FLJ10057 (FLJ10057), mRNA 

" j " r . m . >... /?. 


NM 017983 


Homo sapiens hypothetical protein FLJ10055 (FLJ10055), mRNA 


NM 017982 


Homo sapiens hypothetical protein FLJ10052 (FLJ10052), mRNA 


NM 017980 


Homo sapiens hypothetical protein FLJ10044 (FLJ10044), mRNA 


NM 017977 


Homo sapiens hypothetical protein FLJ10040 (FLJ10040), mRNA 


NM 017974 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035), mRNA 


NM 018410 


Homo sapiens hypothetical protein DKFZp762E 1312 (DKFZp762E 1312), 
mRNA 


NM 018423 


Homo saniens hvoothetical nrotein DKFZd761P1010 (T)KFZd761P1010^ 
mRNA 


NM 017597 


Homo saoiens hvoothetical orotein DKFZo761K1824 fDKFZt)7 6 1 K 1 8 24) 
mRNA 


NMJ 18422 


Homo sapiens hypothetical protein DKFZp761K1423 (DKFZp761K1423) 5 
mRNA 


NMJ)18421 


Homo sapiens hypothetical protein DKFZp761D1823 (DKFZp761D1823), 
mRNA 


NM 017599 


Homo sapiens transmembrane protein vezatin (VEZATIN), mRNA 


NMJ 17594 


Homo sapiens hypothetical protein DKFZp761C07121 (DKFZp761C07121) 5 

JT wf IT X IT \ IT s ' 

mRNA 


NMJU7535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824) ? 
mRNA 


NM 018705 


Homo sapiens hypothetical protein DKFZp547G183 (DKFZp547G183), mRNA 


NM 017604 


Homo sapiens KIAA1023 protein (KIAA1023), mRNA 
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NM 017559 


Homo satriens hvoothetical nrotein DKF7r>434H2215 fDKFZr<4'34TT??1 
mRNA 


NM_0 17598 


Homo sapiens hypothetical protein DKFZp434C0923 GDKFZn434C0923^ 
mRNA 


NM_0 17577 


Homo sapiens hypothetical protein DKFZp434C0328 (DKFZp434C0328), 
mRNA 


NM 014612 


Homo sapiens C9orfl0 protein (C9orfl0), mRNA 


NM 018460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), mRNA 


NM 018459 


Homo sapiens uncharacterized bone marrow protein BM045 (BM045), mRNA 


NM 018451 


Homo sapiens centrosomal P4.1 -associated protein (CPAP), mRNA 


NM 018450 


Homo sapiens uncharacterized bone marrow protein BM029 (BM029), mRNA 


NM 018674 


Homo sapiens putative acid-sensing ion channel (ASIC4), mRNA 


NM_017435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 
(SLC21A14), mRNA 


NM 016848 


Homo sapiens neuronal She (SHC3), mRNA 


NM 017432 


Homo sapiens prostate tumor over expressed gene 1 (PTOV1), mRNA 


NM 016953 


Homo sapiens phosphodiesterase 1 1A (PDE1 1 A), mRNA 


NM_013242 


Homo sapiens similar to mouse Glt3 or D malano master tran^crintinn factor TTR 
(AF093680), mRNA 


NM 016267 


Homo sapiens TONDU (TONDU), mRNA 


NM_015859 


Homo sapiens general transcription factor IIA, 1 (37kD and 19kD subunits) 
(GTF2A1), mRNA 


NM 016271 


Homo sapiens STRIN protein (STRIN), mRNA 


NM 016584 


Homo sapiens interleukin 23, alpha subunit pi 9 (IL23A), mRNA 


NM 016329 


Homo sapiens RU1 (RU1), mRNA 


NM 016337 


Homo sapiens RNB6 (RNB6), mRNA 


NM 016146 


Homo sapiens PTD009 protein (PTD009), mRNA 


NM 016145 


Homo sapiens PTD008 protein (PTD008), mRNA 


NM 016144 


Homo sapiens PTD002 protein (PTD002), mRNA 


NM 016147 


Homo sapiens protein phosphatase methylesterase-1 (PME-1), mRNA 


NM 016445 


Homo sapiens pleckstrin 2 (mouse) homolog (PLEK2), mRNA 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 


NM 016132 


Homo sapiens myelin gene expression factor 2 (MEF-2), mRNA 


NM 016586 


Homo sapiens MB IP protein (MB IP), mRNA 


NM 016547 


Homo sapiens calcium binding protein Cab45 precursor (Cab45), mRNA 


NM 016530 


Homo sapiens RAB-8b protein (LOC51762), mRNA 


NM_0 16442 


Homo sapiens type 1 tumor necrosis factor recentor sheddinff aminonentiflfl^e 
regulator (ARTS- 1), mRNA 


NM 016438 


Homo sapiens CLST 1 1240 protein (CLST1 1240), mRNA 


NM 016340 


Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2), mRNA 


NM_016306 


Homo sapiens DnaJ (Hsd40^ homolog subfamilv B member 1 1 (TTN A TO 1 "H 
mRNA 


NM 016292 


Homo sapiens heat shock protein 75 (TRAP1), mRNA 


NM_0 16248 


Homo sapiens A kinase (PRKA) anchor protein 1 1 (AKAP1 1), mRNA 


NM_0 16207 


Homo sapiens cleavage and polyadenylation specific factor 3 73kD subunit 
(CPSF3), mRNA 


NM 016163 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM_016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP5 8 (NOP5/NOP58), mRNA 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription factor (LISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZEN), mRNA 
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NM 016284 


Homo sapiens KIAA1007 protein (KIAA1007), mRNA 


NM 016645 


Homo sapiens mesenchymal stem cell protein DSC92 (NEUGRIN), mRNA 


NM 016631 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM_016576 


Homo sapiens GMPR2 for guanosine monophosphate reductase isolog 
(LOC5 1292), mRNA 


NM 016501 


Homo sapiens hypothetical protein FLJ10597 (FLJ10597), mRNA 


NM 016500 


Homo sapiens hypothetical protein (LOC51260), mRNA 


NM 016487 


Homo sapiens HSPC230 gene (HSPC230), mRNA 


NM 016480 


Homo sapiens PABP-mteracting protein 2 (PAIP2), mRNA 


NM 016433 


Homo sapiens glycohpid transfer protein (GLTP), mRNA 


NM 016369 


Homo sapiens claudin 18 (CLDN18), mRNA 


NM 016359 


Homo sapiens nucleolar protein ANKT (ANKT) 5 mRNA 


NM_0 16246 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR3 
(LOC51 171), mRNA 


NMJH6186 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 10 (SERPINA10), mRNA 


NM 016180 


Homo sapiens AHVI-1 protein (MATP), mRNA 


NM 016176 


Homo sapiens calcium binding protein Cab45 precursor (Cab45) mRNA 


NM 016174 


Homo sapiens cerebral cell adhesion molecule (LOC51 148), mRNA 


NM 016131 


Homo sapiens RAB10, member RAS oncogene family (RAB10), mRNA 


NM_0 16031 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2 SUR4/Elo3 
yeast)-like 1 (ELOVL1), mRNA 


NM 015955 


Homo sapiens C21orfl9-hke protein (LOC51072), mRNA 


NM 015931 


Homo sapiens fls485 (LOC51066), mRNA 


NM_0 15879 


Homo sapiens sialyltransferase 8C (alpha2 5 3Galbetal,4GlcNAcalpha 2,8- 
sialyltransferase) (SIAT8C), mRNA 


NM_016368 


Homo sapiens myo-mositol 1 -phosphate synthase Al (ISYNA1), mRNA 


NM 016488 


Homo sapiens hypothetical protein (HSPC232), mRNA 


NM 016478 


Homo sapiens hypothetical protein (HSPC216), mRNA 


NM 016463 


Homo sapiens hypothetical protein (HSPC195), mRNA 


NM 016410 


Homo sapiens hypothetical protein HSPC177 (HSPC177), mRNA 


NM 016406 


Homo sapiens hypothetical protein (HSPC155), mRNA 


NM 016401 


Homo sapiens hypothetical protein (HSPC138), mRNA 


NM 016400 


Homo sapiens Huntmgtm interacting protein K (HYPK), mRNA 


NM 016396 


Homo sapiens hypothetical protein (HSPC129), mRNA 


NM 016391 


Homo sapiens hypothetical protein (HSPC1 1 1), mRNA 


NM 015933 


Homo sapiens hypothetical protein (HSPC016), mRNA 


NM 015932 


Homo sapiens hypothetical protein (HSPC014), mRNA 


NM_016172 


Homo sapiens putative glialblastoma cell differentiation-related (GDBR1) 
mRNA 


NM_016194 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 


NM 016196 


Homo sapiens KIAA0682 gene product (KIAA0682), mRNA 


NM 016553 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


NM 016195 


Homo sapiens M-phase phosphoprotein 1 (MPHOSPH1), mRNA 


NM_016550 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CINP), 
mRNA 


TSTM" 01 £ifr>"X 
l\ ivx yj x DOZj 


Homo sapiens hypothetical protein (BM-009), mRNA 


NM 016237 


Homo sapiens anaphase promoting complex subunit 5 (ANAPC5) mRNA 


NM 016108 


Homo sapiens androgen induced protein (AIG-1), mRNA 


NM_014886 


Homo sapiens hypothetical protein (YR-29), mRNA 


NM 014035 


Homo sapiens SBBI31 protein (SBBI31), mRNA 
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NM 014868 


Homo sapiens ring finger protein 10 (RNF10), mRNA 


NM 014092 


Homo sapiens PRO 1575 protein (PRO 1575), mRNA 


NM 014138 


Homo sapiens PRO0659 protein (PRO0659), mRNA 


NM 014135 


Homo sapiens PRO0641 protein (PRO0641), mRNA 


NM 014134 


Homo sapiens PRO0628 protein CPRO0628), mRNA 


NM 014133 


Homo sapiens PRO0618 protein (PRO0618), mRNA 


NM 014076 


Homo sapiens PRO0611 protein (PRO0611), mRNA 


NM 014074 


Homo sapiens PRO0529 protein (PRO0529), mRNA 


NM 014129 


Homo sapiens PRO0478 protein (PRO0478), mRNA 


NM 014126 


Homo sapiens PRO0365 protein (PRO0365), mRNA 


NM 014124 


Homo sapiens PRO0255 protein (PRO0255), mRNA 


NM 014121 


Homo sapiens PRO0233 protein (PRO0233), mRNA 


NM 014120 


Homo sapiens PRO0214 protein (PRO0214), mRNA 


NM 014118 


Homo sapiens PRO0159 protein (PRO0159), mRNA 


NM 014117 


Homo sapiens PRO0149 protein (PRO0149), mRNA 


NM 014116 


Homo sapiens PRO0132 protein (PRO0132), mRNA 


NM 015364 


Homo sapiens MD-2 protein (MD-2), mRNA 


NM 014020 


Homo sapiens LR8 protein (LR8), mRNA 


NM 014931 


Homo sapiens KIAA1 115 protein (KIAA1 115), mRNA 


NM 014901 


Homo sapiens KIAA1 100 protein (KIAA1100), mRNA 


NM 014908 


Homo sapiens KIAA1094 protein (KIAA1094), mRNA 


NM 014906 


Homo sapiens KIAA1072 protein (KIAA1072), mRNA 


NM 014932 


Homo sapiens neuroligin 1 (NLGN1), mRNA 


NM 014894 


Homo sapiens KIAA1056 protein (KIAA1056), mRNA 


NM 014956 


Homo sapiens KIAA1052 protein (KIAA1052), mRNA 


NM 014928 


Homo sapiens KIAA1046 protein (KIAA1046), mRNA 


NM 014909 


Homo sapiens KIAA1036 protein (KIAA1036), mRNA 


NM_0 14939 


Homo sapiens KIAA1012 protein (KIAA1012), mRNA 


NM 014895 


Homo sapiens KIAA1009 protein (KIAA1009), mRNA 


NM 014960 


Homo sapiens KIAA1001 protein (KIAA1001), mRNA 


NM 014950 


Homo sapiens KIAA0997 protein (KIAA0997), mRNA 


NM 014934 


Homo sapiens zinc-finger protein DZEP1 (DZEP1), mRNA 


NM 014023 


Homo sapiens KIAA0982 protein (KIAA09S2), mRNA 


NM_0 14900 


Homo sapiens KIAA0977 protein (KIAA0977), mRNA 


NM 014929 


Homo sapiens KIAA0971 protein (KIAA0971), mRNA 


NM 014935 


Homo sapiens phosphoinositol 3 -phosphate-binding protein-2 (PEPP3), mRNA 


NM 014937 


Homo sapiens Sac domain-containing inositol phosphatase 2 (SAC2), mRNA 


NM 014902 


Homo sapiens KIAA0964 protein (KIAA0964), mRNA 


NM 014898 


Homo sapiens KIAA0961 protein (KIAA0961), mRNA 


NM 014942 


Homo sapiens ankyrin repeat domain 6 (ANKRD6), mRNA 


NM_0 14959 


Homo sapiens tumor up-regulated CARD-containing antagonist of caspase nine 
(TUCAN), mRNA 


NM 014952 


Homo sapiens KIAA0945 protein (KIAA0945), mRNA 


NM 014904 


Homo sapiens KIAA0941 protein (Rabll-FIP2) 5 mRNA 


NM 014903 


Homo sapiens KIAA0938 protein (KIAA0938), mRNA 


NM 014897 


Homo sapiens KIAA0924 protein (KIAA0924), mRNA 


NM 014883 


Homo sapiens KIAA0914 gene product (KIAA0914), mRNA 


NM 014949 


Homo sapiens KIAA0907 protein (KIAA0907), mRNA 


NM 014896 


Homo sapiens KIAA0894 protein (KIAA0894), mRNA 


NM 014969 


Homo sapiens KIAA0893 protein (KIAA0893), mRNA 


NM 014966 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 30 (DDX30), 
mRNA 
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NM 015377 


Homo sapiens KIAA0889 protein (KIAA0889), mRNA 


NM_0 14936 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 
function) (ENPP4), mRNA 


NM 014940 


Homo sapiens KIAA0872 protein (KIAA0872), mRNA 


NM 014943 


Homo sapiens KIAA0854 protein (KIAA0S54), mRNA 


NM 014926 


Homo sapiens KIAA0848 protein (KIAA0848), mRNA 


NM 014945 


Homo sapiens KIAA0843 protein (KIAA0843), mRNA 


NM 014924 


Homo sapiens KIAA083 1 protein (KIAA0831), mRNA 


NM 014703 


Homo sapiens KIAA0800 gene product (KIAA0800), mRNA 


NM 014650 


Homo sapiens KIAA0798 gene product (KIAA0798), mRNA 


NM 014660 


Homo sapiens KIAA0783 gene product (KIAA0783), mRNA 


NM 014726 


Homo sapiens KIAA0775 gene product (KIAA0775), mRNA 


NM 014690 


Homo sapiens KIAA0773 gene product (KIAA0773), mRNA 


NM 014805 


Homo sapiens KIAA0766 gene product (KIAA0766), mRNA 


NM 014869 


Homo sapiens KIAA0763 gene product (KIAA0763), mRNA 


NM 014804 


Homo sapiens KIAA0753 gene product (KIAA0753), mRNA 


NM 014632 


Homo sapiens KIAA0750 gene product (KIAA0750), mRNA 


NM 014796 


Homo sapiens KIAA0748 gene product (KIAA0748), mRNA 


NM 014719 


Homo sapiens KIAA0738 gene product (KIAA0738), mRNA 


NM 014828 


Homo sapiens KIAA0737 gene product (KIAA0737), mRNA 


NMJ) 14849 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (SV2) 
mRNA ^ ' 1 ~" ! 


NM 014848 


Homo sapiens synaptic vesicle protein 2B homolog ( SV2B\ mRNA 


NM 014718 


Homo sapiens KIAA0726 gene product (KIAA0726), mRNA 


NM 014652 


Homo sapiens importin 13 (IMP 13), mRNA 


NM 014867 


Homo sapiens KIAA071 1 gene product (KIAA071 1), mRNA 


NM 014852 


Homo sapiens KIAA0682 gene product (KIAA0682), mRNA 


NM 014663 


Homo sapiens KIAA0677 gene product (KIAA0677), mRNA 


NM 014648 


Homo sapiens KIAA0675 gene product (KIAA0675), mRNA 


NM 014779 


Homo sapiens KIAA0669 gene product (KIAA0669), mRNA 


NM 014811 


Homo sapiens KIAA0649 gene product (KIAA0649), mRNA 


NM 014817 


Homo sapiens KIAA0644 gene product (KIAA0644), mRNA 


NM 015046 


Homo sapiens KIAA0625 protein (KIAA0625), mRNA 


NM 014694 


Homo sapiens KIAA0605 gene product (KIAA0605), mRNA 


NM 014832 


Homo sapiens KIAA0603 gene product (KIAA0603), mRNA 


NM 014749 


Homo sapiens KIAA0586 gene product (KIAA0586), mRNA 


NM 014668 


Homo sapiens KIAA0575 gene product (KIAA0575), mRNA 


NM 014709 


Homo sapiens KIAA0570 gene product (KIAA0570), mRNA 


NMJ) 14704 | 


Homo sapiens KIAA0562 gene product (KIAA0562), mRNA 


NM 014790 


Homo sapiens KIAA0555 gene product (KIAA0555V mRNA 


NM 014731 


Homo sapiens KIAA0552 gene product (KIAA0552), mRNA 


NM 014793 


Homo sapiens KIAA0547 gene product (KIAA0547), mRNA 


NM_ .014825 


Homo sapiens chromosome 21 open reading frame 108 (C21orfl08) mRNA 


NM 014840 


Homo sapiens KIAA0537 gene product (KIAA0537), mRNA 


NM 014682 


Homo sapiens KIAA0535 gene product (KIAA0535), mRNA 


NM 014851 


Homo sapiens KIAA0469 gene product (KIAA0469), mRNA 


NM 014638 


Homo sapiens KIAA0450 gene product (KIAA0450), mRNA 1 


NM 015556 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA 


NM 014801 


Homo sapiens KIAA0435 gene product (KIAA0435), mRNA 


NM 014772 


Homo sapiens KIAA0427 gene product (KIAA0427), mRNA 1 


NMJ 14631 


Homo sapiens KIAA0418 gene product (KIAA041S), mRNA 


NM 014702 


Homo sapiens KIAA0408 gene product (KIAA0408), mRNA 
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NM 014672 


Homo sapiens KIAA0391 gene product (KIAA0391), mRNA 


NM 014717 


Homo sapiens KIAA0390 gene product (KIAA0390), mRNA 


NM 014686 


Homo sapiens KIAA0355 gene product (KIAA0355), mRNA 


NM 014872 


Homo sapiens KIAA0354 gene product (KIAA0354), mRNA 


NM 014830 


Homo sapiens KIAA0352 gene product (KIAA0352), mRNA 


NM_014636 


Homo sapiens Ral guanine nucleotide exchange factor RalGPSIA 
(RALGPS1A), mRNA 


NM 014635 


Homo sapiens KIAA0336 gene product (KIAA0336), mRNA 


NM 014803 


Homo sapiens KIAA0335 gene product (KIAA0335), mRNA 


NM 014844 


Homo sapiens KIAA0329 gene product (KIAA0329), mRNA 


NM 014821 


Homo sapiens KIAA0317 gene product (KIAA0317), mRNA 


NM 014699 


Homo sapiens KIAA0296 gene product (KIAA0296), mRNA 


NM 014742 


Homo sapiens KIAA0255 gene product (KIAA0255), mRNA 


NM 014734 


Homo sapiens KIAA0247 gene product (KIAA0247), mRNA 


NM 014760 


Homo sapiens KIAA02 1 8 gene product (KIAA02 1 8), mRNA j 


NM 014735 


Homo sapiens KIAA0215 gene product (KIAA0215), mRNA 


NM 014630 


Homo sapiens KIAA021 1 gene product (KIAA021 1), mRNA 


NM 014744 


Homo sapiens KIAA0210 gene product (KIAA02 1 0), mRNA 


NM 014725 


Homo sapiens KIAA0189 gene product (KIAA0189), mRNA 


NM 014753 


Homo sapiens KIAA0187 gene product (KIAA0187), mRNA 


NM_0 14791 


Homo sapiens likely ortholog of maternal embryonic leucine zipper kinase 
(KIAA0 175), mRNA 


NM 014746 


Homo sapiens KIAA0161 gene product (KIAA0161), mRNA 


NM 014633 


Homo sapiens KIAA0155 gene product (KIAA0155), mRNA 


NM_014002 


Homo sapiens IKK-related kinase epsilon; inducible IkappaB kinase (IKKE), 
mRNA 


NM 014847 


Homo sapiens KIAA0144 gene product (KIAA0144), mRNA 


NM 014773 


Homo sapiens KIAA0141 gene product (KIAA0141), mRNA 


NM 014649 


Homo sapiens KIAA0138 gene product (KIAA0138), mRNA 


NM 014792 


Homo sapiens KIAA0125 gene product (KIAA0125), mRNA 


NM 014999 


Homo sapiens KIAA01 18 protein (KIAA01 18), mRNA 


NM 014740 


Homo sapiens KIAA0 111 gene product (KIAA0 111), mRNA 


NM 014673 


Homo sapiens KIAA0103 gene product (KIAA0103), mRNA 


NM 014736 


Homo sapiens KIAA0101 gene product (KIAA0101), mRNA 


NM 014669 


Homo sapiens KIAA0095 gene product (KIAA0095), mRNA 


NM 014679 


Homo sapiens KIAA0092 gene product (KIAA0092), mRNA 


NM 014769 


Homo sapiens KIAA0087 gene product (KIAA0087), mRNA 


NM 014877 


Homo sapiens helicase KIAA0054 (KIAA0054), mRNA 


NM 014716 


Homo sapiens centaurin, beta 1 (CENTB1), mRNA 


NM_015361 


Homo sapiens R3H domain (binds single-stranded nucleic acids) containing 
(R3HDM), mRNA 


NM 014880 


Homo sapiens KIAA0022 gene product (KIAA0022), mRNA 


NM 014878 


Homo sapiens KIAA0020 gene product (KIAA0020), mRNA 


NM 014665 


Homo sapiens KIAA0014 gene product (KIAA0014), mRNA 


NM 014671 


Homo sapiens ubiquitin-protein isopeptide ligase (E3) (KIAA0010), mRNA 


NM 014637 


Homo sapiens KIAA0009 gene product (KIAA0009), mRNA 


NM 015384 


Homo sapiens IDN3 protein (IDN3), mRNA 


NM_014188 


Homo sapiens HSPC182 protein (HSPC182), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM 014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA 


NM 014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM 014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA 
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NM 014176 


Homo saoiens HSPC150 txrotein similar to ubiauitin-coniueratinff enzvme 
(HSPC150) ? mRNA 


NM 014173 


Homo sapiens HSPC142 protein (HSPC142), mRNA 


NM 014172 


Homo sapiens HSPC141 protein (HSPC141), mRNA 


NM 014171 


Homo sapiens postsynaptic protein CREPT (CREPT), mRNA 


NM 014169 


Homo sapiens HSPC134 protein (HSPC134), mRNA 


NM 014168 


Homo sapiens HSPC133 protein (HSPC133), mRNA 


NM 014167 


Homo sapiens HSPC128 protein (HSPC128), mRNA 


NM 014165 


Homo sapiens HSPC125 protein (HSPC125), mRNA 


NM 014163 


Homo sapiens HSPC073 protein (HSPC073), mRNA 


NM 014162 


Homo sapiens HSPC072 protein (HSPC072), mRNA 


NM 014159 


Homo sapiens Huntingtin interacting protein B (HYPB), mRNA 


NM 014158 


Homo sapiens HSPC067 protein (HSPC067), mRNA 


NM 014157 


Homo sapiens HSPC065 protein (HSPC065), mRNA 


NM 014152 


Homo sapiens HSPC054 protein (HSPC054), mRNA 


NM 014151 


Homo sapiens HSPC053 protein (HSPC053), mRNA 


NM 014148 


Homo sapiens HSPC048 protein (HSPC048), mRNA 


NM 014147 


Homo sapiens HSPC047 protein (HSPC047), mRNA 


NM 014041 


Homo sapiens signal peptidase 12kDa (SPC12), mRNA 


NM 014047 


Homo sapiens HSPC023 protein (HSPC023), mRNA 


NM 014028 


Homo sapiens HSPC019 protein (HSPC019), mRNA 


NM 014026 


Homo sapiens HSPC015 protein (HSPC015), mRNA 


NM 015362 


Homo sapiens HSPC002 protein (HSPC002), mRNA 


NM 015603 


Homo sapiens DKFZP586M1019 protein (DKFZP586M1019), mRNA 


NM 015537 


Homo sapiens DKFZP586J1624 protein (DKFZP5 86 J 1 624^ mRNA 


NM 015584 


Homo sapiens DKFZP586F1524 protein (DKFZP5 86F 1 524^ mRNA i 


NM 015677 


Homo sapiens hypothetical protein (DKFZP5 86F 1318), mRNA 


NM 015416 


Homo sapiens DKFZP586A011 protein (DKFZP586A01 1), mRNA 


NM 015513 


Homo sapiens DKFZP566D213 protein (DKFZP566D2 1 3), mRNA 


NM 015509 


Homo sapiens DKFZP566B183 protein (DKFZP566B183), mRNA 


NM 014042 


Homo sapiens DKFZP564M082 protein (DKFZP564M082), mRNA 


NM 015455 


Homo sapiens KIAA1 194 protein (KIAA1 194), mRNA 


NM 015601 


Homo sapiens DKFZP564G092 protein (DKFZP564G092), mRNA 


NM 014044 


Homo sapiens DKFZP5 64G0222 protein (DKFZP5 64G0222), mRNA 


NM 015658 


Homo sapiens DKFZP564C186 protein (DKFZP5 64C 1 86), mRNA 


NM 015654 


Homo sapiens DKFZP564C103 protein (DKFZP564C103), mRNA 


NM 015535 


Homo sapiens DKFZP564A2416 protein (DKFZP564A2416), mRNA 


NM 014034 


Homo sapiens DKFZP547E21 10 protein (DKFZP547E21 10), mRNA 


NM 015607 


Homo sapiens DKFZP547E1010 protein (DKFZP547E1010), mRNA 


NM 015594 


Homo sapiens DKFZP434O047 protein (DKFZP434O047), mRNA 


NM 015492 


Homo sapiens DKFZP434H132 protein CDKFZP434H132^ mRNA 


NM 015515 


Homo sapiens tvne E intermediate filament cvtokeratin f ET A ETC 1 ^ rnRNA 


NM 014064 

jl i jut x. \j x r\j v/ • 


Homo sapiens AD-003 protein (AD-OO^ mRNA 


NM 014517 


Homo sapiens upstream hindinff nrotein 1 fl\RP-1 a\ fETRPI^ mRTsTA 


NM_0 14294 


Homo sapiens translocating chain-associating membrane protein (TRAM), 
mRNA 


NM 014305 


Homo sapiens dTDP-D-glucose 4,6-dehydratase (TDPGD), mRNA 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy- 1 gene CDKKL1 -pending), mRNA 


NM 014445 


Homo sapiens stress-associated endoplasmic reticulum protein 1 ; ribosome 
associated membrane protein 4 (SERP1), mRNA 


NM_0 14329 | Homo sapiens autoantigen (RCD-8), mRNA 
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NMJH4504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 
mRNA 


NM 014589 


Homo sapiens phospholipase A2, group HE (PLA2G2E), mRNA 


NM 014471 


Homo sapiens serine protease inhibitor, Kazal type 4 (SPINK4), mRNA 


NM 014891 


Homo sapiens PDGFA associated protein 1 (PDAP1), mRNA 


NM 014308 


Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide plOl 
(P101-PI3K),mRNA 


NM 014359 


Homo sapiens opticin (OPTC), mRNA 


NM 014515 


Homo sapiens CCR4-NOT transcription complex, subunit 2 (CNOT2), mRNA 


NM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


NM 014371 


Homo saniens neighbor of A-kinase anchoring nrotein 95 (NAICAP95^ mRNA 


NM 014342 


Homo saniens mitochondrial carrier homoloff 2 rVTTCTH^ nuclear ^ene 
encoding mitochondrial protein, mRNA 


NM 015716 


Homo sapiens Misshapen/NIK-related kinase (MINK), mRNA 


NM 014358 


Homo saniens C-tvne f calcium denendent carbohvdrate-recopriitinn domain^ 
lectin, superfamily member 9 (CLECSF9), mRNA 


NM 014552 


Homo sapiens LBP protein 32 (LBP-32), mRNA 


NM_0 14247 


Homo sapiens PDZ domain containing guanine nucleotide exchange 
factor(GEF)l (PDZ-GEF1), mRNA 


NM 014267 


Homo sapiens small acidic protein (IMAGE145052), mRNA 


NM 014597 


Homo sapiens acidic 82 kDa protein mRNA (HSU15552), mRNA 


NM 014254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


NM 014362 


Homo sapiens 3 -hydroxy isobulyryl-Coenzyme A hydrolase (HIBCH), mRNA 


NM 014365 


Homo sapiens protein kinase HI 1 (HI 1), mRNA 


NM 014584 


Homo s aniens EROl-like cerevisiae^ fEROIT^ mRNA 


NM 014367 


Homo saniens hvnofhetical nrotein e^tTarlinl-inrliieef? rR9TfTS^ mT?7\T A 


NM_014366 


Homo sapiens putative nucleotide binding protein, estradiol-induced (E2IG3), 
mRNA 


NM_014380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein 1 
(NGFRAP1) mRNA 


NM 014890 


Homo saniens downrecmlated in ovarian cancer 1 fiDO0 1^ mRNA 


NMJU4595 


Homo sapiens 5 f nucleotidase, deoxy (pyrimidine), cytosolic type C (NT5C), 
mRNA 


NM 014316 


Homo saniens calcium-re enulated heat-stable nrotein f24kTTb fC r RHS>P-94 > l 
mRNA 


NM 014430 


Homo sapiens cell death-inducing DFFA-like effector b (CIDEB), mRNA 


NMJ 14400 


Homo sapiens GPI-anchored metastasis-associated protein homolog (C4.4A), 
mRNA 


NM 014408 


Homo sapiens similar to yeast BET3 (S. cerevisiae) (BET3), mRNA 


NM_014374 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


NM__0 13943 


Homo sapiens chloride intracellular channel 4 (CLIC4), mRNA 


NM 013433 


Homo sapiens karyopherin beta 2b, transportin (TRN2), mRNA 


NM_013435 


Homo sapiens retinal homeobox protein (RX), mRNA 


NM 013377 


Homo sapiens hypothetical protein (DKFZp434B0417) 5 mRNA 


NMJ 12297 


Homo saniens Ras-GTPase activating nrotein SH3 domain-binding nrotein 9 
(KIAA0660), mRNA 


NM 013286 


Homo sapiens chromosome 3p21.1 gene sequence (HUMAGCGB), mRNA 


NM 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NMJ 13266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNX10), mRNA 
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NM 013400 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


NM 013355 


Homo sapiens protein kinase PKNbeta (pknbeta), mRNA 


NM 013240 


Homo sapiens putative N6-DNA-methyltransferase (N6AMT1), mRNA 


NM 013364 


Homo sapiens paraneoplastic cancer-testis-brain antigen (MAS), mRNA 


NM 013275 


Homo sapiens nasopharyngeal carcinoma susceptibility protein (LZ16), mRNA 


NM 013312 


Homo sapiens hook2 protein (HOOK2), mRNA 


NM 013332 


Homo sapiens hypoxia-inducible protein 2 (HIG2), mRNA 


NM 013308 


Homo sapiens platelet activating receptor homolog (H963), mRNA 


NM 013394 


Homo sapiens acid fibroblast growth factor-like protein (GLIO703), mRNA 


NM 013329 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM 013333 


Homo sapiens EH domain-binding mitotic phosphoprotein (EPSIN), mRNA 


NM 013395 


Homo sapiens proteinxOOOS (ADO 13), mRNA 


NM 012463 


Homo sapiens TJ6 protein (TJ6), mRNA 


NM 012461 


Homo sapiens TERF1 (TRFl)-interacting nuclear factor 2 (TTNF2), mRNA 


NM 012245 


Homo sapiens SKI-interacting protein (SNW1), mRNA 


NM 012437 


Homo sapiens SNARE associated protein snapin (SNAPAP), mRNA 


NM 012433 


Homo sapiens snlicine factor 3b subunit 1 155kD (SFSBl^ mRNA 


NM_0 12431 


Homo sapiens sema domain immunoglobulin domain (le) short ha <?ir domain 
secreted, (semaphorin) 3E (SEMA3E), mRNA 


NM 012234 


Homo sapiens RING1 and YY1 binding protein (RYBP), mRNA 


NM__0 12420 


Homo saniens retinoic acid- and interferon -inducible rvrotein f^RkTYii rRTSR'l 
mRNA 


NM 012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


NM 012229 


Homo saniens 5 '-nucleotidase fnurine^ cvtosolio tvne fNTS'R^ ml? XT A 


NMJH2390 


Homo sapiens protein homologous to salivary proline-rich protein P-B (PB1), 
mRNA 


NM 012346 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


NM__012339 


Homo saniens transmembrane 4 sunerfamilv member (terra snari NFT-7^ rNTPT- 

LjWjy AVAIL? bl UAlUlAXViXlLTl Ullv l O UUV1 lUilXXX V IXlvlliUvi I lv/ 11 ClO pdll 1 >■ 1 J 1 / J Ml I / \ 

7), mRNA 


NMJ)12338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 
2) 5 mRNA 


NM 012332 


Homo saniens Mitochondrial Acvl-CoA Thioesterase fiVf T- A PT48^ mT?T\T A 

-M- -M-^SJ. UUL/AVAAO ATXllV^ VAAUAAUX 1U1 JL J ± V_/-V/.£ 1_ J. XXXUWO Ivi dlJV ^1V1 I JL J ^ 1 1 1 IX 1 >j f\ 


NM 012327 


Homo sapiens phosphatidylinositol glycan, class N (PIGN), mRNA 


NM 012321 


Homo saniens U6 shRNA-associated Sim -like nrotein (1 SHVT4^ mPTsJA 


NM_0 12294 


Homo saniens guanine rmoleorifle ex nh an ere fartnr fnr T2nr_1 ■ lVI _R a c_rF»m i1 q+^H 

-i-Avyj-Aiw ^ i 10 guuxxxxiw iiixv^l^v/LlVJ-w ^-A-WlxcHlgC' lat/lUJ. 1U1 JVaU 1 , JL.YJL XvClo'"! C^U-lCtLCU 

GEF (KIAA0277), mRNA 


NM 012289 


Homo sapiens Kelch-like ECH-associated Drotein 1 ('KIAA0132"> mRNA 


NM_012285 


Homo saniens notassium volta^e-eated channel suhfarnilv H (eacr -related 
member 4 (KCNH4), mRNA 


NM 012267 


Homo saniens hsDTO-interactinff nrotein n-TSPRPI^. mRNA 

^ *k V-/ UU^AVAXD AAU^f / V_» XXX IWX WW l>XXXg |^X V l>VXXX y A X I J 1 _L*J_ If* X X JUL VJ. ^1 XI 


NM_0 12266 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJB5), 
mRNA 


NM 012260 


Homo sapiens 2-hydroxyphytanoyl-CoA lyase (HPCL2), mRNA 


NM 012204 


Homo sanipn < ? P'pnpral trpir.^.nri'ntiori fapfnr TTTr^ -rsn^m&rvi-iAf* A tQCWrTW ( CYY^WXC^ A\ 

X- -Xkj±l±\j octLJXwxxo gV/llwi. ai ULCUxOV/X XL^/LXVJXl lavLUI J.J.JLV^, JJLll^^JCjJ L1LIC *+ ^"UK 1 J 1 I 1 f j v_^- t -r J , 

mRNA 


NM_0 12086 


Homo saniens fenaral transcrintion fantor ill C ^ -nn1\mf>-ntir?i=» ^ ^1091^7^^ 

A J-v/xxxvy kjujpx^xxo guxiux ui n uixovx ijJixuii iu v LU1 XXJLV ' j L^VJl V LICLI UXviC wJ 1 I WZ.K 1 -r 1 

(GTF3C3), mRNA 


NM_012155 


Homo sapiens microtubule-associated protein like echinoderm EMAP (EMAP- 
2), mRNA 


NM 012123 


Homo sapiens CGI-02 protein (CGI-02), mRNA 


NM 012097 


Homo sapiens ADP-ribosylation factor-like 5 (ARL5), mRNA 


NM„005028 1 Homo sapiens phosphatidylinositol-4-phosphate 5 -kinase, type n, alpha 
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(PIP5K2A), mRNA 


NM 006869 


Homo sapiens centaurin, alpha 1 (CENTA1), mRNA 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 


NM 007358 


Homo sapiens putative DNA binding protein (M96), mRNA 


NM_007344 


Homo sapiens transcription termination factor, RNA polymerase I (TTF1), 
mRNA 


NM 007369 


Homo sapiens G-protein coupled receptor (RE2), mRNA 


NM_005176 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit c (subunit 9), isoform 2 (ATP5G2), mRNA 


NM_007347 


Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), 
mRNA 


NM 002673 


Homo sapiens plexin Bl (PLXNB1), mRNA 


NM_007034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4), 
mRNA 


NM_004547 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 4 (15kD, 
B15) (NDUFB4), mRNA 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH), mRNA 


NM_007115 


Homo sapiens tumor necrosis factor, alpha-induced protein 6 (TNFAIP6) 
mRNA 


NM 007217 


Homo sapiens programmed cell death 10 (PDCD10), mRNA 


NM 007269 


Homo sapiens syntaxin binding protein 3 (STXBP3), mRNA 


NM_007107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 
gamma) (SSR3), mRNA 


NM 007282 


Homo sapiens ring finger protein 13 (RNF13), mRNA 


NM 007265 


Homo sapiens suppressor of S. cerevisiae gcr2 (HSGT1), mRNA 


NM 007223 


Homo sapiens putative G protein coupled receptor (GPR), mRNA 


NM_007192 


Homo sapiens chromatin-specific transcription elongation factor, 140 lcDa 
subunit (FACTP 140), mRNA . ^ 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE), mRNA 


NM 007005 


Homo sapiens BCE-1 protein (BCE-1), mRNA 


NM 007019 


Homo sapiens ubiquitin-conjugating enzyme E2C (UBE2C), mRNA 


NM_007064 


Homo sapiens serine/threonine kinase with Dbl- and pleckstrin homology 
domains (TRAD), mRNA 


NM_007062 


Homo sapiens nuclear phosphoprotein similar to S. cerevisiae PWP1 (PWP1) 
mRNA 


NM 007080 


Homo sapiens Sm protein F (LSM6), mRNA 


NM 007072 


Homo sapiens HERV-H LTR-associating 2 (HHLA2), mRNA 


NM_007077 


Homo sapiens adaptor-related protein complex 4, sigma 1 subunit (AP4S1) 
mRNA 


NM 006751 


Homo sapiens sperm specific antigen 2 (SSFA2), mRNA 


NM 006748 


Homo sapiens Src-like-adaptor (SLA), mRNA 


NM 006851 


Homo sapiens glioma pathoeenesis-related orotein (RTVP11 mRNA 


NM 006815 


Homo sapiens coated vesicle membrane protein (RNP24), mRNA 


NM_006741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1A 
(PPP1R1A), mRNA 


NM_006823 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor alpha 
(PKIA), mRNA 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NM_006833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD) 
mRNA 


NM 006838 


Homo sapiens methionyl aminopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMPS) 
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niRNA 


NM 006676 


Homo sapiens ubiquitin specific protease 20 (USP20), niRNA 


NM 006662 


Homo sapiens Snf2-related CBP activator protein (SRCAP), mRNA 


NM_006692 


Homo sapiens DNA-binding protein amplifying expression of surfactant protein 
B (SPBPBP), mRNA 


NM 006590 


Homo sapiens SnRNP assembly defective 1 homolog (SAD1), mRNA 


NM 006695 


Homo sapiens RaP2 interacting protein 8 (RPIP8), mRNA 


NM 006663 


Homo sapiens RelA-associated inhibitor (RAT). mRNA 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA), mRNA 


NM 002721 


Homo sapiens tjrotein nhosDhatase 6 catalvtic subunit fPPP6CT> mRKTA 


NM_006627 


Homo sapiens POP4 (processing of Drecursor S cerevisiae^ homolop- fPOP4^ 
mRNA 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


NM_006648 


Homo sapiens serologically defined colon cancer antigen 43 (SDCCAG43), 
mRNA 


NM 006681 


Homo sapiens neuromedin U (NMU), mRNA 


NM 006554 


Homo sapiens metaxin 2 (MTX2), mRNA 


NM_006609 


Homo sapiens mitogen-activated protein kinase kinase kinase 2 (MAP3K2), 
mRNA 


NM 004274 


Homo sapiens A kinase (PRKA) anchor protein 6 (AKAP6), mRNA 


NM_006633 


Homo sapiens IQ motif containing GTPase activating protein 2 (IQGAP2), 
mRNA 


NM 006548 


Homo sapiens IGF-II mRNA-binding protein 2 (1MP-2), mRNA 


NM 006644 


Homo sapiens heat shock 105kD (HSP105B), mRNA 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


NM 006540 


Homo sapiens nuclear receptor coactivator 2 (NCOA2), mRNA 


NM_006578 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 


NM_006550 


Homo sapiens fibrinogen silencer binding protein (FSBP^ mRNA 


NM_006678 


Homo sapiens CMRF35 leukocyte immunoglobulin-like receptor (CMRF35), 
mRNA 


NM_006569 


Homo sapiens cell growth regulatory with EF-hand domain (CGR1 1), mRNA 


NM_006584 


Homo sapiens chaperonin containing TCP1 subunit 6R fVeta ? » (CCTftTCi 
mRNA 


NM 006538 


Homo sapiens BCL2-like 1 1 (apoptosis facilitator) (BCL2L1 1), mRNA 


NM_006628 


Homo sapiens cyclic AMP phosphqprotein, 19 kD (ARPP-19), mRNA 


NM_006370 


Homo sapiens vesicle-associated soluble NSF attachment protein receptor (v- 
SNARE; homolog of S. cerevisiae VTI1) (VTI2), mRNA 


NM_006354 


Homo sapiens transcriptional adaptor 3 (AD A3, yeast homolog)-like (PCAF 
histone acetylase complex) (TADA3L), mRNA 


NM 006456 


Homo sapiens sialyltransferase (STHM), mRNA 


NM_006409 


Homo sapiens actin related protein 2/3 complex, subunit 1 A (41 kD) (ARPC1 A), 
mRNA 


NM_006279 


Homo sapiens sialyltransferase 6 (N-acetyllacosaminide alpha 2,3- 
sialyltransferase) (SIAT6), mRNA 


NM_006142 


Homo sapiens stratifin (SFN), mRNA 


NM_006455 


Homo sapiens nucleolar autoantigen (55kD) similar to rat synaptonemal complex 
protein (SC65), mRNA 


NM 006414 


Homo sapiens ribonuclease P (38kD) (RPP38), mRNA 


NM 006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM 006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA 


NM_006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2), 
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mRNA 


NM_006230 


Homo sapiens polymerase (DNA directed), delta 2, regulatory subunit (50kD) 
(POLD2),mRNA 


NM_006156 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
8 (NEDD8), mRNA 


NM 006369 


Homo sapiens MUF1 protein (MUF1), mRNA 


NM_006441 


Homo sapiens 5,10-methenyltetrahydrofolate synthetase (5- 
formyltetrahydrofolate cyclo-ligase) (MTHFS), mRNA 


NM_006309 


Homo sapiens leucine rich repeat (in FLII) interacting protein 2 (LRRFIP2), 
mRNA 


NM 006330 


Homo sapiens lysophospholipase I (LYPLA1), mRNA 


NM 006344 


Homo sapiens macrophage lectin 2 (calcium dependent) (HML2), mRNA 


NM 006395 


Homo sapiens ubiquitin activating enzyme El -like protein (GSA7), mRNA 


NM 006322 


Homo sapiens spindle pole body protein (GCP3), mRNA 


NM_006141 


Homo sapiens dynein, cytoplasmic, light intermediate polypeptide 2 (DNCLI2), 
mRNA 


NM_006416 


Homo sapiens solute carrier family 35 (CMP-sialic acid transporter), member 1 
(SLC35A1), mRNA 


NM 006349 


Homo sapiens putative cyclin Gl interacting protein (CGI I), mRNA 


NM 006429 


Homo sapiens chaperonin containing TCP1, subunit 7 (eta) (CCT7), mRNA 


NM 006430 


Homo sapiens chaperonin containing TCP1, subunit 4 (delta) (CCT4), mRNA 


NM 006431 


Homo sapiens chaperonin containing TCP1, subunit 2 (beta) (CCT2), mRNA 


NM_002810 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 4 
(PSMD4), mRNA 


NM_006002 


Homo sapiens ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) 
(UCHL3), mRNA 


NM_006068 


Homo sapiens toll-like receptor 6 (TLR6), mRNA 


NM 006100 


Homo sapiens alpha2,3-sialyltransferase (ST3GALVI), mRNA 


NM 006061 


Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 


NM 006063 


Homo sapiens sarcomeric muscle protein (SARCOSIN), mRNA 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R), 
mRNA 


NM 006034 


Homo sapiens p53-induced protein (PIG1 1), mRNA 


NM_006039 


Homo sapiens endocytic receptor (macrophage mannose receptor family) 
(KIAA0709), mRNA 


NM_006018 


Homo sapiens putative chemokine receptor; GTP -binding protein (HM74), 
mRNA 


NM_006101 


Homo sapiens highly expressed in cancer, rich in leucine heptad repeats (HEC), 
mRNA 


NM_006098 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
2-like 1 (GNB2L1), mRNA 


NM 005895 


Homo sapiens golgi autoantigen, golgin subfamily a, 3 (GOLGA3), mRNA 


NM 006023 


Homo sapiens D123 gene product (D123), mRNA 


NM 006090 


Homo sapiens choline/ethanolaminephosphotransferase (CEPT1), mRNA 


NM 005822 


Homo sapiens Down syndrome critical region gene 1-like 1 (DSCR1L1), mRNA 


NM 005827 


Homo sapiens UDP-galactose transporter related (UGTREL1), mRNA 


NM...005725 


Homo sapiens tetraspan 2 (TSPAN-2), mRNA 


NM 005879 


Homo sapiens TRAF interacting protein (TRIP), mRNA 


NM 005816 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NM_005843 


Homo sapiens signal transducing adaptor molecule (SH3 domain and IT AM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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NM_005775 


Homo sapiens vinexin beta (SH3 -containing adaptor molecule-l") CSCAM-1) 
mRNA 


NM 005785 


Homo sapiens hypothetical SBBI03 protein (SBB103), mRNA 


NM 005862 


Homo sapiens stromal antigen 1 (STAG1), mRNA 


NM 005619 


Homo sapiens reticulon 2 (RTN2), mRNA 


NM 005615 


Homo sapiens ribonuclease, RNase A family, k6 (RNASE6), mRNA 


NM 005771 


Homo sapiens retinol dehydrogenase homolog (RDHL), mRNA 


NM 005833 


Homo sapiens Rab9 effector p40 (RAB9P40), mRNA 


NM 005687 


Homo sapiens phenylalanyl-tRNA synthetase beta-subunit (PheHB), mRNA 


NM_005605 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 
isoform (calcineurin A gamma) (PPP3CC), mRNA 


NM 005796 


Homo sapiens nuclear transport factor 2 (placental protein 15) (PP15), mRNA 


NM 005742 


Homo sapiens protein disulfide isomerase-related protein (P5) ? mRNA 


NM 005824 


Homo sapiens 37 kDa leucine-rich repeat (LRR) protein (P37NB), mRNA 


NM_005861 


Homo sapiens STEP1 homology and U-Box containing nrotein 1 (STUBl"! 
mRNA 


NM 005601 


Homo sapiens natural killer cell group 7 sequence (NKG7), mRNA 


NM 005831 


Homo sapiens nuclear domain 10 protein (NDP52), mRNA 


NM 005511 


Homo sapiens melan-A (ML ANA), mRNA 


NM 005575 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 


NM_005794 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27), 
mRNA 


NM_005769 


Homo sapiens carbohydrate (N-acetylglucosamine 6-G) sulfotransferase 4 
(CHST4), mRNA 


NM 005828 


Homo sapiens WD -repeat protein (HANI 1), mRNA 


NM_005804 


Homo sapiens nuclear RNA helicase, DECD variant of DEAD box family 
(DDXL), mRNA 


NM_005505 


Homo sapiens CD36 antieen fcollaeen tvne I recentor ihromhn^nrmrHn 
receptor)-like 1 (CD36L1), mRNA 


NM 005760 


Homo sapiens CCAAT-box-bindins transcrintion factor fCRF/^i m"R7\TA 


NM 005795 


Homo sapiens calcitonin receptor-like (CALCRL), mRNA 


NM_005720 


Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPC1B), 
mRNA 


NM_005876 


Homo sapiens nuclear protein, marker for differentiated aortic smooth muscle 
and down-regulated with vascular injury (APEG1), mRNA 


NM 001540 


Homo sapiens heat shock 27kD protein 1 (HSPB1), mRNA 


NM_005481 


Homo sapiens thyroid hormone recentor-associated nrotein QS-VD ^lVhimit 
(TRAP95), mRNA 


NM_005449 


Homo sapiens regulator of Fas-induced apoptosis (TOSO), mRNA 


NM 005480 


Homo sapiens trophinin associated protein (tastin) (TROAP), mRNA 


NM_005419 


Homo sapiens signal transducer and activator of transcription 2, 1 13kD 
(STAT2), mRNA 


NM 005500 


Homo sapiens SUMO-1 activating enzyme subunit 1 (SAE1), mRNA 


NM 005400 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA 


NM 005391 


Homo sapiens pyruvate dehydrogenase kinase isoenzyme 3 fPDTC^ -mRNA 


NM_005494 


Homo sapiens DnaJ CHSD40") homolog subfamily B member 6 fDN A TRM 
mRNA 


NM_005466 


Homo sapiens RNA polymerase II transcriptional regulation mediator (Med6, S. 
cerevisiae, homolog of) (MED6), mRNA 


NM_005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7), mRNA 


NM_005175 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex 
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submit c (subunit 9), isoform 1 (ATP5G1), mRNA 


NM_003418 


Homo sapiens zinc finger protein 9 (a cellular retroviral nucleic acid binding 
protein) (ZNF9), mRNA 


NM_005151 


Homo sapiens ubiquitin specific protease 14 (tRNA-guanine transglycosylase) 
(USP14), mRNA 


NM_005119 


Homo sapiens thyroid hormone receptor-associated protein, 150 kDa subunit 
(TRAP 150), mRNA 


NM_005071 


Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate 
transporter), member 6 (SLC1A6), mRNA 


NM_005047 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 5 
(PSMD5), mRNA 


NM 005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1), mRNA 


NM_005033 


Homo sapiens polymyositis/scleroderma autoantigen 1 (75kD) (PMSCL1) 
mRNA 


NM_005025 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin) 
member 1 (SERPINI1), mRNA 


NM_005023 


Homo sapiens protein geranylgeranyltransferase type I, beta subunit (PGGT1B) 
mRNA ' " * 


NM_005020 


Homo sapiens phosphodiesterase 1C, calmodulin-dependent (70kD) (PDE1C) 
mRNA 


NM_005017 


Homo sapiens phosphate cytidylyltransferase 1, choline, alpha isoform 
(PCYT1A), mRNA 


NM 005131 


Homo sapiens nuclear matrix protein p84 (P84), mRNA 


NM 005101 


Homo sapiens mterferon-stimulated protein, 15 kDa (ISG15), mRNA 


NM 005122 


Homo sapiens nuclear receptor subfamily 1, group I, member 3 (NR1I3), mRNA 


NM 004666 


Homo sapiens vanin 1 (VNN1), mRNA 


NM 004247 


Homo sapiens U5 snRNP-specific protein, 116 kD (U5-1 16KD), mRNA 


NM_004704 


Homo sapiens U3 snoRNP-associated 5 5 -kDa protein (U3-55K), mRNA 


NM 004786 


Homo sapiens thioredoxin-like, 32kD (TXNL), mRNA 


NM 004257 


Homo sapiens TGF beta receptor associated protein -1 (TRAP-1), mRNA 


NM_004620 


Homo sapiens TNF receptor-associated factor 6 (TRAF6), mRNA 


NM 004604 


Homo sapiens syntaxm 4A (placental) (STX4A), mRNA 


NM_004785 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor 2 (SLC9A3R2), mRNA 


NM_004252 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor 1 (SLC9A3R1), mRNA 


NM_004694 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 6 (SLC16A6), mRNA 


NM_004696 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters) 
member 4 (SLC 16 A4), mRNA 


NM_004263 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4F (SEMA4F) 
mRNA 


NM_004868 


Homo sapiens glycoprotein, synaptic 2 (GPSN2), mRNA 


NM_004844 


Homo sapiens SH3 -domain binding protein 5 (BTK-associated) (SH3BP5} 
mRNA 


NM 004703 


Homo sapiens rabaptin-5 (RAB5EP), mRNA 


xnv/r nn/io/to 

IN1V1 VKJHZ^y 


Homo sapiens RAB28, member RAS oncogene family (RAB28), mRNA 


NM 004218 


Homo sapiens RAB1 IB, member RAS oncogene family (RAB1 IB) mRNA 


NM 004676 


Homo sapiens PTPN13-like, Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBP1 associated Eps domain containing 2 (REPS2) mRNA 


NM 004881 


Homo sapiens quinone oxidoreductase homolog (PIG3), mRNA 
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NM 004671 

lNivx \J\J'-T\J 1 1 


Homo saniens Protein inhibitor of activated STAT X (PIASX-BETAV mRNA 

X X \J x x x\J iJCL^-f xy-'XXO X lULvXll 111111 f~/l IVJl VJ1 av Llvaivu v_» x .x x x yx xx xu^v x-»x_/ a j. x.j , ». 


MM - 004S6*, 


Un-mn saniens neroxisomal biogenesis factor 14 (PEX14i iiiRNA 


NM_004845 


Homo sapiens phosphate cytidylyltransferase 1 ? choline, beta isoform 
fPCYTlB, mRNA 

^X X X 1JJ ^3 11 XX VI. > XV 


NM" 004561 


TTomo saniens nbosnboenolnvnivate carboxvkinase 2 f mitochondrial i tPCK2i 
mRNA 


"NTM 004800 


TTomo saniens transmembrane 9 sunerfamilv member 2 (T1VI9SF2 1 mRNA 

XXVJ111VJ OCXJJl^Xlo LI CUlOlllV'lllL/1 CLLLKs *s 0 14-J^/wl IClllllljr XXXV-XX1L/ V^A x-< ^ X ivxy UX / 5 UUVl 11 L 


NM„004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 

inhibitor pnsilon rNTFTCRTF . mRNA 

111111U1 LVJ1 3 C/|JolHJll \1>IX XX 1 > 1 1 4 J 3 111XVJL ^ il 


NM 004647 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 


"MA/i 004546 


Unmn cQ-ni^Tic "NTATiTT HpnvHmcrpnasp fnbini linonp^ 1 beta snhnomnlpx ? fSklH) 

XXiJJ.xxU odJJICllo lNr\ l /ll ddiy ill \JgCxidot/ i^ixl'ILJ LiixxiJixv^ j i utia L5u.cj\»>»JiiiLyxw\., ^uxvi_^ ? 

AGGG) (NDUFB2), mRNA 


>JA/T 004545 
1NiVx_UUHO*+.j 


TTnmn cpmVnQ XfAliH H pTwrlrn crpn n qp fi ibini linonp^ 1 beta snheomnlex 1 (7VD 

XXOIllO OClLllCllo IN Jr\ 1 /ll LICXiy Lll UgClxCXOt' ^LlL/lL^UXllVXll^y 1 U\*>\,<\. O LXL'V./ WillJ-JlV^/V, 1 ^ / IVX-*, 

MNLL) (NDUTB1), mRNA 


vnv/f 004549 


Urvmn compnc TvfAT^TT fipbv/irnopna cp AibimiinoTiP^ 1 altiba snhnomnlpx ^ r91cl^) 

XXOIUVJ oCtL/lt/Jlic* IMnUn Lidlj' VJ.1 ULi ) C'XXCioC< ^U-UlvJ U-lllWllV^^/ 1 CHLylld olXL^vJllljJlWVj ~J xvi_^ 3 

RQ^ nsJT^TTFA^ i mRNA 

X_> jy ^ ^INX/VJl ixJ y 5 111XVXN-TX. 


KTA/T 004544 


T-TrAmri cQnipnc NTATjTT Hf a b'\/r1rno'pTia<3P rnbinnirionp , i 1 alnba snbnomnlex 10 
r42kDi HnIDUFAIOi mRNA 

\j~t^ij\A-~/ J l^JL > x^ w i niu^j iiixvi^xx 


NM 0047 R4 


TTnmn Qanipns N-Hparervlase/N-siilfotransferase Tbenaran clucosaminvl i 3 

X X W JLJLlvy oaUlLllO 1> U-vavV/Lyiaaw/ li o 14-11 \J ll CUlDxwl ftOv y^kxw lytxx clxx gx LLvvfuuxxxixxjr xj *j 

nsTDST3^ mRNA 


NM 004901 


Homo sapiens lysosomal apyrase-like 1 (LYSAL1), mRNA 


NM 004798 


Homo sapiens kinesin family member 3B (KIF3B), mRNA 


NM 004515 


Homo sapiens interleukin enhancer binding factor 2, 45kD (ILF2), mRNA 


NM 004838 


Homo sapiens Homer, neuronal immediate early gene, 3 (HOMER-3), mRNA 


"NTM 004854 

_I > JLV JL V/UT'OJT 


Homo saniens HNK-1 sulfotransferase fHNK-lST,, mRNA 

XXVI11VJ OU^'IvllkJ XXI 1JL/V X O WXX WX UliUXVX U>U V yxxi 1X1. J. \~f X /, 1J.JXVX 1i *- 


NM 00448R 

_L N1YJL WTTOO 


TTomo saniens fflvconrotein V ^nlateleti rGP5i mRNA 

11UXX1U OCX j-'lV-XxO gl^y \j\JyJx. \JWjxxx V xfX\\j x\s \, J v^vjx / , iiixviii x 


NM 004485 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 


NM 00419? 


TTrYrnri Qam'pnQ crnrvvx/tb linmnnp Qpprpta crocmp rpppntor fCrTTSiR^ ml\NA 

XXVJ111U oaJJiClio glUWLll 11U1 lllVJllt' ovwlCrLagUgUL 1 V/W^jp WJJ. y^vJXXUXVf, lllXvl^lxx 


NM_004479 


Homo sapiens fucosyltransferase 7 (alpha (1,3) fucosyltransferase) (FUT7), 
mRNA 

111XXX>XX 


NM 004438 


Homo sapiens EphA4 (EPHA4), mRNA 




TTnTnn Qanipnc pnVnTv/otip translation initiation fap.tor 9 snbnnit 1 falnba 3^1<"1^) 1 

XXU111L/ OdJJlCllO C IXiVCll y \J L1V-' LJL dllolClLlVJll UllLlxXLlVJll laVlUl OIXULA111L 1 yCll^JllCX.^ JJJviy / 

CEIF2Sli mRNA 


NM_004681 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome 
(EIFlAYi mRNA 


NM_004226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 
mRNA 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA 


TsJA/T 0048^1 
1N1Vx_UU*+00 1 


1-TnmA cdtiipnc pr>"foptnr rpnnirpn mtvi* 1 tr^n Qr'vit^i'i rYti a 1 c\r , i"i\T&i"ifXt~\ <ninTinit / 
XXvJllIvJ IsctlJlCllo L/VJXClL'LOI ICVJU-IICU. LKJL OJJ ± Ll CllloOl 1|J LlVJllCll ClVv Ll V d. LA\J11 ? OU-UlXlllL / 

T70kT)i fCRSP7*i mRNA 

/ V/JVX-/ / ^V^lVUl / I, lliXVl^XX 


NM 004960 


TTomo sanipns pr»"Faptor rpmiirpH for Sln1 tr a n nr i n ti on a 1 activation snbnnit S 

X Xv/lllLy oajJlLllo UUlavLUi 1 v/*J IXlx LvLX 1VJ1 LJ yJ 1 Ll (UlOvJi liy L1\J11<X1 Civ Li Y CtLlV/11, oUU H-XXX t o 

(34kD) (CRSP8), mRNA 


NM 004970 


TTomo sanipns rntaptor rpnnirpH for Sln1 transcrintional activation snbnnit 9 

iiV/iiiu oauiLiij i.a\j wjy. ioulliic'IX iui uui lx cxxxowx xvj lj.uhu.1 uvii ycllivxi, olxl/lxxxxl ^ 

G3kD") TCRSP9 1 mRNA 


NM 004232 


Homo sapiens STAT induced STAT inhibitor-4 (CIS4), mRNA 


ism 004KR9 


TTomo sanipns r^T5T71 intpraptincr rorpnrpssor Tr^TR^ mRNA 

XXl^lllW OOXJl^llo V_/X_>X 1 lllL^l <X\j Llllg, Ly\Jl t/pivOOUl \^ V/XXV J ? lllXVl^txT. 


NM 004198 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 6 (CHRNA6), 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NM_004351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3 a receptor 1 (C3AR1), mRNA 
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NM 004899 


Homo sapiens brain and reproductive organ-expressed (TNFRSF1 A modulator) 
(BRE),mRNA 


NM 004889 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit f, isoform 2 (ATP5J2), mRNA 


NM 004890 

1 i 1VJL Uv \ KJ ^ \J 


Homo sapiens sperm associated antigen 7 (SPAG7), mRNA 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9A), mRNA 


NM 003406 

X. > JLYJL \J\J ^J~T\J\J 


Homo saoiens tvrosine 3-monooxvefenase/trvt)toDhan 5-monooxv2:enase 
activation protein, zeta polypeptide (YWHAZ), mRNA 


NM_003574 


Homo sapiens VAMP (vesicle-associated membrane protein)~associated protein 
A (33kD) (VAPA), mRNA 


NM 001073 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Bl 1 (UGT2B1 1), 
mRNA 


NM 003300 


Homo sapiens TNF receptor-associated factor 3 (TRAF3), mRNA 


NM_003297 


Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), 
mRNA 


NM 003212 


Homo sapiens teratocarcinoma-derived growth factor 1 (TDGF1), mRNA 


NM 003763 


Homo sapiens syntaxin 16 (STX16), mRNA 


NM 003955 


Homo sapiens STAT induced STAT inhibitor 3 (SSI-3), mRNA 


NM_003693 


Homo sapiens acetyl LDL receptor; SREC=scavenger receptor expressed by 
endothelial cells (SREC), mRNA 


NM 003563 


Homo sapiens speckle-type POZ protein (SPOP), mRNA 


NM 003578 


Homo sapiens sterol O-acyltransferase 2 (SOAT2), mRNA 


NM 003099 


Homo sapiens sorting nexin 1 (SNK1), mRNA 


NM 003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), mRNA 


NM 003091 

X ±r±. \J\J \J\J s L 


Homo (sflniens ^mall nuclear "rihoniideoirrotein nol vnervH des aridT^I fS>N~RP~R^ 
mRNA 


NM_003086 


Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kD 
(SNAPC4), mRNA 


NM_003084 


Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kD 
(SNAPC3), mRNA 


NM 003825 


Homo sapiens synaptosomal-associated protein, 23kD (SNAP23), mRNA 


NM 003983 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 6 (SLC7A6), mRNA 


NM 003916 


Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (AP1S2), 
mRNA 


NM 003896 


Homo sapiens sialyltransferase 9 (CMP-NeuAc:lactosylceramide alpha-2,3- 
sialyltransferase; GM3 synthase) (SIAT9), mRNA 


NM 003769 


Homo sapiens splicing factor, ar^inine/serine-rich 9 (SFRS9), mRNA 


NM 003016 


Homo sapiens splicing factor, arginine/serine-rich 2 (SFRS2), mRNA 


NM_003161 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1), 
mRNA 


NM 003708 


Homo sapiens microsomal NAD+-dependent retinol dehydrogenase 4 (RODH- 
4), mRNA 


NM 002933 


Homo sapiens ribonuclease, RNase A family, 1 (pancreatic) (RNASE1), mRNA 


NM_002919 


Homo sapiens regulatory factor X, 3 (influences HLA class II expression) 
(RFX3), mRNA 


NM 002865 


Homo sapiens RAB2, member RAS oncogene family (RAB2), mRNA 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 


NM 002812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 
(PSMD8), mRNA 


NM 002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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(PSMD2), mRNA 


NM_002816 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 
(PSMD12), mRNA 


NM_002814 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 10 
(PSMD10), mRNA 


NM_002789 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 4 
(PSMA4), mRNA 


NM_002787 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 
(PSMA2), mRNA 


NM_000951 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 2 
(PRRG2), mRNA 


NM_000950 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 1 
(PRRG1), mRNA 


NM 002750 


Homo sapiens mitogen-activated protein kinase 8 (MAPK8), mRNA 


NM 003981 


Homo sapiens protein regulator of cytokinesis 1 (PRO), mRNA 


NM_002717 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), alpha isoform (PPP2R2A), mRNA 


NM_002707 


Homo sapiens protein phosphatase 1G (formerly 2C), magnesium-dependent, 
gamma isoform (PPM1G), mRNA 


NM_003620 


Homo sapiens protein phosphatase ID magnesium-dependent, delta isoform 
(PPM1D), mRNA 


NM_003625 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (liprin), alpha 2 (PPFIA2), mRNA 


NM 002698 


Homo sapiens POU domain, class 2, transcription factor 2 (POU2F2), mRNA 


NM 002687 


Homo sapiens pinin, desmosome associated protein (PNN), mRNA 


NM 003662 


Homo sapiens Pirin (PIR), mRNA 


NM 002647 


Homo sapiens phosphoinositide-3 -kinase, class 3 (PIK3C3), mRNA 


NM 000286 


Homo sapiens peroxisomal biogenesis factor 12 (PEX12), mRNA 


NM 002861 


Homo sapiens phosphate cytidylyltransferase 2, ethanolamine (PCYT2), mRNA 


NM 002567 


Homo sapiens prostatic binding protein (PBP), mRNA 


NM_003899 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 7 (ARHGEF7), 
mRNA 


NM 002563 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 (P2RY1), mRNA 


NM 000913 


Homo sapiens opiate receptor-like 1 (OPRL1), mRNA 


NM_002493 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6 (17kD, 
B17) (NDUFB6), mRNA 


NM_002492 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5 (16kD, 
SGDH) (NDUFB5), mRNA 


NM_002489 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4 (9kD, 
MLRQ) (NDUFA4), mRNA 


NM_003684 


Homo sapiens MAP kinase-interacting serine/threonine kinase 1 (MKNK1), 
mRNA 


NM_003784 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 7 (SERPINB7), mRNA 


NM 002333 


Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3), mRNA 


NM 002285 


Homo sapiens lymphoid nuclear protein related to AF4 (LAF4), mRNA 


NM 002213 


Homo sapiens integrin, beta 5 (ITGB5), mRNA 


NM 003971 


Homo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 


Homo sapiens heat shock lOkD protein 1 (chaperonin 10) (HSPE1), mRNA 


NM_001521 


Homo sapiens general transcription factor IIIC, polypeptide 2 (beta subunit, 
HOkD) (GTF3C2), mRNA 


NM 001516 


Homo sapiens general transcription factor EH, polypeptide 3 (34kD subunit) 
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(GTF2H3), mRNA 


NM 003910 


Homo sapiens maternal G10 transcript (G10), mRNA 


NM 001969 


Homo sapiens eukaryotic translation initiation factor 5 (EIF5), mRNA 


NM 003751 


Homo sapiens eukaryotic translation initiation factor 3 , subunit 9 (eta, 1 1 6kD) 
(EIF3S9), mRNA 


NM 003755 


Homo sapiens eukaryotic translation initiation factor 3, subunit 4 (delta, 44kD) 
(EIF3S4), mRNA 


NM_003756 


Homo sapiens eukaryotic translation initiation factor 3, subunit 3 (gamma, 40kD) 
(ElF3S3),mRNA 


NM_001414 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 1 (alpha, 26kD) 
(EIF2B1), mRNA 


NM 001412 


Homo sapiens eukaryotic translation initiation factor 1A (EEF1 A), mRNA 

J_ ad _ 1 12 


NM 003566 


Homo sapiens early endosome antigen 1, 162kD (EEA1), mRNA 


NM 001957 


Homo sapiens endothelin receptor type A (EDNRA), mRNA 

C £_ -LC i 12 


NM 001936 


Homo sapiens dipeptidylpeptidase VI (DPP6), mRNA 


NM 003648 


Homo sapiens diacylglycerol kinase, delta (130kD) (DGKD), mRNA 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 


NM 003590 


Homo sapiens cullin 3 (CUL3), mRNA 


NM 003592 


Homo sapiens cullin 1 (CUL1), mRNA 


NM 001207 


Homo sapiens basic transcription factor 3 (BTF3), mRNA 


NM 001191 


Homo sapiens BCL2-like 1 (BCL2L1), mRNA 


NM 001689 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit c (subunit 9) isoform 3 (ATP5G3), mRNA 


NM 001688 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit b, isoform 1 (ATP5F1), mRNA 


NM_003664 


Homo sapiens adaptor-related protein complex 3, beta 1 subunit (AP3B1), 
mRNA 


NM 058168 


Homo sapiens gene differentially expressed in prostate (GDEP), mRNA 


NM 058222 


Homo sapiens tectorin beta (TECTB), mRNA 


NM_058192 


Homo sapiens ribosomal large subunit pseudouridine synthase C like (RLUCL), 
mRNA 


NM 058190 


Homo sapiens chromosome 21 open reading frame 70 (C21orf70), mRNA 


NM 058189 


Homo sapiens chromosome 21 open reading frame 69 (C21orf69), mRNA 


NM 058186 


Homo sapiens chromosome 21 open reading frame 1 1 (C21orf 1 1), mRNA 


NM 058184 


Homo sapiens chromosome 21 open reading frame 42 (C21orf42), mRNA 


NM 058182 


Homo sapiens chromosome 21 open reading frame 51 (C21orf51), mRNA 

£- 1_ 2 i 12 


NM 058180 


Homo sapiens chromosome 21 open reading frame 58 (C21orf58), mRNA 


NM 058173 


Homo sapiens small breast epithelial mucin (LOCI 18430), mRNA 

£— — i_ i 12 


NM 058172 


Homo sapiens capillary morphogenesis protein 2 (CMG2), mRNA 


NM 017884 


Homo sapiens PIN2 -interacting protein 1 (PINX1), mRNA 


NM 054021 


Homo sapiens G protein-coupled receptor 101 (GPR101), mRNA 


NM 053280 


Homo sapiens h-Shippo 1 (LOCI 13746), mRNA 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TRIM26), mRNA 


NM 052939 


Homo sapiens Fc receptor-like protein 3 (FCRH3), mRNA 


NM 052938 


Homo sapiens Fc receptor-like protein 1 (FCRH1), mRNA 


NM 052872 


Homo sapiens interleukin 17F (IL17F), mRNA 


NM 024011 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 1, mRNA 


NM_033621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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NM 033532 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 6, mRNA 


NM 033531 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 5, mRNA 


NM 033529 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 4, mRNA 


NM 033528 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 3, mRNA 


NM 033527 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 2, mRNA 


NM 006629 


Homo sapiens zinc finger protein 271 (ZNF271), mRNA 


NM 015294 


Homo sapiens tripartite motif-containing 37 (TRIM37), mRNA 


NM 033132 


Homo sapiens zinc family member 5 protein (ZIC5), mRNA 


NM 033108 


Homo sapiens heat shock transcription factor 2-like (LOC86614), mRNA 


NM 033106 


Homo sapiens galanin-like peptide precursor (LOC85569), mRNA 


NM 033105 


Homo sapiens beta cysteine string protein (LOC85479), mRNA 


NM 033104 


Homo sapiens stonin 2 (LOC85439), mRNA 


NM 033102 


Homo sapiens prostein protein (LOC85414), mRNA 


NM_003823 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68E, mRNA 


NM 006470 


Homo sapiens tripartite motif-containing 16 (TRIM 16), mRNA 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


NM 032595 


Homo sapiens neurabin II (LOC84687), mRNA 


NM 032584 


Homo sapiens zinc finger protein 347 (ZNF347), mRNA 


NM_032576 


Homo sapiens lipopolysaccaride-specific response 5-like protein (LOC84663), 
mRNA 


NM_032518 


Homo sapiens collagen-like Alzheimer amyloid plaque component precursor 
(LOC84570), mRNA 


NM 032509 


Homo sapiens RNA binding protein (LOC84549), mRNA 


NM 032484 


Homo sapiens hypothetical protein (LOC84514), mRNA 


NM 032389 


Homo sapiens zinc finger protein 289, ID 1 regulated (ZNF289), mRNA 


NM 031918 


Homo sapiens Krupp el-like factor 16 (KLF16), mRNA 


NM_031463 


Homo sapiens steroid dehydrogenase-like (LOC83693), mRNA 


NM 031461 


Homo sapiens CocoaCrisp (LOC83690), mRNA 


NM_031417 


Homo sapiens MAP/microtubule affinity-regulating kinase like 1 (MARKL1), 
mRNA 


NM 030791 


Homo sapiens sphingosine-1 -phosphatase (LOC81537), mRNA 


NM_024670 


Homo sapiens suppressor of variegation 3-9 (Drosophila) homolog 2; 
hypothetical protein FLJ23414 (SUV39H2), mRNA 


NM_003414 


Homo sapiens zinc finger protein 267 (ZNF267), transcript variant 498723, 
mRNA 


NM_023945 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 5 
(MS4A5), mRNA 


NM_023014 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65 122), mRNA 


NM_023013 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65 121), mRNA 


NM 022357 


Homo sapiens putative metallopeptidase (family Ml 9) (LOC64180), mRNA 


NM 022355 


Homo sapiens putative dipeptidase (LOC64174), mRNA 


NM 022353 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 


NM 022345 


Homo sapiens uterine-derived 14 kDa protein (LOC64150), mRNA 


NM_022343 


Homo sapiens 17kD fetal brain protein (LOC64148), mRNA 


NM_022340 


Homo sapiens FYVE-finger-containing Rab5 effector protein rabenosyn-5 
(LOC64145), mRNA 


NM_021932 


Homo sapiens hypothetical protein from EUROIMAGE 1987170 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 35 (DDX35), 
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mRNA 


NM 021632 


Homo sapiens zinc-finger protein ZBRK1 (ZBRK1), mRNA 


NM 021630 


Homo sapiens PDZ-LEVE protein mystique (LOC59346), mRNA 


NM 019591 


Homo sapiens zinc finger protein 26 (KOX 20) (ZNF26), mRNA 


NM 018675 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


NM 021226 


Homo sapiens hypothetical protein from clones 23549 and 23762 (LOC58504), 
mRNA 


NM_021211 


Homo sapiens transposon-derived Buster 1 transposase-like protein (LOC58486), 
mRNA 


NM 021186 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), mRNA 


NM 020903 


Homo sapiens ubiquitin-specific processing protease (LOC57663), mRNA 


NM 020666 


Homo sapiens CDC-like kinase 4 (CLK4), mRNA 


NM 020421 


Homo sapiens hypothetical protein (LOC57143), mRNA 


NM 020140 


Homo sapiens putative 47 kDa protein (LOC56899), mRNA 


NM_0 16305 


Homo sapiens synovial sarcoma translocation gene on chromosome 18-like 2 
(SS18L2),mRNA 


NM 016417 


Homo sapiens clone FLB4739 (LOC51218), mRNA 


NM 020467 


Homo sapiens hypothetical protein from clone 643 (LOC57228), mRNA 


NM 020389 


Homo sapiens putative capacitative calcium channel (trp7), mRNA 


NM_020385 


Homo sapiens XPMC2 protein (LOC57109), mRNA 


NM 020381 


Homo sapiens candidate tumor suppressor protein (LOC57107), mRNA 


NM 020372 


Homo sapiens organic cation transporter (LOC57100), mRNA 


NM 020158 


Homo sapiens exosome component Rrp46 (RRP46), mRNA 


NM_020147 


Homo sapiens hypothetical protein from EUROIMAGE 5 1 1235 (LOC56906), 
mRNA 


NM 020154 


Homo sapiens chromosome 11 hypothetical protein ORF3 (LOC56851), mRNA 


NM 019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


NM 019059 


Homo sapiens 6.2 kd protein (LOC54543), mRNA 


NM 019037 


Homo sapiens exosome component Rrp41 (FLJ20591), mRNA 


NM 018579 


Homo sapiens mitochondrial solute carrier (LOC51312), mRNA 


NM 018485 


Homo sapiens G protein-coupled receptor C5L2 (LOC55868), mRNA 


NM_0 18479 


Homo sapiens uncharacterized hypothalamus protein HCDASE (LOC55862), 
mRNA 


NM 018447 


Homo sapiens 30 kDa protein (LOC55831), mRNA 


NM 018443 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


NM 018430 


Homo sapiens hypothetical protein (LOC55815), mRNA 


NM 018402 


Homo sapiens interleukin 26 (IL26), mRNA 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


NM 018171 


Homo saniens hvnothetical nrotein FLJ10659 (FLJ10659^ mRNA 


NM 017530 


Homo sapiens hypothetical protein LOC55565 (LOC55565), mRNA 


NM 013385 


Homo saniens nleckstrin homoloov Sec7 and coiled/coil domains 4 rPSCT")4^ 
mRNA 


NM 016651 


Homo saniens hentacellular carcinoma novel £ene-^ nrotein (1 ^^9^ 
mRNA 


NM 016955 


Homo sapiens soluble liver antigen/liver pancreas antigen (LOC51091), mRNA 


NM 016422 


Homo sapiens C3HC4-like zinc finger protein (ZFP26), mRNA 


NM_0 16520 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759), 
mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type HE (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOC51693), mRNA 
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NM 016140 


Homo sapiens brain specific protein (LOC51673), mRNA 


NM 016107 


Homo sapiens zinc finger RNA binding protein (ZFR), mRNA 


NM 016098 


Homo sapiens HSPC040 protein (LOC51660), mRNA 


NM 016095 


Homo sapiens HSPC037 protein (LOC51659), mRNA 


NM_0 16086 


Homo sapiens map kinase phosphatase-like protein MK-STYX (LOC51657), 
mRNA 


NM 016061 


Homo sapiens CGI-127 protein (LOC51646), mRNA 


NM 016039 


Homo sapiens CGI-99 protein (LOC51637), mRNA 


NM 016029 


Homo sapiens CGI-86 protein (LOC51635), mRNA 


NM 016024 


Homo sapiens CGI-79 protein (LOC51634), mRNA 


NM 016019 


Homo sapiens CGI-74 protein (LOC51631), mRNA 


NM 015964 


Homo sapiens brain specific protein (LOC51673), mRNA 


NM 015939 


Homo sapiens CGI-09 protein (LOC51605), mRNA 


NM 016647 


Homo sapiens mesenchymal stem cell protein DSCD75 (LOC51337), mRNA 


NM 016646 


Homo sapiens mesenchymal stem cell protein DSCD28 (LOC51336), mRNA 


NM 016632 


Homo sapiens ARF protein (LOC51326), mRNA 


NM 016629 


Homo sapiens hypothetical protein (LOC51323), mRNA 


NM 016627 


Homo sapiens hypothetical protein (LOC51321), mRNA 


NM 016626 


Homo sapiens hypothetical protein (LOC51320), mRNA 


NM 016618 


Homo sapiens hypothetical protein (LOC51315), mRNA 


NM 016616 


Homo sapiens NM23-H8 (LOC51314), mRNA 


NM 016613 


Homo sapiens AD021 protein (LOC51313), mRNA 


NM 016612 


Homo sapiens mitochondrial solute carrier (LOC51312), mRNA 


NM 016594 


Homo sapiens FK506 binding protein precursor (LOC5 1303), mRNA 


NM 016562 


Homo sapiens toll-like receptor 7 (TLR7), mRNA 


NM 016546 


Homo sapiens complement Clr-like proteinase precursor, (LOC51279), mRNA 


NM 016534 


Homo sapiens apoptosis-related protein PNAS-1 (LOC51275), mRNA 


NM 016521 


Homo sapiens E2F-like protein (LOC51270), mRNA 


NM 016511 


Homo sapiens C-type lectin-like receptor-1 (LOC51267), mRNA 


NM 016509 


Homo sapiens C-type lectin-like receptor-2 (LOC51266), mRNA 


NM 016496 


Homo sapiens hypothetical protein (LOC51257), mRNA 


NM 016494 


Homo sapiens hypothetical protein (LOC51255), mRNA 


NM 016484 


Homo sapiens hypothetical protein (LOC51248), mRNA 


NM 016471 


Homo sapiens hypothetical protein (LOC51242), mRNA 


NM 016467 


Homo sapiens hypothetical protein (LOC51240), mRNA 


NM 016454 


Homo sapiens hypothetical protein (LOC51234), mRNA 


NM_0 16429 


Homo sapiens COPZ2 for nonclathrin coat protein zeta-COP (LOC51226), 
mRNA 


NM 016383 


Homo sapiens HOM-TES-85 tumor antigen (LOC51213), mRNA 


NM 016380 


Homo sapiens diferentiation-related protein difl3 (LOC51212), mRNA 


NM 016364 


Homo sapiens protein phosphatase (LOC51207), mRNA 


NM 016339 


Homo sapiens Link guanine nucleotide exchange factor II (LOC51 195), mRNA 


NM 016338 


Homo sapiens Ran binding protein 1 1 (LOC51 194), mRNA 


NM 016331 


Homo sapiens zinc finger protein ANC_2H01 (LOC51193), mRNA 


NM 016311 


Homo sapiens ATPase inhibitor precursor (LOC5 1 189), mRNA 


NM_0 16256 


Homo sapiens N-acetylglucosamine-l-phosphodiester alpha-N- 
acetylglucosaminidase (LOC51172), mRNA 


NM_0 16223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(PACSIN3), mRNA 


NM 016202 


Homo sapiens LDL induced EC protein (LOC51 157), mRNA 


NM 016175 


Homo sapiens truncated calcium binding protein (LOC51 149), mRNA 


NM 016162 


Homo sapiens candidate tumor suppressor p33 ING1 homolog (LOC51147), 
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mRNA 


NM 016158 


Homo sapiens erythrocyte transmembrane protein (LOC5 1 145), mRNA 


NM 016142 


Homo sapiens steroid dehydrogenase homolog (LOC51144), mRNA 


NM 016141 


Homo sapiens dynein light chain-A (LOC5 1 143), mRNA 


NM 016125 


Homo sapiens PTD016 protein (LOC5 1 136), mRNA 


NM 016121 


Homo sapiens NY-REN-45 antigen (LOC51133), mRNA 


NM 016102 


Homo sapiens tripartite motif-containing 17 (TRIM 17), mRNA 


NM 016038 


Homo sapiens CGI-97 protein (LOC51 1 19), mRNA 


NM 016035 


Homo sapiens CGI-92 nrotein (XOC5 1 1 171 mRNA 


NM 016026 


Homo sapiens CGI-82 protein (LOC51109), mRNA 


NM 016010 


Homo sapiens CGI-62 protein (LOC51 101), mRNA 


NM 016001 


Homo sapiens CGI-48 protein (LOC51096), mRNA 


NM 015996 


Homo sapiens CGI-40 protein (LOC51092), mRNA 


NM 015978 


Homo sapiens putative protein-tyrosine kinase (LOC51086), mRNA 


NM 015962 


Homo sapiens CGI-35 protein (LOC51077), mRNA 


NM 015960 


Homo saniens CGI-32 nrotein (LOC5 10761 mRNA 


NM 015957 


Homo saniens CGI-29 nrotein (XOC5 10741 mRNA 


NM 015954 


Homo saniens CGI-26 nrotein (LOC5 10711 mRNA 


NM_015917 


Homo sapiens glutathione S-transferase subunit 13 homolog (LOC51064), 
mRNA 


NM 015913 


Homo sapiens hypothetical protein (LOC51060), mRNA 


NM 015912 


Homo sapiens hypothetical protein (LOC51059), mRNA 


NM 015911 


Homo sapiens hypothetical protein (LOC51058), mRNA 


NM 015907 


Homo sapiens leucine aminopeptidase (LOC51056), mRNA 


NM 015883 


Homo sapiens clone 1900 unknown protein (LOC51049), mRNA 


NM 015872 


Homo saniens kruonel-related zinc fineer nrotein hcKrox f LOC5 1 0431 mRNA 


NM 015871 


Homo sapiens zinc finger protein (LOC51042), mRNA 


NM 016072 


Homo saniens CGI-141 nrotein TLOC5 10261 mRNA 


NM 016068 


Homo sapiens CGI-135 protein (LOC51024), mRNA 


NM 016053 


Homo sapiens CGI-1 16 protein (LOC51019), mRNA 


NM 016046 


Homo saniens homoloer of veast exosomal core nrotein C^SIT 4 fC^SlT 41 mRNA 


NM 016042 


Homo sapiens exosome component Rrp40 (RRP40), mRNA 


NM 015944 


Homo saniens CGI-14 nrotein fLOC5 10051 mRNA 


NM 016060 


Homo saniens CGI-1 25 nrotein (T OC51 0031 mRNA 


NM 016482 


Hnmo ^anifTi^ hpnfitonPi hilar parpinoma-a^QOpiafprf ant i crf^n SO fT Of" 1 ^ 1 7S*^ 

mRNA 


NM 014681 


Homo saniens DEAD/H (Asn-Glu-Ala-Asn/Hisl box nolvnentide 34 fDDX341 
mRNA 


NM 014415 


Homo sapiens zinc finger protein (ZNF-U69274), mRNA 


NM 014579 


Homo sapiens zinc transporter (Z1P2), mRNA 


NM_0 14347 


Homo saniens zinc fineer nrotein (ZF51281 mRNA 


NM 007146 


Homo saniens zinc fineer nrotein 161 fZNF1611 mRNA 


NM 006626 


Homo sapiens zinc finger protein with interaction domain (ZLD), mRNA 


NM 006336 


Homo saniens ZVG homoloer (7~YCt\ mRNA 


NM_006138 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 3 

Hi em a ton nipt in npll-^'nppifir'^ nVT^I4A'^l mRlMA 


NM 005741 


Homo sapiens zinc finger protein 263 (ZNF263), mRNA 


NM_000227 


Homo sapiens laminin, alpha 3 (nicein (150kD), kalinin (165kD), BM600 
(150kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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candidiasis ectodermal dystrophy) (AIRE), transcript variant 3, mRNA 


NM_000658 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-2, mRNA 


NM_000383 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant ADRE-1, mRNA 


NM 003451 


Homo sapiens zinc finger protein 177 (ZNF177), mRNA 


NM 003419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 


NM_003407 


Homo sapiens zinc finger protein 36, C3H type, homolog (mouse) (ZFP36), 
mRNA 


NM_001519 


Homo sapiens BRF1 homolog, subunit of RNA polymerase III transcription 
initiation factor IHB (S.cerevisiae) (BRF1), mRNA 


NM_000157 


Homo sapiens glucosidase, beta; acid (includes glucosylceramidase) (GBA), 
mRNA 


NM 057178 


Homo sapiens fring (LOCI 17584), mRNA 


NM_057177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 19 (ALS2CR1 9), mRNA 


NM_058178 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 2, mRNA 


NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1, mRNA 


NM 012223 


Homo sapiens myosin IB (MYOIB), mRNA 


NM_0 15277 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
4-like (NEDD4L), mRNA 


NM 015074 


Homo sapiens kinesin family member IB (KIF1B), mRNA 


NM_032591 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 7 
(SLC9A7), mRNA 


NM 014208 


Homo sapiens dentin sialophosphoprotein (DSPP), mRNA 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


NM_005461 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog B 
(avian) (MAFB), mRNA 


NM_030761 


Homo sapiens wingless-type MMTV integration site family, member 4 (WNT4), 
mRNA 


NM_032642 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant I, mRNA 


NM_030775 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 2, mRNA 


NM_003392 


Homo sapiens wingless-type MMTV integration site family, member 5 A 
(WNT5A), mRNA 


NM_057168 


Homo sapiens wingless-type MMTV integration site family, member 16 
(WNT16), transcript variant 1, mRNA 


NM_0 16087 


Homo sapiens wingless-type MMTV integration site family, member 16 
(WNT16), transcript variant 2, mRNA 


NM_012101 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 1, 
mRNA 


NM_058193 


Homo sapiens tripartite motif-containing 29 (TRJM29), transcript variant 2, 
mRNA 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


NM 058248 


Homo sapiens DNase II-like acid DNase (DLAD), transcript variant 2, mRNA 


NM 021233 


Homo sapiens DNase II-like acid DNase (DLAD), transcript variant 1, mRNA 


NM_058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a', 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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mRNA 


NM 003312 


Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), mRNA 


NM 020731 


Homo sapiens dioxin receptor repressor (AHRR), mRNA 


NM 053049 


Homo sapiens stresscopin (SPC), mRNA 


NM 052834 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 2, mRNA 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1, mRNA 


NM 000507 


Homo sapiens fructose- 1, 6 -bisphosphatase 1 (FBP1), mRNA 


NM 002581 


Homo sapiens pregnancy-associated plasma protein A (PAPPA), mRNA 


NM 000968 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


NM 005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA 


NM_030811 


Homo sapiens mitochondrial ribosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)22497 


Homo sapiens mitochondrial ribosomal protein S25 (MRPS25), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_053023 


Homo sapiens zinc finger protein homologous to Zfp91 in mouse (ZFP91), 
mRNA 


NM 052826 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 2, mRNA 


NM 052825 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 3, mRNA 


NM 052821 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 2, mRNA 


NM 017588 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1, mRNA 


NM 052990 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 4, mRNA 


NM 052989 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 2, mRNA 


NM 052985 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 1, mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 3, mRNA 


NM 031902 


Homo sapiens mitochondrial ribosomal protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 15969 


Homo sapiens mitochondrial ribosomal protein S17 (MRPS17), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 16065 


Homo sapiens mitochondrial ribosomal protein S16 (MRPS16), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_031280 


Homo sapiens mitochondrial ribosomal protein S15 (MRPS15), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)22839 


Homo sapiens mitochondrial ribosomal protein SI 1 (MRPS1 1), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ) 16034 


Homo sapiens mitochondrial ribosomal protein S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 16070 


Homo sapiens mitochondrial ribosomal protein S23 (MRPS23), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_020191 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_018135 


Homo sapiens mitochondrial ribosomal protein S18A (MRPS18A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 021996 


Homo sapiens Forssman glycolipid synthetase (FS), mRNA 


NM__052815 


Homo sapiens immediate early response 3 (EER3), transcript variant long, 
mRNA 


NM_003897 


Homo sapiens immediate early response 3 (IER3), transcript variant short, 
mRNA 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NM_048368 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide 
A) phosphatase, subunit 1 (CTDP1), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide 
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A) phosphatase, subunit 1 (CTDP1), transcript variant FCPla, mRNA 


NM 015719 


Homo sapiens collagen, type V, alpha 3 (COL5A3), mRNA 


NM 000393 


Homo sapiens collagen, type V, alpha 2 (COL5A2), mRNA 


NM 000093 


Homo sapiens collagen, type V, alpha 1 (COL5A1), mRNA 


NM 001256 


Homo sapiens cell division cycle 27 (CDC27), mRNA 


NM 004661 


Homo sapiens CDC23 (cell division cycle 23, yeast, homolog) (CDC23), mRNA 


NMJ)37370 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 2, 
mRNA 


NMJH2142 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 1, 
mRNA 


NM 019592 


Homo sapiens ring finger protein 20 (RNF20), mRNA 


NM 003386 


Homo sapiens zonadhesin (ZAN), mRNA 


NM_001959 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 1, mRNA 


NM_021121 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 2, mRNA 


NM 006778 


Homo sapiens ring finger protein 9 (RNF9), transcript variant 1, mRNA 


NM 052828 


Homo sapiens ring finger protein 9 (RNF9), transcript variant 2, mRNA 


NM_007028 


Homo sapiens tripartite motif-containing 31 (TRIM31), transcript variant 1, 
mRNA 


NG 000019 


Homo sapiens chorionic gonadotropin beta region (CGB@) on chromosome 19 


NM 052952 


Homo sapiens disrupted in renal carcinoma 1 (DIRC1), mRNA 


NM 000989 


Homo sapiens ribosomal protein L30 (RPL30), mRNA 


NM 000978 


Homo sapiens ribosomal protein L23 (RPL23), mRNA 


NM 000985 


Homo sapiens ribosomal protein LI 7 (RPL17), mRNA 


NM 019035 


Homo sapiens protocadherin 18 (PCDH18), mRNA 


NM 017809 


Homo sapiens nuclear RNA export factor 2 (NXF2), transcript variant 1, mRNA 


NM 030943 


Homo sapiens amnionless protein (AMN), mRNA 


NM 022053 


Homo sapiens nuclear RNA export factor 2 (NXF2), transcript variant 2, mRNA 


NM 014762 


Homo sapiens 24-dehydrocholesterol reductase (DHCR24), mRNA 


NM 023922 


Homo sapiens taste receptor, type 2, member 14 (TAS2R14), mRNA 


NM 023921 


Homo sapiens taste receptor, type 2, member 10 (TAS2R10), mRNA 


NM 023920 


Homo sapiens taste receptor, type 2, member 13 (TAS2R13), mRNA 


NM 023919 


Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


NM 023918 


Homo sapiens taste receptor, type 2, member 8 (TAS2R8), mRNA 


NM 023917 


Homo sapiens taste receptor, type 2, member 9 (TAS2R9), mRNA 


NM_022100 


Homo sapiens mitochondrial ribosomal protein S14 (MRPS14), nuclear gene 
encoding mitochondrial protein, mRNA 


NM__022169 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 4 
(ABCG4), mRNA 


NM_0 18031 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 1, mRNA 


NM 012333 


Homo sapiens c-myc binding protein (MYCBP), mRNA 


NM 014586 


Homo sapiens hormonally upregulated Neu-associated kinase (HUNK), mRNA 


NM 014296 


Homo sapiens calpain 7 (CAPN7), mRNA 


NM 006615 


Homo sapiens calpain 9 (nCL-4) (CAPN9), mRNA 


NM_005807 


Homo sapiens proteoglycan 4, (megakaryocyte stimulating factor, articular 
superficial zone protein, camptodactyly, arthropathy, coxa vara, pericarditis 
syndrome) (PRG4), mRNA 


NM 004467 


Homo sapiens fibrinogen-like 1 (FGL1), mRNA 


NM_003391 


Homo sapiens wingless-type MMTV integration site family member 2 (WNT2), 
mRNA 


NM 002995 


Homo sapiens small inducible cytokine subfamily C, member 1 (lymphotactin) | 
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(SCYC1), mRNA 


NM 002477 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


NM_058253 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 000623 


Homo sapiens bradykinin receptor B2 (BDKRB2), mRNA 


NM_000424 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 
Meara/Kobner/Weber-Cockayne types) (KRT5), mRNA 


NM 002272 


Homo sapiens keratin 4 (KRT4), mRNA 


NM 057088 


Homo sapiens keratin 3 (KRT3), mRNA 


NM 006121 


Homo sapiens keratin 1 (epidermolytic hyperkeratosis) (KRT1), mRNA 


NM 057182 


Homo sapiens cyclin El (CCNE1), transcript variant 2, mRNA 


NM 001238 


Homo sapiens cyclin El (CCNE1), transcript variant 1, mRNA 


NM 054029 


Homo sapiens chromosome 8 open reading frame 14 (C8orfl4), mRNA 


NM 054017 


Homo sapiens chromosome 8 open reading frame 12 (C8orfl2), mRNA 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 
mRNA 


NM 004926 


Homo sapiens zinc finger protein 36, C3H type-like 1 (ZFP36L1), mRNA 


NM 006887 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZFP36L2), mRNA 


NM 015355 


Homo sapiens joined to JAZF1 (JJAZ1), mRNA 


NM_005642 


Homo sapiens TAF7 RNA polymerase II, TATA box binding protein (TBP)- 
associated factor, 55 kD (TAF7), mRNA 


NM 032685 


Homo sapiens hypothetical protein MGC 13005 (MGC13005), mRNA 


NM_032656 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 37 (DDX37), 
mRNA 


NM 031919 


Homo sapiens cystatin andDUF19 domain containing 1 (CSDUFD1), mRNA 


NM 031475 


Homo sapiens espin (ESPN), mRNA 


NM 024101 


Homo sapiens melanophilin (MLPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


NM_021201 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 7 
(MS4A7), mRNA 


NM 020634 


Homo sapiens growth differentiation factor 3 (GDF3), mRNA 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x (MKPX), mRNA 


NM_002897 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RJBMS1), transcript variant scr2, mRNA 


NM_0 16839 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-2, mRNA 


NM_016838 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-1, mRNA 


NM_016837 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS 1 ), transcript variant MSSP-3 , mRNA 


NM_016836 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant YC1, mRNA 


NM 016941 


Homo sapiens delta-like 3 (Drosophila) (DLL3), mRNA 


NM 016335 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


NM 015344 


Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA 


NM 014450 


Homo sapiens SHP2 interacting transmembrane adaptor (SIT), mRNA 


NM 007159 


Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM_004974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SII), 2 (TCEA2), mRNA 
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NM 001010 


Homo sapiens ribosomal protein S6 (RPS6) 5 mRNA 


NM 000981 


Homo sapiens ribosomal protein LI 9 (RPL19), mRNA 


NM 003378 


Homo sapiens VGF nerve growth factor inducible (V GF) 5 mRNA 


NM 001612 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 1, mRNA 


NM_020115 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 11, 
mRNA 


NM 020114 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 9, mRNA 


NM 020113 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 8 5 mRNA 


NM 020112 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 7 5 mRNA 

r r \ L-L 4 


NM 020111 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 6, mRNA 


NM 020110 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 10, 
mRNA ^ 1 


NM 020109 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 5, mRNA 


NM 020108 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 4, mRNA 


NM 020107 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 3, mRNA 


NM 020069 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 2, mRNA 


NM 022909 


Homo sapiens centromere protein H (CENPH), mRNA 


NMJ)21734 


Homo sapiens solute carrier family 25 (mitochondrial deoxynucleotide carrier), 
member 19 (SLC25A19), mRNA 


NM_021259 


Homo sapiens transmembrane protein 8 (five membrane-spanning domains) 
(TMEM8), mRNA 


NM 020139 


Homo sapiens oxidoreductase UCPA (LOC56898), mRNA 


NM 015975 


Homo sapiens TAF9-like RNA polymerase II, TATA box binding protein 
(TBPVassociated factor, 31 kD (TAF9L), mRNA 


NM__0 13271 


Homo sapiens proprotein convertase subtilisin/kexin type 1 inhibitor (PCSK1N), 
mRNA 


NM 000904 


Homo sapiens NAD(P)H dehydrogenase, quinone 2 (NQ02), mRNA 


NM 000903 


Homo sapiens NAD(P)H dehydrogenase, quinone 1 (NQOl), mRNA 


NM 002959 


Homo sapiens sortilin 1 (SORT1), mRNA 


NM 057170 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 2, mRNA 


NM_057169 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 1, mRNA 


NM 057161 


Homo sapiens testis intracellular mediator protein (PEAS), mRNA 


NM 057167 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 5, mRNA 


NM 057166 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 4, mRNA 


NM 057165 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 3, mRNA 


NM 057164 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 2, mRNA 


NM 014776 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 3, mRNA 


NM 004369 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 1, mRNA 


NM_001183 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), \ 
subunit 1 (ATP6S1), mRNA 


NM 000675 


Homo sapiens adenosine A2a receptor (ADORA2A), mRNA 


NM 033027 


Homo sapiens AXIN1 up-regulated (AXUD1), mRNA 


NM 002539 


Homo sapiens ornithine decarboxylase 1 (ODC1), mRNA 


NM_058004 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 2, mRNA 


NM 000992 


Homo sapiens ribosomal protein L29 (RPL29), mRNA 


NM 000984 


Homo sapiens ribosomal protein L23a (RPL23A), mRNA 


NM 001289 


Homo sapiens chloride intracellular channel 2 (CLIC2), mRNA 


NM 018648 


Homo sapiens nucleolar protein family A, member 3 (H/ACA small nucleolar 
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RNPs) (NOLA3), mRNA 


NM 021947 


Homo sapiens serine racemase (SRR), mRNA 


NM 016579 


Homo sapiens 8D6 antigen (8D6A) 5 mRNA 


NM 006849 


Homo sapiens protein disulfide isomerase, pancreatic (PDIP), mRNA 


NM_002650 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PHC4CA), transcript variant 1, mRNA 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA 


NM 000987 


Homo sapiens ribosomal protein L26 (RPL26), mRNA 


NM 000986 


Homo sapiens ribosomal protein L24 (RPL24), mRNA 


NM 031964 


Homo sapiens keratin associated protein 17.1 (KAP17.1), mRNA 


NM 000420 


Homo sapiens Kell blood group (KEL), mRNA 


NM_052841 


Homo sapiens serine/threonine kinase 22C (spermiogenesis associated) 
(STK22C), mRNA 


NM 017647 


Homo sapiens FtsJ homolog 3 (E. coli) (FTSJ3), mRNA 


NM 001845 


Homo sapiens collagen, type IV, alpha 1 (COL4A1), mRNA 1 


NM 016508 


Homo sapiens cyclin-dependent kinase-like 3 (CDKL3), mRNA 


NM 001261 


Homo sapiens cyclin-dependent kinase 9 (CDC2-related kinase) (CDK9), mRNA 


J.N1VX \J*J~J 1 J 1 


Homo sapiens wingless-type MMTV integration site family, member 3 A 
(WNT3A), mRNA 


NM 0^0753 


Homo sapiens wingless-type MMTV integration site family, member 3 (WNT3), 
mRNA 


NM_003396 


Homo sapiens wingless-type MMTV integration site family, member 15 
(WNT15), mRNA 


NM 004626 


Homo sapiens wingless-type MMTV integration site family, member 1 1 
(WNT11), mRNA 


NM 057176 


Homo sapiens barttin (BSND), mRNA 


NM 012079 


Homo sapiens diacylglycerol O-acyltransferase homolog 1 (mouse) (DGAT1), 
mRNA 


NM 005490 


Homo sapiens SH2 domain-containing 3A (SH2D3A), mRNA 


NM_032563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 
mRNA 


NM 014914 


Homo sapiens centaurin, gamma 2 (CENTG2), mRNA 


NM 014161 


Homo sapiens mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 


NM 004895 


Homo sapiens cold autoinflammatory syndrome 1 (CIAS1), mRNA 


NM 000086 


Homo sapiens ceroid-lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer- 
Vogt disease) (CLN3), mRNA 


NM 033341 


Homo sapiens baculoviral IAP repeat-containing 8 (BIRC8), mRNA 


NM_054013 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 2, 
mRNA 


NM 000449 


Homo sapiens regulatory factor X, 5 (influences HLA class II expression) 
(RFX5), mRNA 


NM_054025 


Homo sapiens beta- 1,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 2, mRNA 


NM 002628 


Homo sapiens profilin 2 (PFN2), transcript variant 2, mRNA 


NM 053024 


Homo sapiens profilin 2 (PFN2), transcript variant 1, mRNA 


NM 003930 


Homo sapiens src family associated phosphoprotein 2 (SCAP2), mRNA 


NMJH4018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ315971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoding mitochondrial nrotein rnRNA 

VlAVV/vilAJ-Cj 1111 Lv VllvllUJL aUJL L/l Vtvlll^ J-iiivi il 


NM 018141 

JL ^ XV JL \J X \J X r X 


Homo sapiens mitochondrial ribosomal protein S10 (MRPS10), nuclear gene 
encoding mitochondrial protein, rnRNA 


NM 014046 


Homo sapiens mitochondrial ribosomal protein S 1 8B (MRPS 1 8B), nuclear gene 
encoding mitochondrial protein, rnRNA 


NM 006513 i 


Homo saniens servl-tRNA svnthetase fSARS^ rnRNA 


NM 021153 


Homo sapiens cadherin 19, type 2 (CDH19), rnRNA 


\J J J \j\J'-r 


T-Tomo saniens eadherin 1 1 tvnp 9 CYR-eaHherin f osteohl a st^ ^r^T^HI 1 i transerint 

JL-lWlllv./ OClL/Xv/xlo \^>CX\Xxx\->x. 111 -XX., Uv WJL* vdUllvl 111 ^Uo LV^ w UluOL J ^Vl/111 X J , LI ClllO^l x^J L 

variant 2, rnRNA 


NM 001797 i 

JL ^ IVX \J\J 1 / J7 / 


Pomn saniens oadherin 1 1 tvnp, 9 CVR-oadherin ^osteoblasts fCTT)H1 1S transcrint 

XlUlllW OCXL/XwXXO wUVillvl XXX X X, I Y J^J V-/ ^-r, V_/JL-» VCiUllVl 111 ^V/OlWUltlOiy ^VX/111 X / , LI Ulluvl XT 

variant 1, rnRNA 


NM 0^3381 


Homo saniens collaeren tvne IV alnha 5 ( Alnort svndromeS fCOL4A5i 
transcript variant 3 rnRNA 


NM 033380 


Homo saniens collagen tvne IV alnha 5 ( Alnort svndromeS ( COL4A5 1 
transcript variant 2, rnRNA 


NM 000495 


Homo saniens collagen tvne TV alnha 5 f Alnort svndromei fdOL4A5S 

X 1W111U OUL/lvllO VVllUgVllj IV Uv XV, CXX1_/XXCX *J \^JL VI V >' 1 i, O Jr 11U1 V/111V y — ' J — / n x.+s 

trans crint variant 1 rnRNA 

IX CVIIOVX X |L/ |/ V CXX Itill L/ X ^ liiXVl A J. X 


NM 000092 


Homo sapiens collagen, type IV, alpha 4 (COL4A4), rnRNA 


NM 033184 


Homo saniens keratin associated nrotein 2 4 (KAP2 4S rnRNA 


NM_032014 


Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene 
encoding mitochondrial nrotein rnRNA 

vllvV/VXlllg 1111 IWvliWllUl X11X L/l WlVlllj 111XV1 1 1 JL 


NM 001006 


Homo saniens ribosomal nrotein S3A fRPS3 PCs rnRNA 


NM_012411 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 2, rnRNA 


NM_015967 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
fPTPN22^ transcrint variant 1 rnRNA 

IX XX X l J—i — > / 5 UUlluvllpk V til 1(1111 X, llllvl li L 


NM 006310 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), rnRNA 


NM 033335 


ITomo saniens nnp,l ear reeentor si ihfa mil v 6 crroiin A member 1 fNR^AI^ 

11U111U OuU1L<11o llLXwl^ClX 1 V^V^V^L/ LU1 lj LXLJXC111 lll^y VJ, g,l \J LX^J XX, 11 IV^lll X ^lMVUriJ. J 5 

transcript variant 3, rnRNA 


NM 033334 

J. > 1. VX \J *J ~J *J *J ~ 


Homo saniens miel ear reeent or si ibfamilv 6 oronn A member 1 rT^R6Al^ 

11U111U OClUlwllO llllvlvUl 1 vwvUlvl O IX L/XClXllll^J \J , £^X W LX lv X lUVlllUvl X ^lllvvill ^, 

transcrint variant 1 rnRNA 


NM 001489 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 2, rnRNA 


NM 001606 

X ~ XT JL \J \F X v V V-/ 


Homo sapiens ATP-binding cassette, sub-family A (xABCl), member 2 
(xABCA2), rnRNA 


NM 002284 


Homo sapiens keratin, hair, basic, 6 (monilethrix) (KRTHB6), rnRNA 


NM 002283 


Homo sapiens keratin, hair, basic, 5 (KLRTHB5), rnRNA 


NM 002282 


Homo sapiens keratin, hair, basic, 3 (K1RTHB3), rnRNA 


NM 033033 


Homo sapiens keratin, hair, basic, 2 (KRTHB2), rnRNA 


NM 002281 


Homo sapiens keratin, hair, basic, 1 (KRTHB1), rnRNA 


NM 033045 


Homo sapiens keratin, hair, basic, 4 (KRTHB4), rnRNA 


NM 001011 


Homo sapiens ribosomal protein S7 (RPS7), rnRNA 


NM 000980 


Homo sapiens ribosomal protein LI 8a (RPL18A), rnRNA 


NM 000979 


Homo sapiens ribosomal protein LI 8 (RPL18), rnRNA 


NM 000977 


Homo sapiens ribosomal protein L13 (RPL13), transcript variant 1, rnRNA 


NM 033251 


Homo saniens ribosomal nrotein LI 3 fRPL13\ transcrint variant 2 rnRNA 

XXU111V OC1[J1L'11lj llUVJUlllul |_/X \J LV/111 X — ' X ^X\X IJA^/yj t/A UJ.1UV1 » 1*1 1UUI , llllvlll JL 


NM 000976 


Homo sapiens ribosomal protein L12 (RPL12), rnRNA 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPL1 1), rnRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), rnRNA 


NM_005082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF147), rnRNA 


NM 003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), rnRNA 
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NM_033181 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 3, 
mRNA 


NG_000018 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA.1@) on 
chromosome 17 


NMJB3151 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCCll),mRNA 


NM 006998 


Homo sapiens secretagogin (SECRET), mRNA 


NM 006201 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 1, mRNA 


NM 033019 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 3, mRNA 


NM 033018 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 2, mRNA 


NGJ)00012 


Homo sapiens genomic protocadherin gamma cluster (PCDHG@) on 
chromosome 5 


NM 001023 


Homo sapiens ribosomal protein S20 (RPS20), mRNA 


NM 004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 


NM 005755 


Homo sapiens Epstein-Barr virus induced gene 3 (EBB), mRNA 


NM 001015 


Homo sapiens ribosomal protein SI 1 (RPS1 1), mRNA 


NM 006923 


Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA 


NMJ303761 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (VAMP8), 
mRNA 


NM 031958 


Homo sapiens keratin associated protein 3.1 (KRTAP3.1), mRNA 


NM_031957 


Homo sapiens keratin associated protein 1.5 (KRTAP1.5), mRNA 


NM_004776 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
5 (B4GALT5), mRNA 


NM_030587 


Homo sapiens UDP-Gal : bet aGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 1, mRNA 


NM 003780 


Homo sapiens UDP-Gal :betaGlcN Ac beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 2, mRNA 


NM_004391 


Homo sapiens cytochrome P450, subfamily VIIIB (sterol 12-alpha-hydroxylase), 
polypeptide 1 (CYP8B1), mRNA 


NM 000785 


Homo sapiens cytochrome P450, subfamily XXVI3B (25 -hydroxyvitamin D-l- 
alpha-hydroxylase), polypeptide 1 (CYP27B1), mitochondrial protein encoded 
by nuclear gene, mRNA 


NM_031419 


Homo sapiens molecule possessing ankyrin repeats induced by 
lipopolysaccharide (MAIL), homolog of mouse (MAIL), mRNA 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


Homo sapiens tryptase, alpha (TPS1), mRNA 


NM 016630 


Homo sapiens acid cluster protein 33 (ACP33), mRNA 


NM 014458 


Homo sapiens Kelch motif containing protein (AB026190), mRNA 


NM 007207 


Homo sapiens dual specificity phosphatase 10 (DUSP10), mRNA 


NMJ330660 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MID), transcript 
variant 2, mRNA 


NM 022055 


Homo sapiens potassium channel, subfamily K, member 12 (KCNK12), mRNA 


NM 021175 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 


NM_016532 


Homo sapiens SKIP for skeletal muscle and kidney enriched inositol 
phosphatase (LOC51763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBP1), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA 


NM 014759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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NM 002590 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 1, mRNA 


NM 004826 


Homo sapiens endothelin converting enzyme-like 1 (ECEL1), mRNA 


NM 004420 


Homo sapiens dual specificity phosphatase 8 (DUSP8), mRNA 


NM 001012 


Homo sapiens ribosomal protein S8 (RPS8), mRNA 


NM 002595 


Homo sapiens PCTAIRE protein kinase 2 (PCTK2), mRNA 

A i i — 


NM 001395 


Homo sapiens dual specificity phosphatase 9 (DUSP9), mRNA 


NM_003887 


Homo sapiens development and differentiation enhancing factor 2 (DDEF2), 
mRNA 


NM 001446 


Homo sapiens fatty acid binding protein 7, brain (FABP7), mRNA 


NM_001259 


Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA 


NM_001760 


Homo sapiens cyclin D3 (CCND3), mRNA 


NM 001759 


Homo sapiens cyclin D2 (CCND2), mRNA 

£_ s£ i — 


NM 001237 


Homo sapiens cyclin A2 (CCNA2), mRNA 


NM_057158 


Homo sapiens dual specificity phosphatase 4 (DUSP4) transcript variant 2, 
mRNA 


NM_001394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcript variant 1, 
mRNA 


NM_052988 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 3, mRNA 


NM_052987 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 2, mRNA 


NM 057160 


Homo sapiens artemin (ARTN), transcript variant 3, mRNA 


NM 057091 


Homo sapiens artemin (ARTN), transcript variant 2, mRNA 


NM 057090 


Homo sapiens artemin (ARTN), transcript variant 4, mRNA 


NM 003976 


Homo sapiens artemin (ARTN), transcript variant 1, mRNA 


NM 000050 


Homo sapiens arginino succinate synthetase (ASS), transcript variant 1, mRNA 


NM 054012 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 2, mRNA 


NM 053286 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 2, mRNA 


NM 001652 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 1, mRNA 


NM_053032 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 8, 
mRNA 


NM_053031 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 7, 
mRNA 


NM_053030 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 5, 
mRNA 


NM_053029 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 4, 
mRNA 


NM 053028 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3B, 
mRNA 


NM_053027 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3 A, 
mRNA 


NM_053026 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 2, 
mRNA 


NM_053025 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 1, 
mRNA 


NM_0 16497 


Homo sapiens mitochondrial ribosomal protein 64 (MRP64), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_024026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021821 


Homo sapiens mitochondrial ribosomal protein S35 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 6, 
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mRNA 


NM 016640 


Homo sapiens mitochondrial ribosomal protein S30 (MRPS30), mRNA 


NM_053035 


Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM_0 16071 


Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 
1 , nuclear gene encoding mitochondrial protein, mRNA 


NM_031901 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM_0 18997 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM_033363 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
3, nuclear gene encoding mitochondrial protein, mRNA 


NM_033362 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 021144 


Homo sapiens PC4 and SFRS1 interacting protein 1 (PSIP1), mRNA 


NM 052953 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 


NM 033207 


Homo sapiens transmembrane protein HTMP10 (HTMP10), mRNA 


NM 030649 


Homo sapiens centaurin, beta 5 (CENTB5), mRNA 


NM_023936 


Homo sapiens mitochondrial ribosomal protein S34 (MRPS34), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021107 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM 014322 


Homo sapiens opsin 3 (encephalopsin, panopsin) (OPN3), mRNA 


NM 001260 


Homo sapiens cyclin-dependent kinase 8 (CDK8) ? mRNA 


NM_003674 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 1, mRNA 


NM 057094 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 3, mRNA 


NM 057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA 


NM 052984 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 2, mRNA 


NM 000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1, mRNA 


NM 052827 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 2, mRNA 


NM 001798 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 1, mRNA 


NM_006522 


Homo sapiens wingless-type MMTV integration site family, member 6 (WNT6), 
mRNA 


NM_005430 


Homo sapiens wingless-type MMTV integration site family, member 1 (WNT1), 
mRNA 


NM_003394 


Homo sapiens wingless-type MMTV integration site family, member 10B 
(WNT10B), mRNA 


NM_025216 


Homo sapiens wingless-type MMTV integration site family, member 10A 
(WNT10A), mRNA 


NM_005370 


Homo sapiens mel transforming oncogene (derived from cell line NK14)- RAB8 
homolog (MEL), mRNA 


NM 033100 


Homo sapiens MT-protocadherin (KIAA1775), mRNA 


NM 005086 


Homo sapiens sarcospan (Kras oncogene-associated gene) (SSPN), mRNA 


NM 003737 


Homo sapiens protocadherin 16 (PCDH16), mRNA 


NM 018153 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 3, mRNA 


NM 053034 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 2, mRNA 


NM_005929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NM_033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM. 001002 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1, mRNA 
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NM 053275 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 2, mRNA 


NM_054034 


Homo sapiens fibronectin 1 (FN1), transcript variant 2, mRNA 


NM 002026 


Homo sapiens fibronectin 1 (FN1), transcript variant 1, mRNA 


NM 004460 


Homo sapiens fibroblast activation protein, alpha (FAP), mRNA 


NM_000783 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 1 , mRNA 


NM_057157 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 2, mRNA 


NM 032211 


Homo sapiens lysyl oxidase-like 4 (LOXL4), mRNA 


NM 003395 


Homo saniens wineless-tvne MMTV integration site familv. member 14 
(WNT14), mRNA 


NM 033101 


Homo sapiens lectin, galactoside-binding, soluble, 12 (galectin 12) (LGALS12), 
mRNA 


NM_032611 


Homo sapiens protein tyrosine phosphatase type IV A, member 3 (PTP4A3), 
transcript variant 1 , mRNA 


NM_007079 


Homo sapiens protein tyrosine phosphatase type IV A, member 3 (PTP4A3), 
transcript variant 2, mRNA 


NM 032208 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 1, mRNA 


NM 014644 


Homo sapiens phosphodiesterase 4D interacting protein (myomegalin) 
(PDE4DIP), mRNA 


NM_006551 


Homo sapiens lipophilin B (uteroglobin family member), prostatein-like 
(LPHB), mRNA 


NM 012280 


Homo sapiens FtsJ homolog 1 (E. coli) (FTSJ1), mRNA 


NM 005209 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 1, mRNA 


NM 007346 


Homo sapiens opioid growth factor receptor (OGFR), mRNA 


NM 006552 


Homo sapiens lipophilin A (uteroglobin family member) (LPHA), mRNA 


NM 015965 


Homo s aniens cell death-retnilatorv nrotein GRIM 19 (GRIM 1 91 . mRNA 

i.XV/lllV/ kjUL/lvilU Vvli vi-VkiVll X Vfcj WlU-l/V/JL V IVI twill VJi-NXLYX X *S \ VJ X VXL ▼ .A. X *r J j 


NM_0 14275 


Homo sapiens mannosyl (alpha- 1, 3 -)-glycoprotein beta- 1,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 1, 
mRNA 


NM 001872 

X X V X V v X w / 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 1 , mRNA 


NM 016413 


Homo saniens carboxvoentidase B2 folasma carboxvnentidase XT) (TTPB2 > i 
transcript variant 2, mRNA 


NM 004632 


Homo saniens death associated nrotein 3 (DAP 3^ transcriDt variant 2. nuclear 
gene encoding mitochondrial protein, mRNA 


NM 033657 


Homo sapiens death associated protein 3 (E)AP3), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001266 


Homo sapiens carboxylesterase 1 (monocyte/macrophage serine esterase 1) 
(CES1), mRNA 


NM 004287 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant A, mRNA 


NMJJ54022 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant B, mRNA 


NM 002906 


Homo sapiens radixin (RDX), mRNA 


NM_001004 


Homo sapiens ribosomal protein, large P2 (RPLP2), mRNA 


NM 001003 


Homo sapiens ribosomal protein, large, PI (RPLP1), mRNA 


NM_0 18644 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1, mRNA 


NM 022145 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 


NM 013363 


Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA 


NM 033119 


Homo sapiens naked cuticle homolog 1 (Drosophila) (NKD1), mRNA 
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NM_020439 


Homo sapiens calcium/calmodulin-dependent protein kinase IG (CAMK1G), 
mRNA 


NM 032158 


Homo sapiens NOL1R2 protein (NOL1R2), mKNA 


NM 022470 


Homo sapiens p53 target zinc finger protein (WIG1), mRNA 


NM 018044 


Homo sapiens NOL1R protein (NOL1R), mRNA 


NM 016262 


Homo sapiens epsilon-tubulin (LOC51175), mRNA 


NM 014239 


Homo sanien 5 ? eulcarvotic translation initiation factor 9T} sulmnit 9 rheta ^QVTVl 
fEIF2B2i mRNA 


NM_002308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
trans crint variant short mRNA 


NM 009587 


Homo saniens lectin ealactoside -binding soluble 9 (ffalectin 9^ TT.GAT.SQ^ 

JU JL JLX AV^ Ut+^/A VXXkJ AVVtXXX^ ^UlUVLVUlViV L/XXXVJ-XXXg^ j kjVXU-L/XVi} y^tlXVvvXXX J 1 J /\Ji y 1 _ v_j / ^ 

transcript variant long, mRNA 


NM 001187 


Homo sapiens B melanoma antigen (BAGE), mRNA 


NM_022162 


Homo sapiens caspase recruitment domain family, member 15 (CARD 15), 
mRNA 


NM 014733 


Homo sapiens endosome-associated FYVE-domain protein (ENDOFIN), mRNA 


NM 013393 


Homo sapiens FtsJ homolog 2 (E. coli) (FTSJ2), mRNA 


NM 006440 


Homo sapiens thioredoxin reductase beta (TR), mRNA 


NM 005863 


Homo sapiens neuroepithelial cell transforming gene 1 (NET1), mRNA 


NM 002119 


Homo saniens maior histocomnatibilitv comnlex class II DO alnha flTLA- 

kJM-^/XVXXU XXXUJ VX -L A-L l/v VV/XXXL/ U4- lr A KJ 1.1.1 ^ Y WXXXL/Xw/\j W 1U JO JLJLj J J V / Ci 1 LV J. 1 CX 11 1 L -t 1 i. 

DOA), mRNA 


NM_021908 


Homo sapiens sunnression of tumoritrenicitv 7 (ST7^ transcrint variant b 
mRNA 


NM 018412 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant a, mRNA 


NM 054020 


Homo sapiens putative ion channel protein CATSPER2 (CATSPER2), mRNA 


NM 053281 


Homo sapiens dachshund homolog 2 (Drosophila) (DACH2), mRNA 


NM 031439 


Homo sapiens SOX7 transcription factor (SOX7), mRNA 


NM 030796 


Homo sapiens hvoothetical nrotein DKFZt>5 64K0 822 (DKFZP564K0822") 
mRNA 


NM 025117 


Homo sapiens hypothetical protein FLJ1 1871 (FLJ1 1871), mRNA 


NM 014893 


Homo sapiens KIAA0951 protein (KIAA0951), mRNA 


NM_000113 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYT1), 
mRNA 


NM 053055 


Homo sapiens C-terminal modulator protein (CTMP), mRNA 


NM 021212 


Homo sapiens HCF-binding transcription factor Zhangfei (ZF), mRNA 


NM 007237 


Homo sapiens SP140 nuclear body protein (SP140), mRNA 


NMJ)06368 


Homo sapiens cAMP responsive element binding protein 3 (luman) (CREB3), 
mRNA 


NM 005759 


Homo sapiens abl-interactor 12 (SH3 -containing protein) (AIP-1), mRNA 


NM 052966 


Homo sapiens chromosome 1 open reading frame 24 (Clor£24), mRNA 


NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 


NM 003017 


Homo sapiens splicing factor, arginine/serine-rich 3 (SFRS3), mRNA 


NM 006289 


Homo sapiens talin 1 (TLN1), mRNA 


NM 000970 


Homo sapiens ribosomal protein L6 (RPL6), mRNA 


NM 003973 


Homo sapiens ribosomal protein L14 (RPL14), mRNA 


NM_001361 


Homo sapiens dihydroorotate dehydrogenase (DHODH), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFN1), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 
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NM 013444 


Homo sapiens ubiquilin 2 (UBQLN2), mRNA 


NM 053067 


Homo sapiens ubiquilin 1 (UBQLN1), transcript variant 2, mRNA 


NM 013438 


Homo sapiens ubiquilin 1 (UBQLN1), transcript variant 1, mRNA 


NM 032115 


Homo sapiens potassium channel, subfamily K, member 16 (KCNK16), mRNA 


NM 053284 


Homo sapiens WAP, FS, Ig, KU, and NTR-containing protein (WFIKKN), 
mRNA 


NM 053278 


Homo sapiens G protein-coupled receptor 102 (GPR102), mRNA 


NM 053276 


Homo sapiens vitrin (VTT), mRNA 


NM 032649 


Homo sapiens glutamate carboxypeptidase-like protein 2 (CPGL2), mRNA 


NM 053012 


Homo sapiens hypothetical protein (LOCI 14137), mRNA 


NM 003268 


Homo sapiens toll-like receptor 5 (TLR5), mRNA 


NM 053005 


Homo sapiens HCCA2 protein (HCCA2), mRNA 


NM 052889 


Homo sapiens CARD only protein (COP), mRNA 


NM 024740 


Homo sapiens disrupted in bipolar disorder 1 (DIBD1), mRNA 


NM 015721 


Homo sapiens Rem (nuclear organelle) associated protein 4 (GEMIN4), mRNA 


NM 003730 


Homo sapiens ribonuclease 6 precursor (RNASE6PL), mRNA 


NM 030916 

X ^ _LVJL \J — ' w A v 


Homo sapiens Ig superfamily receptor LNIR (LNIR), mRNA 


NM 022358 


Homo sapiens potassium channel, subfamily K, member 15 (TASK-5) 
(KCNK15), mRNA 


NM 022576 


Homo sapiens phosducin (PDC), transcript variant PhLOPl, mRNA 


NM 018269 


Homo sapiens SIPL protein (SIPL), mRNA 


NM 015915 


Homo sapiens spastic paraplegia 3 A (autosomal dominant) (SPG3A), mRNA 


NM 053036 


Homo sapiens G protein-coupled receptor 74 (GPR74), mRNA 


NM 053016 


Homo sapiens paralemmin 2 (PALM2), mRNA 


NM 053057 


Homo sapiens hypothetical protein (LOCI 14138), mRNA 


NM 052838 


Homo sapiens septin 1 (SEPT1), mRNA 


KTM 032034 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 11 (SLC4A11), mRNA 


NM 031899 


Homo sapiens golgi phosphoprotein 5 (GOLPH5), mRNA 


NM 018448 


Homo sapiens TBP-interacting protein (TIP 120 A), mRNA 


NM 016952 


Homo sapiens cell adhesion molecule-related/down-regulated by oncogenes 
(CDON), mRNA 


NM 053050 


Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), mRNA 


NM 053045 


Homo sapiens hypothetical protein MGC14327 (MGC14327), mRNA 


NM 017680 


Homo sapiens asporin (LRR class 1) (ASPN), mRNA 


NM 003914 

X^lXVJL \J \J W *S JL 1 


Homo sapiens cyclin Al (CCNA1), mRNA 


NM 032387 


Homo sapiens protein kinase, lysine deficient 4 (PRKWNK4), mRNA 


NM 019093 

J.NJLVA \J L \J y ~J 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A3 (UGT1A3), 
mRNA 


NM 071027 

X > XYX V/^— J. \JjLi I 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A9 (UGT1A9), 
mRNA 


NM 019076 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A8 (UGT1 A8), 
mRNA 


NM 000463 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide Al (UGT1A1), 
mRNA 


NM 016608 

x ^ xv jl vy x v/ V/ w 


Homo sapiens ALEX1 protein (ALEX1), mRNA 


NM 016607 


Homo sapiens ALEX3 protein (ALEX3), mRNA 


NM 014860 


Homo sapiens SPTF-associated factor 65 gamma (STAF65 (gamma)), mRNA 


NM 014782 


Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mRNA 


NM_001072 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGT1 A6), 
mRNA 


NM 000405 


Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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NM 001975 


Homo sapiens enolase 2, (gamma, neuronal) (EN02), mRNA 


NM 001428 


Homo sapiens enolase 1, (alpha) (ENOl), mRNA 


NM 052836 


Homo sapiens cadherin related 23 (CDH23), transcript variant 2, mRNA 


NM 022124 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 


NM 004063 


Homo sapiens cadherin 17, LI cadherin (liver-intestine) (CDH17), mRNA 


NM 004062 


Homo sapiens cadherin 16, KSP-cadherin (CDH16), mRNA 


NM 004933 


Homo sapiens cadherin 15, M-cadherin (myotubule) (CDH15), mRNA 


NM 001257 


Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 


NM 052819 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 2, mRNA 


NM_024110 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 1, mRNA 


NM.032415 


Homo sapiens caspase recruitment domain family, member 1 1 (CARD 1 1), 
mRNA 


NM 014466 


Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 


NM_053006 


Homo sapiens serine/threonine kinase 22B (spermiogenesis associated) 
(STK22B), mRNA 


NM 012083 


Homo sapiens frequently rearranged in advanced T-cell lymphomas 2 (FRAT2), 
mRNA 


NM_006922 


Homo sapiens sodium channel, voltage-gated, type III, alpha polypeptide 
(SCN3A), mRNA 


NM_005347 


Homo sapiens heat shock 70kD protein 5 (glucose-regulated protein, 78kD) 
(HSPA5), mRNA 


NM 003777 


Homo sapiens dynein, axonemal, heavy polypeptide 1 1 (DNAH1 1), mRNA 


NMJ) 13282 


Homo sapiens ubiquitin-like, containing PHD and RING finger domains, 1 
(UHRF1), mRNA 


NM 020886 


Homo sapiens ubiquitin specific protease 28 (USP28), mRNA 


NM 020843 


Homo sapiens zinc finger protein 291 (ZNF291), mRNA 


NM 024529 


Homo sapiens chromosome 1 open reading frame 28 (Clorf28), mRNA 


NM 053003 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 033329 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 015101 


Homo sapiens chromosome 1 open reading frame 17 (Clorfl7), mRNA 


NM 032551 


Homo sapiens G protein-coupled receptor 54 (GPR54), mRNA 


NM 031898 


Homo sapiens tektin 3 (TEKT3), mRNA 


NM 025191 


Homo sapiens chromosome 1 open reading frame 22 (Clorf22), mRNA 


NM 022755 


Homo sapiens chromosome 9 open reading frame 12 (C9orfl2), mRNA 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


NM 017847 


Homo sapiens chromosome 1 open reading frame 27 (Clor£27), mRNA 


NM 017673 


Homo sapiens chromosome 1 open reading frame 26 (Clorf26), mRNA 


NMJ) 16000 


Homo sapiens mitochondrial CCA-adding tRNA-nucleotidyltransferase 
(MtCCA), mRNA 


NM_015989 


Homo sapiens cysteine sulfinic acid decarboxylase-related protein 2 (CSAD), 
mRNA 


NM 014654 


Homo sapiens syndecan 3 (N-syndecan) (SDC3), mRNA 


NM 014837 


Homo sapiens chromosome 1 open reading frame 16 (Clorfl6), mRNA 


NM 007179 


Homo sapiens insulin-like 6 (INSL6), mRNA 


NM 005478 


Homo sapiens insulin-like 5 (INSL5), mRNA 


NM 053000 


Homo sapiens TIGA1 (TIGA1), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamma-glutamyltransferase-like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein (ODC-p), mRNA 
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NM 052996 


Homo sapiens PR domain containing 7 (PRDM7), mRNA 


NM 052995 


Homo sapiens Usher syndrome 3A (USH3A), mRNA 


NM 007110 


Homo sapiens telomerase-associated protein 1 (TEP1), mRNA 


NM 033656 


Homo sapiens WD repeat domain 9 (WDR9), transcript variant 2. mRNA 


NM 018963 


Homo sapiens WD repeat domain 9 (WDR9) 5 transcript variant 1, mRNA 


NM 017818 


Homo sapiens WD repeat domain 8 (WDR8), mRNA 


NM 033662 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 3, mRNA 


NM 033661 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2 5 mRNA 


NM 018669 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 1, mRNA 


NM 017883 


Homo sapiens WD repeat domain 13 (WDR13), mRNA 


NM_052837 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 2, mRNA 


NM_005698 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 1, mRNA 


NM 005697 


Homo sapiens secretory carrier membrane protein 2 (SCAMP2), mRNA 


NMJ)04866 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 1, mRNA 


NMJ)52822 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 2, mRNA 


NM 052811 


Homo sapiens ret finger protein 2 (RFP2), transcript variant 2, mRNA 


NM 005798 


Homo sapiens ret finger protein 2 (RFP2), transcript variant 1, mRNA 


NM 052817 


Homo sapiens midline 2 (MID2), transcript variant 2, mRNA 


NM 012216 


Homo sapiens midline 2 (MID2), transcript variant 1, mRNA 


NM 000798 


Homo sapiens dopamine receptor D5 (DRD5), mRNA 


NM 000794 


Homo sapiens dopamine receptor Dl (DRD1), mRNA 


NM 000796 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant a, mRNA 


NM 033663 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant e, mRNA 


NM 033660 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant d, mRNA 


NM 033659 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant c. mRNA 


NM 033658 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant b, mRNA 


NM 004934 


Homo sapiens cadherin 18, type 2 (CDH18), mRNA 


NM 004061 


Homo sapiens cadherin 12, type 2 (N-cadherin 2) (CDH12), mRNA 


NM_030622 


Homo sapiens cytochrome P450, subfamily IIS, polypeptide 1 (CYP2S1), 
mRNA 


NM 052831 


Homo sapiens dJ55C23.6 gene (dJ55C23.6), mRNA 


NM_052816 


Homo sapiens tripartite motif-containing 3 1 (TRIM31), transcript variant 2, 
mRNA 


NM_052812 


Homo sapiens tripartite motif-containing 15 (TRIM 15), transcript variant 2, 
mRNA 


NM 052955 


Homo sapiens transglutaminase Z (TGM7), mRNA 


NM 052957 


Homo sapiens putative nuclear protein (NAAR1), mRNA 


NM 052851 


Homo sapiens similar to RhoGAP (GT650), mRNA 


NM_033229 


Homo sapiens tripartite motif-containing 15 (TRIM 15), transcript variant 1, 
mRNA 


NM 018103 


Homo sapiens leucine-rich repeat-containing 5 (LRRC5), mRNA 


NM 014879 


Homo sapiens G protein-coupled receptor 105 (GPR105), mRNA 


NM 000797 


Homo sapiens dopamine receptor D4 (DRD4), mRNA 


NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLQ), mRNA 


NM 052972 


Homo sapiens leucine-rich alpha-2-glycoprotein (LRG), mRNA 


NM 052967 


Homo sapiens mas-related G protein-coupled MRG (MRG), mRNA 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOP1MT), mRNA 


NM 052962 


Homo sapiens class II cytokine receptor (IL22RA2), mRNA 
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NM 052961 


Homo sapiens solute carrier family 26, member 8 (SLC26A8), mRNA 


NM 052958 


Homo sapiens vestibule-1 protein (VEST1), mRNA 


NM 052954 


Homo sapiens cysteine and tyrosine-rich protein 1 (CYYR1), mRNA 


NM 052949 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mRNA 


NM 052934 


Homo sapiens solute carrier family 26, member 9 (SLC26A9), mRNA 


NM 052933 


Homo sapiens testis specific, 13 (TSGA13), mRNA 


NM_052932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORIMIN), 
mRNA 


NM_052891 


Homo sapiens peptidoglycan recognition protein-I-alpha precursor 
(PGLYRPIalpha), mRNA 


NM 052888 


Homo sapiens KIAA05 63 -related gene (LOCI 14659), mRNA 


NM_052887 


Homo sapiens Toll-interleukin 1 receptor (TIR) domain-containing adapter 
protein (TIRAP), mRNA 


NM 052886 


Homo sapiens mal, T-cell differentiation protein 2 (MAL2), mRNA 


NM 052882 


Homo sapiens zinc finger, imprinted 3 (ZIM3), mRNA 


NM 052880 


Homo sapiens hypothetical protein MGC 17330 (MGC 1 73 30), mRNA 


NM 052875 


Homo sapiens hypothetical protein MGC10485 (MGC10485), mRNA 


NM 052874 


Homo sapiens syntaxinlB2 (STX1B2), mRNA 


NM 052863 


Homo sapiens putative cytokine high in normal- 1 (HIN-1), mRNA 


NM 052862 


Homo sapiens hypothetical protein MGC21854 (MGC21854), mRNA 


NM 052861 


Homo sapiens hypothetical protein MGC21675 (MGC21675), mRNA 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


NM 052848 


Homo sapiens hypothetical protein MGC20255 (MGC20255), mRNA 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


NM 052842 


Homo sapiens BCL2-like 12 (proline rich) (BCL2L12), mRNA 


NM 052818 


Homo sapiens hypothetical gene CG018 (CG018), mRNA 


NM_032514 


Homo sapiens microtubule-associated protein 1 light chain 3 alpha 
(MAP1LC3A), mRNA 


NM_022829 


Homo sapiens solute carrier family 1 3 (sodium-dependent dicarboxylate 
transporter), member 3 (SLC13A3), mRNA 


NM_018835 


Homo sapiens olfactory receptor, family 1, subfamily K, member 1 (OR1K1), 
mRNA 


NM_006750 


Homo sapiens syntrophin, beta 2 (dystrophin-associated protein Al, 59kD, basic 
component 2) (SNTB2), mRNA 


NM_033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


NM 001847 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant A, mRNA 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


NM_033493 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 9, mRNA 


NM_033492 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 8, mRNA 


NM_033491 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 7, mRNA 


NM_033490 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 6, mRNA 


NM_033489 


Homo sapiens cell division cvcle 2-like 1 (PITSLRE nroteins^) fCDC2Ln 
transcript variant 5, mRNA 


NM_033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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transcript variant 2, mRNA 


NM_001787 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 1, mRNA 


NM_005983 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 1, mRNA 


NM_032637 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 2, mRNA 


NM 021968 


Homo sapiens H4 histone family, member E (H4FE), mRNA 


NM 002748 


Homo sapiens mitogen-activated protein kinase 6 (MAPK6), mRNA 


NM 003527 


Homo sapiens H2B histone family, member N (H2BFN), mRNA 


NM 001000 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 


NM 000999 


Homo sapiens ribosomal protein L38 (RPL38), mRNA 


NM 000998 


Homo sapiens ribosomal protein L37a (RPL37A), mRNA 


NM 000997 


Homo sapiens ribosomal protein L37 (RPL37), mRNA 


NM 022054 


Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA 


NM_021161 


Homo sapiens potassium channel, subfamily K, member 10 (TREK-2) 
(KCNK10), mRNA 


NM 003944 


Homo sapiens selenium binding protein 1 (SELENBP1), mRNA 


NM 033649 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 2, mRNA 


NM 004114 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant 1A, mRNA 


NM 033642 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant IB, mRNA 


NM 016279 


Homo sapiens cadherin 9, type 2 (Tl-cadherin) (CDH9), mRNA 


NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


NM 031891 


Homo sapiens cadherin 20, type 2 (CDH20), mRNA 


NM 006727 


Homo sapiens cadherin 10, type 2 (T2~cadherin) (CDH10), mRNA 


NM 033671 


Homo sapiens cyclin B3 (CCNB3), transcript variant 2, mRNA 


NM 033670 


Homo sapiens cyclin B3 (CCNB3), transcript variant 1, mRNA 


NM_033379 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 2, mRNA 


NM_001786 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 1, mRNA 


NM 004361 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant b, mRNA 


NM 033646 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant a, mRNA 


NM 017734 


Homo sapiens palmdelphin (PALMD), mRNA 


NM 052832 


Homo sapiens solute carrier family 26, member 7 (SLC26A7), mRNA 


NM 018718 


Homo sapiens testis specific, 14 (TSGA14), mRNA 


NM 015935 


Homo sapiens CGI-01 protein (CGI-01), mRNA 


NM 033120 


Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA 


NM 033031 


Homo sapiens cyclin B3 (CCNB3), transcript variant 3, mRNA 


NM 012068 


Homo sapiens activating transcription factor 5 (ATF5), mRNA 


NM_019617 


Homo sapiens CA1 1 (LOC56287), mRNA 


NM_018398 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 
(CACNA2D3), mRNA 


NM 018319 


Homo sapiens tyrosyl-DNA phodphodiesterase (TDP1), mRNA 


NM_0 14404 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 5 
(CACNG5), mRNA 


NM_0 14405 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 4 
(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (C ASP 14), mRNA 


NM 006985 


Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NMJ306539 | Homo sapiens calcium channel, voltage-dependent, gamma subunit 3 
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(CACNG3), mRNA 


NM 004347 


Homo sapiens caspase 5, apoptosis-related cysteine protease (CASP5), mRNA 


NM 003862 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 1, mRNA 


NM 020770 


Homo sapiens cingulin (KIAA1319), mRNA 


NM 030778 


Homo sapiens hypothetical protein PR01331 (PR01331), mRNA 


NM 004927 


Homo sapiens mitochondrial ribosomal protein L49 (MRPL49), mRNA 


NM 031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


NM 031961 


Homo sapiens keratin associated protein 9.2 (KRTAP9.2), mRNA 


NM_033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant E, mRNA 


NM 031854 


Homo sapiens keratin associated protein 4.12 (KRTAP4.12), mRNA 


NM 033455 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant D, mRNA 


NM_033348 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant B, mRNA 


NM_033347 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant A, mRNA 


NM 033191 


Homo sapiens keratin associated protein 9.4 (KAP9.4), mRNA 


NM 033061 


Homo sapiens keratin associated protein 4.7 (KAP4.7), mRNA 


NM 033188 


Homo sapiens keratin associated protein 4.5 (KAP4.5), mRNA 


NM 033062 


Homo sapiens keratin associated protein 4.2 (KAP4.2), mRNA 


NM 033059 


Homo sapiens keratin associated protein 4.14 (KAP4.14), mRNA 


NM 033060 


Homo sapiens keratin associated protein 4.10 (KAP4.10), mRNA 


NM 033643 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 1, mRNA 


NM 015414 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 2, mRNA 


NM 007209 


Homo sapiens ribosomal protein L35 (RPL35), mRNA 


NM 000996 


Homo sapiens ribosomal protein L35a (RPL35A), mRNA 


NM 033637 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 1, 
mRNA 


NM 033345 


Homo sapiens regulator of G-protein signalling 8 (RGS8), mRNA 


NM 033543 


Homo sapiens hypothetical protein R29124 1 (R29124 1), mRNA 


NM 033186 


Homo sapiens keratin associated protein 4.13 (KAP4.13), mRNA 


NM 033050 


Homo sapiens G protein-coupled receptor 91 (GPR91), mRNA 


NM 032728 


Homo sapiens hypothetical protein MGC12921 (MGC 12921), mRNA 


NM 032910 


Homo sapiens hypothetical protein MGC14136 (MGC14136), mRNA 


NM 032857 


Homo sapiens mitochondrial ribosomal protein L56 (MRPL56), mRNA 


NM 032640 


Homo sapiens hypothetical protein MGC 10526 (MGC 10526), mRNA 


NM 032560 


Homo sapiens MSTP033 protein (MSTP033), mRNA 


NM 032524 


Homo sapiens keratin associated protein 4.4 (KRTAP4.4), mRNA 


NM 032351 


Homo sapiens mitochondrial ribosomal protein L45 (MRPL45), mRNA 


NM 031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


NM 031432 


Homo sapiens uridine-cytidine kinase 1 (UCK1), mRNA 


NM 031289 


Homo sapiens hypothetical protein MGC3 146 (MGC3 146), mRNA 


NM 031269 


Homo sapiens PRO 13 86 protein (PRO 13 86), mRNA 


NMJ)30975 


Homo sapiens keratin associated protein 9.9 (KRTAP9.9), mRNA 


NM_030817 


Homo sapiens hypothetical protein DKFZp434F03 18 (DKFZP434F03 18), 
mRNA 


NM 017970 


Homo sapiens hypothetical protein FLJ10008 (FLJ10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC43 68 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC 107 15 (MGC 107 15), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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NMJ322469 


Homo sapiens hypothetical protein FLJ21 195 similar to protein related to DAC 
and cerberus (FLJ2 1 1 95), mRNA 


NM 022344 


Homo sapiens protein kinase Njmu-Rl (NJMU-R1), mRNA 


NM 002924 


Homo sapiens regulator of G-protein signalling 7 (RGS7), mRNA 


NM_020402 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 10 (CHRNA10), 
mRNA 


NM 015420 


Homo sapiens DKFZP564O0463 protein (DKFZP564O0463), mRNA 


NM 016355 


Homo sapiens hqp0256 protein (LOC51202), mRNA 


NM 020370 


Homo sapiens G protein-coupled receptor 84 (GPR84), mRNA 


NM 019016 


Homo sapiens hypothetical protein (FLJ20261), mRNA 


NM 017872 


Homo sapiens hypothetical protein FLJ20546 (FLJ20546), mRNA 


NM 018373 


Homo sapiens hypothetical protein FLJ1 1271 (FLJ1 1271), mRNA 


NM 018277 


Homo sapiens hypothetical protein FLJ10932 (FLJ10932), mRNA 


NM 018242 


Homo sapiens hypothetical protein FLJ10847 (FLJ10847), mRNA 


NM 016055 


Homo sapiens mitochondrial ribosomal protein L48 (MRPL48), mRNA 


NM 016468 


Homo sapiens hypothetical protein (LOC51241), mRNA 


NM 014099 


Homo sapiens PRO 1768 protein (PRO 1768), mRNA 


NM 014964 


Homo sapiens KIAA1065 protein (KIAA1065), mRNA 


NM 014859 


Homo sapiens KIAA0672 gene product (KIAA0672), mRNA 


NM 014174 


Homo sapiens HSPC144 protein (HSPC144), mRNA 


NM 014156 


Homo sapiens DKFZP564O0463 protein (DKFZP564O0463), mRNA 


NM 015544 


Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mRNA 


NM 015681 


Homo sapiens B9 protein (B9), mRNA 


NM_0 12301 


Homo sapiens atrophin-1 interacting protein 1; activin receptor interacting 
protein 1 (KIAA0705), mRNA 


NM 006856 


Homo sapiens activating transcription factor 7 (ATF7), mRNA 


NM_005714 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant C, mRNA 


NM 005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA 


NM 005267 


Homo sapiens gap junction protein, alpha 8, 50kD (connexin 50) (GJA8), mRNA 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA 


NM_003184 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, B, 150kD (TAF2B), mRNA 


NM_003079 


Homo sapiens SWT/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily e, member 1 (SMARCE1), mRNA 


NM_002815 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 1 
(PSMDll),mRNA 


NM 002577 


Homo sapiens p21 (CDKNlA)-activated kinase 2 (PAK2), mRNA 


NM 003867 


Homo sapiens fibroblast growth factor 17 (FGF17), mRNA 


NM_003885 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 
mRNA 


NM_003939 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 2, 
mRNA 


NM 001208 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA 


NM_033500 


Homo sapiens hexokinase 1 (HK1), transcript variant 5, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033498 


Homo sapiens hexokinase 1 (HK1), transcript variant 4, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033497 


Homo sapiens hexokinase 1 (HK1), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033496 


Homo sapiens hexokinase 1 (HK1), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 
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NM_033640 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 6, 
mRNA 


NM_033636 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 5, 
mRNA 


NM_033635 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 4, 
mRNA 


NM_033634 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 3, 
mRNA 


NM_033633 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 2, 
mRNA 


NM_022050 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 1, 
mRNA 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mRNA 


NM 032409 


Homo sapiens PTEN induced putative kinase 1 (PINK1), mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM 004729 


Homo sapiens Ac-like transposable element (ALTE), mRNA 


NM 004192 


Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA 


NM_002115 


Homo sapiens hexokinase 3 (white cell) (HK3), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000188 


Homo sapiens hexokinase 1 (HK1), transcript variant 1, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_004728 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 21 (DDX21), 
mRNA 


NM 022148 


Homo sapiens cytokine receptor-like factor 2 (CRLF2), mRNA 


NM 022337 


Homo sapiens RAB38, member RAS oncogene family (RAB38), mRNA 


NM 016428 


Homo sapiens NESH protein (NESH), mRNA 


NM 016227 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 014283 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 018475 


Homo sapiens TPA regulated locus (TPARL), mRNA 


NM_020461 


Homo sapiens gamma-tubulin complex component (GCP6), mRNA 


NM 030934 


Homo sapiens chromosome 1 open reading frame 25 (Clorf25) 5 mRNA 


NM 030933 


Homo sapiens chromosome 1 open reading frame 14 (Clorfl4), mRNA 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (ClorfL3), mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


NM 016605 


Homo sapiens chromosome 5 open reading frame 6 (C5orf6) 5 mRNA 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5) 5 mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open reading frame 21 (CI lor£21), mRNA 


NM_033508 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein, 
mRNA 


NM_033507 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 2, nuclear gene encoding mitochondrial protein, 
mRNA 


NM_000162 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 1, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 025241 


Homo sapiens UBX domain-containing 1 (UBXD1), mRNA 


NM 002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCA1B), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPK1), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPI),mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 2, mRNA 
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NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 1, mRNA 


NM_000400 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


NM 014266 


Homo sapiens DNAX-activation protein 10 (DAP 10), mRNA 


NM 002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mRNA 


NM_033502 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 1, mRNA 


NM_033501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 2, mRNA 


NM_0 18415 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 3 5 mRNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


NM_033437 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcript variant 
3, mRNA 


NM_033431 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
4, mRNA 


NM_033430 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
2, mRNA 


NM_001083 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcript variant 
1, mRNA 


NM 000189 


Homo sapiens hexokinase 2 (HK2), mRNA 


NM 033185 


Homo sapiens keratin associated protein 3.3 (KAP3.3), mRNA 


NM 031959 


Homo sapiens keratin associated protein 3.2 (KRTAP3.2), mRNA 


NM 033481 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 3, mRNA 


NM 033480 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 2, mRNA 


NM 012347 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 1, mRNA 


NM_033506 


Homo sapiens F-box only protein 24 (FBXQ24), transcript variant 1 , mRNA 


NM_012172 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 2, mRNA 


NM 012179 


Homo sapiens F-box only protein 7 (FBX07), mRNA 


NM 018438 


Homo sapiens F-box only protein 6 (FBX06), mRNA 


NM 012177 


Homo sapiens F-box only protein 5 (FBX05), mRNA 


NM_032145 


Homo sapiens F-box protein 30 (FBXO30), mRNA 


NM_003813 


Homo sapiens a disintegrin and metalloproteinase domain 21 (ADAM21), 
mRNA 


NM_003814 


Homo sapiens a disintegrin and metalloproteinase domain 20 (ADAM20), 
mRNA 


NM 015698 


Homo sapiens T54 protein (T54), mRNA 


NM 033222 


Homo sapiens PC4 and SFRS1 interacting protein 2 (PSIP2), mRNA 


NM 002887 


Homo sapiens arginyl-tRNA synthetase (RARS), mRNA 


NM 033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2), mRNA 


NM 014005 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 2, mRNA 


NM 018902 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 1, mRNA 


NM_031882 


Homo sapiens protocadherin alpha subfamily C ? 1 (PCDHAC1), transcript 
variant 2, mRNA 


NMJH8898 


Homo sapiens protocadherin alpha subfamily C 5 1 (PCDHAC1), transcript 
variant 1 , mRNA 


NM_031883 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 2, mRNA 


NM_018899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1 5 mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
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variant 1, mRNA 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 


NM_032407 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 2, mRNA 


NM_0 18929 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 1 , mRNA 


NM_032406 


Homo sapiens protocadherin gamma subfamily C 5 4 (PCDHGC4), transcript 
variant 2, mRNA 


NMJ 18928 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 1 5 mRNA 


NMJ)32101 


Homo sapiens protocadherin gamma subfamily B 5 7 (PCDHGB7), transcript 
variant 2 5 mRNA 


NM_0 18927 


Homo sapiens protocadherin gamma subfamily B ? 7 (PCDHGB7), transcript 
variant 1, mRNA 


NM_032099 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 2 5 mRNA 


NMJ 18925 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 1, mRNA 


NM_032100 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 2, mRNA 


NM_0 18926 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 1 5 mRNA 


NM_032097 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 2, mRNA 


NM_018924 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 1, mRNA 


NM_032096 


Homo sapiens protocadherin gamma subfamily B 5 2 (PCDHGB2), transcript 
variant 2 5 mRNA 


NM_0 18923 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 1 5 mRNA 


NM_032095 


Homo sapiens protocadherin gamma subfamily B 5 1 (PCDHGB1), transcript 
variant 2, mRNA 


NM_0 18922 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant 1, mRNA 


NM_032089 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 2, mRNA 


NM_018921 


Homo sapiens protocadherin gamma subfamily A 5 9 (PCDHGA9), transcript 
variant 1, mRNA 


NM_032088 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 1 ? mRNA 


NMJU4004 


Homo sapiens protocadherin gamma subfamily A 5 8 (PCDHGA8), transcript 
variant 2, mRNA 


NM 032853 


Homo sapiens hypothetical protein FLJ14868 (FLJ14868), mRNA 


NMJ)32589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 


NM_032087 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 2 5 mRNA 


NMJ) 18920 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 1, mRNA 


NM_032086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2 5 mRNA 


NMJU8919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1, mRNA 
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NM_032054 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 

X X **** <r * \ / 7 XT 

variant 2, mRNA 


NM_018918 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 1, mRNA 


NM_032053 


Homo sapiens protocadherin gamma subfamily A ? 4 (PCDHGA4), transcript 
variant 2, mRNA 


NM_018917 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 1 5 mRNA 


NM_032011 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
variant 2, mRNA 


NM_032009 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 2, mRNA 


NM_018915 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 1, mRNA 


NM_031993 


Homo sapiens protocadherin gamma subfamily A 5 1 (PCDHGA1), transcript 
variant 2, mRNA 


NM_032092 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 3, mRNA 


NM_018912 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 1, mRNA 


NM_032091 


Homo sapiens protocadherin gamma subfamily A 5 1 1 (PCDHGA1 1), transcript 
variant 2, mRNA 


NM_018914 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 1, mRNA 


NM_032090 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcript 
variant 2, mRNA 


NM_018913 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcript 
variant 1, mRNA 


NM 019120 


Homo sapiens protocadherin beta 8 (PCDHB8), mRNA 


NM 018940 


Homo sapiens protocadherin beta 7 (PCDHB7), mRNA 


NM 018939 


Homo sapiens protocadherin beta 6 (PCDHB6), mRNA 


NM 015669 


Homo sapiens protocadherin beta 5 (PCDHB5), mRNA 


NM 018938 


Homo sapiens protocadherin beta 4 (PCDHB4), mRNA 


NM 018937 


Homo sapiens protocadherin beta 3 (PCDHB3), mRNA 


NM 018936 


Homo sapiens protocadherin beta 2 (PCDHB2), mRNA 


NM 013340 


Homo sapiens protocadherin beta 1 (PCDHB1), mRNA 


NM 020957 


Homo sapiens protocadherin beta 16 (PCDHB16), mRNA 


NM 018935 


Homo sapiens protocadherin beta 15 (PCDHB15), mRNA 


NM_0 18934 


Homo sapiens protocadherin beta 14 (PCDHB14), mRNA 


NM 018933 


Homo sapiens protocadherin beta 13 (PCDHB13), mRNA 


NM 018932 


Homo sapiens protocadherin beta 12 (PCDHB12), mRNA 


NM 018931 


Homo sapiens protocadherin beta 1 1 (PCDHB1 1), mRNA 


NM 018930 


Homo sapiens protocadherin beta 10 (PCDHB10), mRNA 


NM 031857 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 1, mRNA 


NM 031856 


Homo sapiens protocadherin alpha 8 (PCDHA8), transcript variant 2, mRNA 


NM 018911 


Homo sapiens protocadherin alpha 8 (PCDHA8) 5 transcript variant 1, mRNA 


NM 031852 


Homo sapiens protocadherin alpha 7 CPCDHA7), transcript variant 2. mRNA 


NM 018910 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 1, mRNA 


NM 031501 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 2, mRNA 


NM 018908 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 1, mRNA 


NM 031500 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 2, mRNA 


NM 018907 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 1 5 mRNA 
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NM 031497 

X > XYX \J ~> 1 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 2, niRNA 


NM 018906 

x > xya vioyv/u 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 1 , mRNA 


NM 031496 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 3, mRNA 


NM 031495 

X ^ 1VJL \J *J X r ^ «v 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 2, mRNA 


NM 018905 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 1, mRNA 


NM 031411 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 3, mRNA 


NM 031410 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 2, mRNA 


NM 018900 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 1, mRNA 


NM 031865 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 2, mRNA 


NM 018904 

X ^ It J. v X \J *S \J 1 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 1, mRNA 


NM 031849 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 3, mRNA 


NM 031864 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 2, mRNA 


NM 031848 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 2, mRNA 


NM 018903 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 1, mRNA 


NM 031861 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 2, mRNA 


NM 018909 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 1, mRNA 


NM 031860 

X > XVX \J — ' 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 3, mRNA 


NM 031859 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 2, mRNA 


NM 018901 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 1, mRNA 


NM 01549Q ! 


Homo saniens DKFZP5 8 6L2024 nrotein (NESHBP) mRNA 


NM_031481 


Homo sapiens solute carrier family 25 , (mitochondrial carrier), member 18 

^OLi^ZJ/ilOJ, xxlxXxNxx 


"TSJA/T ft^l/MO 
1N1VJL Uj l^+^+Z. 


TTnmfi cpmipn<5 Virain pp11 mpmhranp rvrntpin 1 fRCTiS/TPI^ mRNTA 

XxvJlllVJ oCtjJJLC/xxo L/ldill wCll xxxwxxxLJx ClllC' J^HJlwlll X ^XJV^/ivxx J -y? xxxxvx > ^ v 


"NTM" 0^076? 

JLN iv±__U 3\J / Uz, 


Unrnn canipriQ V>a«5ip Tielix-I orm-hplix domain oontairnnj? class T~£ 3 rBHT_ J HB3 ) 

X XVJlllv-l OClUlCllO Uddlv JLl^/J-lA 1UUU lltiJlIA IXVJXXXCIXXX V^VjfXXLClXXXXXXg, viUOO 1 • yX»XXXJXlX*J / J 

mRNA 


NM 023035 


Homo saniens calcium channel voltase-denendent. P/O tvoe, alpha 1A subunit 
(CACNA1 A), transcript variant 2, mRNA 


NM 014487 


Homo sapiens nucleolar cysteine-rich protein (HSA6591), mRNA 


NM 025239 


Homo sapiens programmed death ligand 2 (PDL2), mRNA 


NM 024859 


Homo sapiens hypothetical protein FLJ21687 (FLJ21687), mRNA 


NM 000575 


Homo sapiens interleukin 1 3 alpha (ILIA), mRNA 


NM 005348 


Homo sapiens heat shock 90kD protein 1, alpha (HSPCA), mRNA 


NM 006900 


Homo sapiens interferon, alpha 13 (IFNA13), mRNA 


NM 023067 


Homo sapiens forkhead transcription factor FOXL2 (BPES), mRNA 


NM 022552 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 alpha (DNMT3A), mRNA 


NM 022346 


Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 


NM 022119 


Homo sapiens protease, serine, 22 (PRSS22), mRNA 


NM 022062 


Homo sapiens PBX/knotted 1 homeobox 2 (PKNOX2), mRNA 


NM 01 R66^ 

JLN1VX W 1 OUU J 


TTnmn q«tiipti<5 OF", AF)-box nrotein rTTAGF^ mRNA 


NM 004614 


Umnn Qar»ipii<: thv/TnidiTie Icina^p 9 mitonhondrial r r TIC2 > i rnRNA 

X XUil WJ OU^/lvjllO CXX_j llllvlllXv iVXXXCXOw ^ , UXl VilV/llUX XCXX \^ JL J-*w-^— 'y 5 iiu-u ». 


"NM 090146 


TTnmn <5ar»ipn<5 solute carrier familv 1 7 ^odiiim-denendent inorganic nhosnhate 
p n rra n nrter^ m emb er 6 fST^C*17A6^ mR TsF A 


NM 020309 


Homo ^ariiens solute carrier familv 17 Tsodium-denendent inorganic nhosnhate 
cotran snorter") member 7 CSLC17A7) mRNA 


NM 020131 


Homo sapiens chromosome 1 open reading frame 6 (Clorf6), mRNA 


NM 017444 

X > XVX V/ X / III 


Homo sapiens chromatin accessibility complex 1 (CHRAC1), mRNA 


NM 016260 


Homo sapiens zinc finger protein, subfamily 1 A, 2 (Helios) (ZNFN1 A2), mRNA 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp5 660084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDR1), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 



349 



WO 03/074654 



PCT/US03/05028 



NM 013274 


Homo sapiens polymerase (DNA directed), lambda (POLL), mRNA 


NM 003235 


Homo sapiens thyroglobulin (TG), mRNA 


NM 001963 


Homo sapiens epidermal growth factor (beta-urogastrone) (EGF), mRNA 


NM 007158 


Homo sapiens NRAS-related gene (D1S155E), mRNA 


NM 007000 


Homo sapiens uroplakin 1A (UPK1A), mRNA 


NM 006947 


Homo sapiens signal recognition particle 72kD (SRP72), mRNA 


NM 006892 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 beta (DNMT3B), mRNA 


NM 006760 


Homo sapiens uroplakin 2 (UPK2), mRNA 


NM 006691 


Homo sapiens extracellular link domain-containing 1 (XLKD1), mRNA 

_ S V 11 


NMJ)06572 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 13 
(GNA13), mRNA 


NM 006494 


Homo sapiens Ets2 repressor factor (ERF), mRNA 


NM 006352 


Homo sapiens zinc finger protein 238 (ZNF238), mRNA 


NM 006082 


Homo sapiens tubulin, alpha, ubiquitous (K-ALPHA-1), mRNA 


NM_005084 


Homo sapiens phospholipase A2, group VII (platelet-activating factor 
acetylhydrolase, plasma) (PLA2G7), mRNA 


NM 004999 


Homo sapiens myosin VI (MY06), mRNA 


NM 004937 


Homo sapiens cystinosis, nephropathic (CTNS), mRNA 


NM 004212 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 2 (SLC28A2), mRNA 


NM 004555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 3 (NFATC3), mRNA 


NM 004554 

1 llVl \J\J r *j *J r 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 4 (NFATC4), mRNA 


NM 000695 


Homo sapiens aldehyde dehydrogenase 3 family, member B2 (ALDH3B2), 
mRNA 


NM_000373 


Homo sapiens uridine monophosphate synthetase (orotate phosphoribosyl 
transferase and orotidine-5 '-decarboxylase) (UMPS), mRNA 


NM_003332 


Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), 
mRNA 


NM 000367 


Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA 


NM 001250 


Homo sapiens tumor necrosis factor receptor superfamily, member 5 
(TNFRSF5), mRNA 


NMJ>02880 


Homo sapiens v-raf-1 murine leukemia viral oncogene homolog 1 (RAF1), 
mRNA 


NM__003978 


Homo sapiens proline-serine-threonine phosphatase interacting protein 1 
(PSTPIP1), mRNA 


NM 003627 


Homo sapiens prostate cancer overexpressed gene 1 (POV1), mRNA 


NM_002557 


Homo sapiens oviductal glycoprotein 1, 120kD (mucin 9, oviductin) (OVGP1), 
mRNA 


NM_002541 


Homo sapiens oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) 
(OGDH), mRNA 


NM 000406 


Homo sapiens gonadotropin-releasing hormone receptor (GNRHR), mRNA 


NM 001979 


Homo sapiens epoxide hydrolase 2, cytoplasmic (EPHX2), mRNA 


NM 001761 


Homo sapiens cyclin F (CCNF), mRNA 


NMJ)01190 


Homo sapiens branched chain aminotransferase 2, mitochondrial (BCAT2), 
mRNA 


NM 000485 


Homo sapiens adenine phosphoribosyltransferase (APRT), mRNA 


NM 033514 


Homo sapiens pinch-2 (LOC96626), mRNA 


NM 033495 


Homo sapiens KIAA1309 protein (KIAA1309), mRNA 


NM_022436 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterolin 
1) (ABCG5), mRNA 
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NM 016333 


Homo sapiens serine/arginine repetitive matrix 2 (SRRM2), mRNA 

±_ 2 i_ . — 12 


NM 012412 


Homo sapiens histone H2A.F/Z variant (H2AV), niRNA 


NM_001897 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) 
(CSPG4),mRNA 


NM 031420 


Homo sapiens mitochondrial ribosomal protein L9 (MRPL9), mRNA 


NM 020393 


Homo sapiens hypothetical protein SBBI67 (LOC57115), mRNA 


NM 015956 


Homo sapiens mitochondrial ribosomal protein L4 (MRPL4), mRNA 


NM 004537 


Homo sapiens nucleosome assembly protein 1-like 1 (NAP 1 LI), mRNA 


NM 033504 


Homo sapiens CAC-1 (CAC-1), mRNA 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF) 5 mRNA 


NM 022059 


Homo sapiens chemokine (C-X-C motif) ligand 16 (CXCL16), mRNA 


NM 022048 


Homo sapiens casein kinase 1, gamma 1 (CSNK1G1), mRNA 


NM 019009 


Homo sapiens Toll-interacting protein (TOLLIP), mRNA 


NM 018058 


Homo sapiens cartilage acidic protein 1 (CRTAC1), mRNA 


NM_0 17443 


Homo sapiens polymerase (DNA directed), epsilon 3 (pi 7 subunit) (POLES), 
mRNA 


NM 007359 


Homo sapiens MLN51 protein (MLN51), mRNA 


NM 030956 


Homo sapiens toll-like receptor 10 (TLR10), mRNA 


NM 020653 


Homo sapiens zinc finger protein 287 (ZNF287), mRNA 


NM 020652 


Homo sapiens zinc finger protein 286 (ZNF286), mRNA 


NM_020365 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 (gamma, 
58kD) (EIF2B3), mRNA 


NM_013432 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 2 (NFKJBIL2), mRNA 


NM_003740 


Homo sapiens potassium channel, subfamily K, member 5 (TASK-2) (KCNK5), 
mRNA 


NM_033311 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 3, mRNA 


NM_033310 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 2, mRNA 


NM_016611 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 1, mRNA 


NM_033360 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant a, mRNA 


NM_004985 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant b, mRNA 


NM_022442 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 3, mRNA 


NM_021988 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 

r x JO O J \ /3 jr 

variant 1, mRNA 


NM_003349 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 2, mRNA 


NM 003546 


Homo sapiens H4 histone family, member K (H4FK), mRNA 


NM 003541 


Homo sapiens H4 histone family, member D (H4FD), mRNA 


NM 003536 


Homo sapiens H3 histone family, member K (H3FK), mRNA 


NM 003535 


Homo sapiens H3 histone family, member J (H3FJ), mRNA 


NM 003533 


Homo sapiens H3 histone family, member F (H3FF), mRNA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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NM_005322 


Homo sapiens HI histone family, member 5 (H1F5), mRNA 


NM 021066 


Homo sapiens H2A histone family, member E (H2AFE), mRNA 


NM 003510 


Homo sapiens H2A histone family, member D (H2AFD), mRNA 


NM 003509 


Homo sapiens H2A histone family, member C (H2AFC), mRNA 


KM 033358 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant E, mRNA 


NM 033357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant D, mRNA 


NM 033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant C, mRNA 


NM 033355 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant B, mRNA 


NM 001228 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant A, mRNA 


NM 033340 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant beta, mRNA 


NM 033339 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant gamma, mRNA 


NM 033338 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant delta, mRNA 


NM_001227 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant alpha, mRNA 


NM 001005 


Homo sapiens ribosomal protein S3 (RPS3), mRNA 


NM 006013 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM 013368 


Homo sapiens RPA-binding trans-activator (RBT1), mRNA 


NM 002286 


Homo sapiens lymphocyte-activation gene 3 (LAG3), mRNA 


NM 005546 


Homo sapiens IL2-inducible T-cell kinase (ITK), mRNA 


NM 005538 


Homo sapiens inhibin, beta C (INHBC), mRNA 


NM 033257 


Homo sapiens DiGeorge syndrome critical region gene 6 like (DGCR6L), 
mRNA 


NM 001917 


Homo sapiens D-amino-acid oxidase (DAO), mRNA 


NM_001629 


Homo sapiens arachidonate 5-lipoxygenase-activating protein (ALOX5AP), 
mRNA 


NM 000024 


Homo sapiens adrenergic, beta-2-, receptor, surface (ADRB2), mRNA 


NM 000683 


Homo sapiens adrenergic, alpha-2C-, receptor (ADRA2C), mRNA 

C 2 2 £. 2 £_ i 12. 


NM 000682 


Homo sapiens adrenergic, alpha-2B- 5 receptor (ADRA2B), mRNA 


NM 000681 


Homo sapiens adrenergic, alpha-2A-, receptor (ADRA2A), mRNA 


NM 006179 


Homo sapiens neurotrophin 5 (neurotrophin 4/5) (NTF5), mRNA 


NM 033277 


Homo sapiens lacritin (LACRT), mRNA 


NM 022128 


Homo sapiens ribokinase (RBSK), mRNA 


NM 004823 


Homo sapiens potassium channel, subfamily K, member 6 (TWIK-2) (KCNK6), 
mRNA 


NM 002246 


Homo sapiens potassium channel, subfamily K, member 3 (TASK-1) (KCNK.3), 
mRNA 


NM 032405 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
D, mRNA 


NM_032404 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3). transcript variant 
C, mRNA 


NM_032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B, mRNA 


NM 024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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NM 016234 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (FACL5), mRNA 


NM 006883 


TTomo saniens short stature homeobox (SHOX\ transcrint variant SHOXb 
mRNA 


NM 000451 


TTomo s aniens short stature homeobox (SHOX\ transcrint variant SHOXa. 
mRNA 


NM_006476 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit g (ATP5L), mRNA 


NM 006356 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit d (ATP5H), mRNA 


NM 024683 


Homo sapiens hypothetical protein FLJ22729 (FLJ22729), mRNA 


NM 033468 


Homo sapiens zinc finger protein 257 (ZNF257), mRNA 


NM 033453 

X ^ X T JL V/ S *s 1 S 


Homo sapiens inosine triphosphatase (nucleoside triphosphate pyrophosphatase) 
(ITPA), mRNA 


NM 032144 


Homo sapiens RAB6C, member RAS oncogene family (RAB6C), mRNA 


NM 031296 


Homo sapiens RAB33B, member RAS oncogene family (RAB33B), mRNA 


NM_022570 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 12 (CLECSF12), mRNA 


NM 022825 


Homo sapiens porcupine (MG61), mRNA 


NM_022449 


Homo sapiens RAB17, member RAS oncogene family (RAB17), mRNA 


NM 016322 


Homo sapiens RAB14, member RAS oncogene family (RAB14), mRNA 


NM_006331 


Homo sapiens C2f protein (C2F), mRNA 


NM 007066 


Homo saniens nrotein kinase ( cAMR-denendent catalvtic^ inhibitor iiamnia 
(PKIG), mKNA 


NM 002732 


Homo saniens nrotein kinase cAMP-denendent catalvtic i?amrna f PRTC A C Cr) 

X -L\J111VJ OULJlvi.AU L/JLV IVXJLX 1VXX1U>UV» Vl IXtIX UvUVliUvllL^ vULUl Y LiVj fiiil-lllim \__L JL^__1/____X 1V> V — J f« 

mRNA 


NM 005055 


Homo sapiens receptor-associated protein of the synapse, 43 kD (RAPSN), 
transcript variant 1 , mRNA 


NMJ)32645 


Homo sapiens receptor-associated protein of the synapse, 43kD (RAPSN), 
transcript variant 2, mRNA 


NM 033305 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant A, mRNA 


NM 015186 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant B, mRNA 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor 1 (V1PR1), mRNA 


NM 030967 


Homo sapiens keratin associated protein 1.1 (KRTAP1.1), mRNA 


NM 015696 


Homo sapiens weakly similar to glutathione peroxidase 2 (CL683), mRNA 


NM 031885 


Homo sapiens Bardet-Biedl syndrome 2 (BBS2), mRNA 


NM 030966 


Homo sapiens keratin associated protein 1.3 (KRTAPL3), mRNA 


NM 007083 


Homo saniens nudix f nucleoside dinhosnhate linked moietv XVtvne motif 6 
(NUDT6), mRNA 


NM 013317 


Homo sapiens lung type-I cell membrane-associated glycoprotein (T1A-2), 
transcript variant 1, mRNA 


NM 006474 

X ^ XT JL \J \J ■ / ■ 


Homo sapiens lung type-I cell membrane-associated glycoprotein (T1A-2), 
transcript variant 2, mRNA 


NM 006275 


Homo sapiens splicing factor, arginine/serine-rich 6 (SFRS6), mRNA 


NM 016041 


Homo sapiens CGI-101 protein (F-LAN-1), mRNA 


NM 001954 


Homo saniens disfnidi'n domain recentor familv membpr 1 fT)T)R1^ tran<\cvrint 

OClj^Jl\»<Ho VJ.lijvUlU.ill VlwlllCllll IvVv^/tul X.\XX.xLLi.y , lllV^i.HL' V^l JL V JLVJL^XV x 1, LI UllO Vl 1 p t 

variant 2, mRNA 


NM_013994 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 3, mRNA 


NMJH3993 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 1, mRNA 


NM_022117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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mRNA 


NM_003048 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 2 
(SLC9A2), mRNA 


NM 001971 


Homo sapiens elastase 1, pancreatic (ELA1), mRNA 


NM_033412 


Homo sapiens hypothetical protein similar to CG7943 (MGC14836), mRNA 


NM 033420 


Homo sapiens hypothetical protein MGC4022 (R32184 3), mRNA 


NM 033408 


Homo sapiens hypothetical protein MBC3205 (MBC3205), mRNA 


NM_014395 


Homo sapiens dual adaptor of phosphotyrosine and 3-phosphoinositides 
(DAPP1), mRNA 


NM 003918 


Homo sapiens glycogenin 2 (GYG2), mRNA 

£_ «?_ 4. 2 i 12. — 


NM 001502 


Homo sapiens glycoprotein 2 (zymogen granule membrane) (GP2), mRNA 


NM 006362 


Homo sapiens nuclear RNA export factor 1 (NXF1), mRNA 


NM 033155 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 5, mRNA 


NM 033154 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 4, mRNA 


NM 033153 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 3, mRNA 


NM 033152 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 2, mRNA 


NM 032946 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 1, mRNA 


NM 022052 


Homo sapiens nuclear RNA export factor 3 (NXF3), mRNA 


NM 021808 


Homo sapiens IIDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 9 (GalNAc-T9) (GALNT9), mRNA 


NM 017840 


Homo sapiens mitochondrial ribosomal protein L16 (MRPL16), mRNA 


NM_017417 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 8 (GalNAc-TS) (GALNT8), mRNA 


NM 004261 


Homo sapiens 15 kDa selenoprotein (SEP 15), mRNA 


NM 021998 


Homo sapiens zinc finger protein 6 (CMPX1) (ZNF6), mRNA 


NM 004570 


Homo sapiens phosphoinositide-3 -kinase, class 2, gamma polypeptide 
(PIK3C2G), mRNA 


NM 002646 


Homo sapiens phosphoinositide-3 -kinase, class 2, beta polypeptide (PIK3C2B), 
mRNA 


NM 004598 


Homo sapiens sparc/osteonectin, cwcv and kazal-like domains proteoglycan 
(testican) (SPOCK), mRNA 


NM 033135 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 
variant 2, mRNA 


NM 025208 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 
variant 1 , mRNA 


NM_033346 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transcript variant 2, mRNA 


NM_001204 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transcript variant 1, mRNA 


NM 003933 


Homo sapiens BAH -associated protein 3 (BAIAP3), mRNA 


NM 005467 


Homo s aniens N-acetvlated alr>ha-linked acidic dipeptidase 2 (NAALAD2V 
mRNA 


NM 005944 


Homo sapiens antigen identified by monoclonal antibody MRC OX-2 (MOX2), 
mRNA 


NMJ)02245 


Homo sapiens potassium channel, subfamily K, member 1 (TWIK-1) (KCNK1), 
mRNA 


NM_005247 


Homo sapiens fibroblast growth factor 3 (murine mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 


NMJ)00647 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant A, 
mRNA 


NM 032047 


Homo sapiens UDP-GlcNAc :betaGal beta-l,3-N-acetylglucosaminyltransferase 
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5 (B3GNT5), mRNA 


NM 014256 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
3 (B3GNT3), mRNA 


NM 015904 


Homo sapiens translation initiation factor IF2 (IF2), mRNA 


NM 005326 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), mRNA 


NM_0 13445 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD25, mRNA 


NM 033173 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 5 5 mRNA 


NM_033172 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 4, mRNA 


NM_033171 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 3, mRNA 


NM_033170 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 2, mRNA " ^ 


NM_033169 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 4, mRNA 


NM_033168 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 3, mRNA 


NM_033167 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 2 5 mRNA 


NM_003781 


Homo sapiens UDP-Gal :betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 1, mRNA 


NM_003782 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
4 (B3GALT4), mRNA 


NM_003783 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
2 (B3GALT2), mRNA 


NM_004631 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 1, mRNA 


NM_033300 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 2, mRNA 


NM_0 17522 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 3, mRNA 


NM_033323 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant b, 
mRNA 


NM 033337 


Homo sapiens caveolin 3 (CAV3), transcript variant 1, mRNA 


NM 001234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


NM 001233 


Homo sapiens caveolin 2 (CAV2), mRNA 


NM 001753 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAV1), mRNA 


NM_033291 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 2, 
mRNA 


NM_033290 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 3, 
mRNA 


NMJ)33274 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(ADAM 19), transcript variant 2, mRNA 


NM_023038 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(ADAM 19), transcript variant 1, mRNA 


NM_033308 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 2, mRNA 


NMJH9112 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 1, mRNA 


NM 002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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CPDGFRB1 mRNA 


NM 006206 


Homo sapiens platelet-derived growth factor receptor, alpha polypeptide 
(PDGFRA), mRNA 


NM_033016 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 2, mRNA 


NM 000678 


Homo sapiens adrenergic, alpha-ID-, receptor (ADRA1D), mRNA 


NM 000679 


Homo sapiens adrenergic, alpha-IB-, receptor (ADRA1B), mRNA 


NM 002675 


Homo sapiens promyelocyte leukemia (PML), transcript variant 6, mRNA 


NM 033250 


Homo sapiens promyelocyte leukemia (PML), transcript variant 11, mRNA 


NM 033249 


Homo sapiens promyelocyte leukemia (PML), transcript variant 10, mRNA 


NM 033247 


Homo sapiens promyelocyte leukemia (PML), transcript variant 8, mRNA 


NM 033246 


Homo sapiens promyelocytic leukemia (PML), transcript variant 7, mRNA 


NM 033245 


Homo sapiens promyelocytic leukemia (PML), transcript variant 12, mRNA 


NM 033244 


Homo sapiens promyelocytic leukemia (PML), transcript variant 5, mRNA 


NM 033242 


Homo sapiens promyelocytic leukemia (PML), transcript variant 3, mRNA 


NM 033240 


Homo sapiens promyelocytic leukemia (PML), transcript variant 2, mRNA 


NM 033239 


Homo sapiens promyelocytic leukemia (PML), transcript variant 9, mRNA 


NM 033238 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1, mRNA 


NM 033304 


Homo saniens adrenergic alnha-lA- recentor ( ADR A 1 A^ transcript variant 4. 
mRNA 


NM 033303 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1A), transcript variant 2, 
mRNA 


NM_033302 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1 A), transcript variant 3, 
mRNA 


NM 033279 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mRNA 


NM 033278 


Homo sapiens ring finger protein 22 (RNF22), transcript variant beta, mRNA 


NM 000737 


Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 


NM 033295 

X^XYX. \J -*J j—i S <-s 


Homo sapiens caspase 1 , apoptosis-related cysteine protease (interleukin 1 , beta, 
convertase) (CASP1), transcript variant epsilon, mRNA, 


NM 033294 


Homo saniens casnase 1 anontosis-related cvsteine nrotease f interleukin 1 beta 
convertase) (CASP1), transcript variant delta, mRNA 


NM 033293 


Homo saniens casnase 1 anontosis-related cvsteine nrotease f interleukin 1. beta, 
convertase) (CASP1), transcript variant gamma, mRNA 


NM_033292 


Homo sapiens caspase 1 , apoptosis-related cysteine protease (interleukin 1 , beta, 
convertase) (CASP1), transcript variant alpha, mRNA 


NM 001223 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant beta, mRNA 


NM 006771 


Homo sapiens keratin, hair, acidic, 8 (KRTHAS), mRNA 


NM 002280 


Homo sapiens keratin, hair, acidic, 5 (KRTHA5), mRNA 


NM_000526 


Homo sapiens keratin 14 (epidermolysis bullosa simplex, Dowling-Meara, 
Koebner) (KRT14), mRNA 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


NM 000973 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 1, mRNA 


NM 000661 


Homo sapiens ribosomal protein L9 (RPL9), mRNA 


NM 007104 


Homo sapiens ribosomal protein LlOa (RPL10A), mRNA 


NM 033255 


Homo sapiens epithelial stromal interaction 1 (breast) (EPSTI1), mRNA 


NM_021196 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant a, 
mRNA 


NM 032241 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM_030955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 12 (ADAMTS12), mRNA 


NM 030765 | Homo sapiens UDP-GlcNAc :betaGal beta-l,3-N-acetylglucosaminyltransferase 
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4 (B3GNT4), mRNA 


NM 014670 


Homo sapiens basic leucine-zipper protein BZAP45 (BZAP45), mRNA 


NM 013379 


Homo sapiens dipeptidylpeptidase 7 (DPP7), mRNA 


NM 006458 


Homo sapiens ring finger protein 22 (RNF22), transcript variant alpha, mRNA 


NM_006057 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 1, mRNA 


NM_000648 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant B, 
mRNA 


NM_000381 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 1, 
mRNA 


NM_002645 


Homo sapiens phosphoinositide-3 -kinase, class 2, alpha polypeptide (PIK3C2A), 
mRNA 


NM_002608 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 1, mRNA 


NM 001134 


Homo sapiens alpha-fetoprotein (AFP), mRNA 


NM_000680 


Homo sapiens adrenergic, alpha-lA-, receptor (ADRA1A), transcript variant 1, 
mRNA 


NM 023929 


Homo sapiens zinc finger protein RINZF (RINZF), mRNA 


NM 020353 


Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 


NM 018494 


Homo sapiens leucine-rich and death domain containing (LRDD), mRNA 


NM 004998 


Homo sapiens myosin IE (MYOIE), mRNA 


NM_033226 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 12 
(ABCC12), mRNA 


NM_032105 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 2, mRNA 


NM_032104 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 4, mRNA 


NM_032103 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 3, mRNA 


NM_002481 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 1, mRNA 


NM 004689 


Homo sapiens metastasis associated 1 (MTA1), mRNA 


NM 006005 


Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA 


NM_0 15722 


Homo sapiens calcyon; Dl dopamine receptor-interacting protein (CALCYON), 
mRNA 


NM 004184 


Homo sapiens tryptophanyl-tRNA synthetase (WARS), mRNA 


NM_014228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 (SLC6A7), mRNA 


NM 005823 


Homo sapiens mesothelin (MSLN), transcript variant 1, mRNA 


NM 013404 


Homo sapiens mesothelin (MSLN), transcript variant 2, mRNA 


NM 012341 


Homo sapiens G protein-binding protein CRFG (CRFG), mRNA 


NM_002480 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12A 
(PPP1R12A), mRNA 


NM 003868 


Homo sapiens fibroblast growth factor 16 (FGF16), mRNA 


NM 018979 


Homo sapiens protein kinase, lysine deficient 1 (PRKWNK1), mRNA 


NM_022127 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 3 (SLC28A3), mRNA 


NM_005517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17), mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1A, 4 (Eos) (ZNFN1 A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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NM 033199 


Homo sapiens stresscopin-related peptide (SRP), mRNA 


NM_032243 


Homo sapiens thioredoxin domain-containing 2 (spermatozoa) (TXNDC2), 
mRNA 


NM 031433 


Homo sapiens membrane-type frizzled-related protein (MFRP), mRNA 


NM_022466 


Homo sapiens zinc finger protein, subfamily 1A, 5 (Pegasus) (PEGASUS), 
mRNA 


NM_004320 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, fast twitch 1 
(ATP2A1), mRNA 


NM 021047 


Homo sapiens zinc finger protein 253 (ZNF253), mRNA 


NM 020152 


Homo sapiens chromosome 21 open reading frame 7 (C21orf7), mRNA 


NM 017447 


Homo sapiens chromosome 21 open reading frame 91 (C21orf91), mRNA 


NM 016154 


Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA 


NM 016308 


Homo sapiens UMP-CMP kinase (UMP-CMPK), mRNA 


NM 016066 


Homo sapiens glutaredoxin 2 (GLRX2), mRNA 


NM_0 16255 


Homo sapiens family with sequence similarity 8, member Al (FAM8A1), 
mRNA 


NM_014781 


Homo sapiens likely ortholog of mouse coiled coil forming protein 1 
(KIAA0203), mRNA 


NM 014468 


Homo sapiens VENT-like homeobox 2 (VENTX2), mRNA 


NM 013383 


Homo sapiens transcription factor-like 4 (TCFL4), mRNA 


NM 012481 


Homo sapiens zinc finger protein, subfamily 1A, 3 (Aiolos) (ZNFN1A3), mRNA 


NM 012230 


Homo sapiens POM (POM121 rat homolog) and ZP3 fusion (POMZP3), mRNA 


NM 012199 


Homo sapiens eukaryotic translation initiation factor 2C, 1 (EIF2C1), mRNA 


NM 005849 


Homo sapiens immunoglobulin superfamily, member 6 (IGSF6), mRNA 


NM 005414 


Homo sapiens SKI-like (SKIL), mRNA 


NM 004245 


Homo sapiens transglutaminase 5 (TGM5), mRNA 


NM 020831 


Homo sapiens megakaryoblastic leukemia (translocation) 1 (MKL1), mRNA 


NM_015870 


Homo sapiens endogenous retrovirus H Dl leader region/integrase-derived 
ORF1, ORF2, and putative envelope protein (HSU88895), mRNA 


NM_033330 


Homo sapiens scavenger receptor cysteine-rich type 1 protein Ml 60 precursor 
(Ml 60), mRNA 


NM 033326 


Homo sapiens Sox-6 (HSSOX6), mRNA 


NM_0 17829 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 
mRNA 


NM_033256 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14A 
(PPPlR14A),mRNA 


NM 033213 


Homo sapiens hypothetical protein MGC12466 (MGC12466), mRNA 

±_ - / „ L . A i CJ. 


NM_033070 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 
mRNA 


NM 032752 


Homo sapiens hypothetical protein MGC15548 (MGC15548), mRNA 


NM 032686 


Homo sapiens hypothetical protein MGC13008 (MGC13008), mRNA 


NM 032371 


Homo sapiens hypothetical protein MGC15416 (MGC15416), mRNA 


NM 032366 


Homo sapiens hypothetical protein MGC131 14 (MGC13 1 14), mRNA 


NM 032353 


Homo sapiens hypothetical protein MGC10540 (MGC10540), mRNA 


NM 032304 


Homo sapiens hypothetical protein MGC2605 (MGC2605), mRNA 


NM 032259 


Homo sapiens hypothetical protein DKFZp434F054 (DKFZp434F054), mRNA 


NM 032240 


Homo sapiens hypothetical protein FLJ23519 (FLJ23519), mRNA 


NM 032153 


Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 


NM 015064 


Homo sapiens ELKS protein (ELKS), mRNA 


NM_031294 


Homo sapiens hypothetical protein DKFZp586Ml 120 (DKFZP586M1 120), 
mRNA 


NM 025213 


Homo sapiens spectrin, beta, non-erythrocytic 4 (SPTBN4), mRNA 
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NM 025267 


Homo sapiens hypothetical protein MGC2744 (MGC2744), mRNA 


NM 025051 


Homo sapiens hypothetical protein FLJ23022 (FLJ23022), mRNA 


NM 024974 


Homo sapiens hypothetical protein FLJ1 1800 (FLJ1 1800), mRNA 


NM 024934 


Homo sapiens hypothetical protein FLJ22659 (FLJ22659), mRNA 


NM 024805 


Homo sapiens hypothetical protein FLJ21 172 (FLJ21 172), mRNA 


NM 024804 


Homo sapiens hypothetical protein FLJ12606 (FLJ12606), mRNA 


NM 024052 


Homo sapiens hypothetical protein MGC3048 (MGC3048), mRNA 


NM 024042 


Homo sapiens hypothetical protein MGC2601 (MGC2601), mRNA 


NM_020535 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 5 (KIR2DL5), mRNA 


NM_021939 


Homo sapiens hypothetical protein FLJ22041 similar to FK506 binding proteins 
(FLJ22041), mRNA 


NM 020664 


Homo sapiens 2,4-dienoyl CoA reductase 2, peroxisomal (DECR2) 5 mRNA 


NM 018722 


Homo sapiens BWRT protein (HSA404617), mRNA 


NM 020394 


Homo sapiens zinc finger protein SBZF3 (LOC57116), mRNA 


NM 019013 


Homo sapiens hypothetical protein (FLJ10156), mRNA 


NM 018629 


Homo sapiens hypothetical protein PR02533 (PR02533), mRNA 


NM 018568 


Homo sapiens hypothetical protein PRO0943 (PRO0943), mRNA 


NM 018050 


Homo sapiens hypothetical protein FLJ10298 (FLJ10298), mRNA 


NM 018019 


Homo sapiens hypothetical protein FLJ10193 (FLJ10193), mRNA 


NM_0 17609 


Homo sapiens hypothetical protein DKFZp434A1721 (DKFZp434A1721), 
mRNA 


NM 016332 


Homo sapiens selenoprotein X, 1 (SEPX1), mRNA 


NM 016360 


Homo sapiens clone HQ0477 PRO0477p (LOC51204), mRNA 


NM 016002 


Homo sapiens CGI-49 protein (LOC51097), mRNA 


NM 014913 


Homo sapiens KIAA0863 protein (KIAA0863), mRNA 


NM 014700 


Homo sapiens KIAA0665 gene product (KIAA0665), mRNA 


NM 014680 


Homo sapiens KIAA0100 gene product (KIAA0100), mRNA 


NM 012248 


Homo sapiens selenophosphate synthetase 2 (SPS2), mRNA 


NM 007222 


Homo sapiens zinc-fingers and homeoboxes 1 (ZHX1), mRNA 


NM 006555 


Homo sapiens SNARE protein (YKT6), mRNA 


NM 006623 


Homo sapiens phosphoglycerate dehydrogenase (PHGDH), mRNA 


NM 006613 


Homo sapiens GRB2-related adaptor protein (GRAP), mRNA 


NM 006659 


Homo sapiens gamma-tubulin complex protein 2 (GCP2), mRNA 


NM 016441 


Homo sapiens cysteine-rich motor neuron 1 (CRIM1), mRNA 


NM_0 14787 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 6 (DNAJC6), 
mRNA 


NM_004213 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 1 (SLC28A1), mRNA 


NM_003141 


Homo sapiens Sjogren syndrome antigen Al (52kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA1), mRNA 


NM_002607 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcript variant 1, mRNA 


NM_033023 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcript variant 2, mRNA 


NM 005675 


Homo sapiens DiGeorge syndrome critical region gene 6 (DGCR6), mRNA 


NM_0 16083 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 2, 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG_000016 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 
5 


NM 032935 


Homo sapiens metallothionein IV (MTIV), mRNA 
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NM 003695 


Homo sapiens lymphocyte antigen 6 complex, locus D (E48), mRNA 


NM 006787 


Homo sapiens melanoma antigen, family D, 2 (MAGED2), mRNA 


NM 016205 


Homo sapiens platelet derived growth factor C (PDGFC), mRNA 

£_ £. S — 


NM 017913 


Homo sapiens Hsp90-associating relative of Cdc37 (HARC), mRNA 


NM 017701 


Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA 


NM 015366 


Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA 

^ o r v 12. 


NM 012269 


Homo sapiens hyaluronoglucosaminidase 4 (HYAL4), mRNA 


NM 006207 


Homo sapiens platelet-derived growth factor receptor-like (PDGFRL), mRNA 


NM 004986 

J. lili- \J\J V*SKJ\J 


Homo sapiens kinectin 1 (kinesin receptor) (KTN1), mRNA 


NM 001840 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 1, 
mRNA 


NM 014417 


Homo sapiens Bcl-2 binding component 3 (BBC3), mRNA 


NM„033223 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, gamma 3 
(GABRG3), mRNA 


NM 005762 


Homo sapiens tripartite motif-containing 28 (TRIM28), mRNA 


NM 015906 


Homo sapiens tripartite motif-containing 33 (TRIM33), transcript variant alpha, 
mRNA 


NM_033020 


Homo sapiens tripartite motif-containing 33 (TRJM33), transcript variant beta, 
mRNA 


NM 032421 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 2, mRNA 


NM 031416 


Homo sapiens chromosome 18 open reading frame 2 (C18orf2), mRNA 


NM 014412 


Homo sapiens Siah-interacting protein (SIP), mRNA 


NM 016212 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 016552 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mRNA 


NM 015369 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 033284 


Homo sapiens transducin beta-like 1 protein (TBL1Y), mRNA 


NM 031951 


Homo sapiens NYD-SP1 1 protein (NYD-SP1 1), mRNA 


NM 020414 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 24 (DDX24), 
mRNA 


NM 007268 


Homo sapiens Ig superfamily protein (Z39IG), mRNA 


NM 006707 


Homo sapiens butyrophilin-like 3 (BTNL3), mRNA 


NM_002491 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD, 
B12) (NDUFB3), mRNA 


NM 001386 


Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA 


NM_000090 


Homo sapiens collagen, type III, alpha 1 (Ehlers-Danlos syndrome type IV, 
autosomal dominant) (COL3A1), mRNA 


"NTM 033150 


TTnmn <3jmipn<? rollflp'ftn tvne TT altiha 1 frrrirnarv osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcript variant 2, 
mRNA 


NM_001844 


Homo sapiens collagen, type II, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcript variant 1, 
mRNA 


NM 025245 


Homo sapiens pre-B-cell leukemia transcription factor 4 (PBX4), mRNA 


NM 004342 


Homo sapiens caldesmon 1 (CALD1), transcript variant 3, mRNA 


NM 033157 


Homo sapiens caldesmon 1 (CALD1), transcript variant 2, mRNA 


NM 033140 


Homo sapiens caldesmon 1 (CALD1), transcript variant 5, mRNA 


NM 033139 


Homo sapiens caldesmon 1 (CALD1), transcript variant 4, mRNA 


NM 033138 


Homo sapiens caldesmon 1 (CALD1), transcript variant 1, mRNA 


NM 032635 


Homo sapiens seven transmembrane domain protein (NIFIE14), mRNA 


NM 030912 


Homo sapiens ring finger protein 27 (RNF27), mRNA 


NM 019849 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 10 (SLC7A10), mRNA 
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NM 017844 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mRNA 


NM 014242 


Homo sapiens zinc finger protein 237 (ZNF237), mRNA 


NM 001715 


Homo sapiens B lymphoid tyrosine kinase (BLK), mRNA 


NM 033158 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 2, 
mRNA 


NM 033159 

X ^ XYX \J *J X *J 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 2, 
mRNA 


NM 007312 

X i XVX \J\J 1 *J X 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 1, 
mRNA 


NM 006119 

X > XVX V/vU 1 X S 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant B, mRNA 


NM 033165 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant A 5 mRNA 


NM 033164 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant E, mRNA 


NM 033163 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant F, mRNA 


NM 002009 


Homo sapiens fibroblast growth factor 7 (keratinocyte growth factor) (FGF7), 
mRNA 


NM 021907 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 1, mRNA 


NM_033148 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 3, mRNA 


NM 033147 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 2, mRNA 


NM 015902 


Homo sapiens progestin induced protein (DD5) 5 mRNA 


NM 000777 

X ilVX \J \J \J ill 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 5 (CYP3A5), mRNA 


NM 000764 

X > XYX. \J\J\J 1 \J^T 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital -inducible), 
polypeptide 7 (CYP2A7), transcript variant 1, mRNA 


NM 030589 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 
polypeptide 7 (CYP2A7), transcript variant 2, mRNA 


NM_000762 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 
polypeptide 6 (CYP2A6), mRNA 

± -' * £_ i — 


NM 018957 


Homo sapiens SH3 -domain binding protein 1 (SH3BP1), mRNA 


NM 033258 


Homo sapiens G-protein gamma 8 subunit (GNG8), mRNA 


NM 033260 


Homo sapiens winged helix/forkhead transcription factor (HFH1), mRNA 


NM 018476 


Homo sapiens brain expressed, X-linked 1 (BEX1), mRNA 


NM 022154 


Homo sapiens up-regulated by BCG-CWS (LOC641 16), mRNA 


NM 003773 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 1, 
mRNA 


NM 032794 


Homo sapiens NG22 protein (NG22), mRNA 


NM_030768 


Homo sapiens integrin-linked kinase-associated serine/threonine phosphatase 2C 
(ILKAP), mRNA 


NM 025257 


Homo sapiens NG22 protein (NG22), mRNA 


NM 020996 


Homo sapiens fibroblast growth factor 6 (FGF6), mRNA 


NM 016543 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 016134 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 014385 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 013287 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGF1 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGF10), mRNA 


NM_003811 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM 003063 


Homo sapiens sarcolipin (SLN), mRNA 


NM 003768 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA 15), mRNA 


NM 002010 


Homo sapiens fibroblast growth factor 9 (glia-activating factor) (FGF9), mRNA 


NM 033215 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3F 
(PPP1R3F), mRNA 


NM 032741 


Homo sapiens l-acylglycerol-3 -phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransferase, alpha) (AGPAT1), mRNA 


NM 022152 


Homo sapiens PP1201 protein (PP1201), mRNA 


NM 033225 


Homo sapiens CUB and Sushi multiple domains 1 (CSMD1), mRNA 


NM_014505 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 4 (KCNMB4), mRNA 


NM 032559 


Homo sapiens kinesin protein (LOC84643), mRNA 


NM 015394 


Homo sapiens zinc finger protein 10 (KOX 1) (ZNF10), mRNA 


NM_003388 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 1, mRNA 


NM 032736 


Homo sapiens torsin family 1, member B (torsin B) (TOR1B), mRNA 


NM 032689 


Homo sapiens hypothetical protein MGC13071 (MGC13071), mRNA 


NM 032227 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 014506 


Homo sapiens torsin family 1, member B (torsin B) (TOR IB), mRNA 


NM 030900 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 030758 


Homo sapiens oxysterol binding protein 2 (OSBP2), mRNA 


NM 017698 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 018225 


Homo sapiens homolog of C. elegans smu-1 (SMU-1), mRNA 


NM 016285 


Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 


NM 007249 


Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 


NM 006464 


Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA 


NM 006411 


Homo sapiens l-acylglycerol-3 -phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransferase, alpha) (AGPAT1), mRNA 


NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 000285 


Homo sapiens peptidase D (PEPD), mRNA 


NM 001467 


Homo sapiens glucose-6-phosphatase, transport (glucose-6-phosphate) protein 1 
(G6PT1), mRNA 


NM 033198 


Homo sapiens phosphatidylinositol glycan, class S (PIGS), mRNA 


NM_002920 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 
(RFX4), mRNA 


NM 018944 


Homo sapiens chromosome 21 open reading frame 45 (C21orf45), mRNA 


NM 033214 


Homo sapiens glycerol kinase pseudogene 2 (GKP2), mRNA 


NM 033089 


Homo sapiens hypothetical protein FLJ221 15 (FLJ221 15), mRNA 


NM 016015 


Homo sapiens leucine carboxyl methyltransf erase (LCMT), mRNA 


NM 033209 


Homo sapiens Thy-1 co-transcribed (LOC94105), mRNA 


NM 033093 


Homo saniens trinartite motif-containiner 5 (TRIM5) transcrint variant delta 

AXV/A11V/ Ul*L/J.vilU l/i, J.UU1 Ulv JLA-LV^ 111 VV/lltfcillllllg »/ \ A Ti.^ / 5 VJ. U-lltJ \SX X V V t+1 1. til 1 L- V1V1 LUr* 

mRNA 


NM 033092 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant gamma, 
mRNA 


NM 033091 

JL > J.YJL \JmJ *J\J*/ X 


Homo saniens trinartite morif-containino' 4 rTRTM/4) transcrint variant beta 
mRNA 


NM 01^017 


Homo saniens trinartite motif-ccmtairiirifF 4 f TR TTVT4^ transcrint variant altVha 
mRNA 


NMJB3034 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant alpha, 
mRNA 


NM_015318 


Homo sapiens Rho-specific guanine nucleotide exchange factor pi 14 (PI 14- 
RHO-GEF), mRNA 


NM 007204 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 20, 103kD 
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(DDX20), niRNA 


NM 032864 


Homo sapiens hypothetical protein FLJ14936 (FLJ14936), mRNA 


NM 032639 


Homo sapiens phosphoinositol 4-phosphate adaptor protein-2 (FAPP2), mRNA 


NMJ332583 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCCll),mRNA 


NM 032284 


Homo sapiens hypothetical protein FLJ14936 (FLJ14936), mRNA 


NM 032182 


Homo sapiens hypothetical protein FLJ13614 (FIJI 3614), mRNA 


NM 021727 


Homo sapiens fatty acid desaturase 3 (FADS3), mRNA 


NM 022726 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-like 4 (ELOVL4), mRNA 


NM 015162 


Homo sapiens lipidosin (BG1), mRNA 


NM 021176 


Homo saniens islet-snecific fflucose-6-t)hosr>hatase catalvtic subunit-related 
protein (IGRP), mRNA 


NM_0 19094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 
flNnJDT4} mRNA 


NM 019091 

-L 1 J.VJL \J ±. ^ \J *r X 


Homo saniens nleckstrin homoloev domain -containing familv A 

JL JL\^J XxXKJ O \X VJ Xvi-lu Ul v wlYO 11 111 IlvlllUl'u'U Y \^V/111U111 Vv/li LCiAAXXJLXg^ JLW11JU1 ¥ J- X 

(phosphoinositide binding specific) member 3 (PLEKHA3), mRNA 


NM 018293 


Homo sapiens hypothetical protein FLJ10997 (FLJ10997), mRNA 


NM 015994 


Homo sapiens ATPase, H+ transporting lysosomal (vacuolar proton pump), 
member M (ATP6M), mRNA 


NM 015952 


Homo sapiens PTD013 protein (PTD013), mRNA 


NM 015899 


Homo sapiens putative glycolipid transfer protein (LOC51054), mRNA 


NM 016309 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 013345 


Homo sapiens G protein-coupled receptor (G2A), mRNA 


NM 012228 


Homo sapiens pilin-like transcription factor (PILB), mRNA 


NM 006886 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
epsilon subunit (ATP5E), mRNA 


NM 002200 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 1, mRNA 


NM 032643 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 2, mRNA 


NM 004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 


NM 033143 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 2, mRNA 


NM 020638 


Homo sapiens fibroblast growth factor 23 (FGF23), mRNA 


NMJ)00800 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 1, 
mRNA 


NM 033137 


Homo ^aniens fibroblast Prowfh factor 1 facidic^ ^FGF1^ trariscrint variant *\ 
mRNA 


NM 032102 


Homo saniens Snlicine factor, areinine/serine-rich 46kD TSRP46\ mRNA 


NM_033136 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 2, 
mRNA 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 


NM 033130 


Homo sapiens sialic acid binding Ig-lilce lectin 10 (SIGLEC10), mRNA 


NM 020665 


Homo sapiens kidney-specific membrane protein (NX- 17), mRNA 


NM 033180 


Homo saniens olfactorv recentor. familv 5 1 subfamilv B member 2 ( OR5 1B2 /■ 
mRNA 


NM_033179 


Homo sapiens olfactory receptor, family 51, subfamily B, member 4 (OR5 1B4), 
mRNA 


NM 033178 


Homo sapiens double homeobox, 4 (DUX4), mRNA 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type II (PDI2), mRNA 


NM 015894 


Homo sapiens stathmm-like 3 (STMN3), mRNA 
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NM_032491 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 
(RFX4), mRNA 


NM 024551 


Homo sapiens hypothetical protein FLJ21432 (FLJ21432), mRNA 


NM 021830 


Homo sapiens chromosome 10 open reading frame 2 (C10orf2) 5 mRNA 


NM 017972 


Homo sapiens hypothetical protein FLJ20689 (FLJ20689), mRNA 


NM 020398 


Homo sapiens serine protease inhibitor-like, with Kunitz and WAP domains 1 
(eppin) (SPINLW1), mRNA 


NM 020637 


Homo sapiens fibroblast growth factor 22 (FGF22), mRNA 


NM 019113 


Homo sapiens fibroblast growth factor 21 (FGF21), mRNA 


NM 017926 


Homo sapiens hypothetical protein FLJ20689 (FLJ20689), mRNA 


NM 016444 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


NM 015966 


Homo sapiens serologically defined breast cancer antigen 84 (SDBCAG84), 
mRNA 


NM 015919 


Homo saniens zinc fineer nrotein 226 (ZNF226^ mRJSTA 


NM 015474 


Homo sapiens SAM domain and HD domain, 1 (SAMHD1), mRNA 


NM 007096 


Homo ^anien^ elatbrin hpht riolvnpTvHflp CI na^ CC^J TA^ trari^rvrint variant hrain- 

l3CI|J1v_-110 I/ICIUI.11 111, llt^llt U U 1 j U V U v \ IjvCI 1 1 X Sx. J , UuliOVJLXUl. Y CIA IdllL Ui Cllll 

specific, mRNA 


NM 002007 


Homo saniens fibroblast growth factor 4 (henarin secretorv transforming nrotein 
1, Kaposi sarcoma oncogene) (FGF4), mRNA 


NM_001833 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant 
nonbrain, mRNA 


NM 022143 


Homo sapiens NAG 14 protein (NAG 14), mRNA 


NM 005292 


Homo sapiens G protein-coupled receptor 18 (GPR18), mRNA 


NM 001371 


Homo sapiens dynein, axonemal, heavy polypeptide 8 (DNAH8), mRNA 


NM 012276 


Homo saniens leukoevte immunoelobulin-like recentor subfamilv A f without 

AAV/AAIV UUUAVAAU X X*' WAVV/ V > V W lAllAlll«ill\y V/ Lf U11A1 1AAVV X WV Vp l/V_'i * U U-U/X WA A AA A ) JL X I TV Xl/AJLV/ tit 

TM domain), member 4 (ILT7), mRNA 


NM 012092 


Homo sapiens inducible T-cell co-stimulator (ICOS), mRNA 


NM 032447 


Homo sapiens fibrillin3 (KIAA1776), mRNA 


NM 024017 


Homo sapiens homeo box B9 (HOXB9), mRNA 


NM 019558 


Homo sapiens homeo box D8 (HOXD8), mRNA 


NM 032379 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant b, mRNA 


NM 024690 


Homo sapiens mucin 16 (MUC16), mRNA 


NM_018558 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, theta (GABRQ), 
mRNA 


NMJ) 14452 


Homo sapiens tumor necrosis factor receptor superfamily, member 21 
(TNFRSF21) mRNA 


NM 006242 


Homo sapiens protein phosphatase 1, regulatory subunit 3D (PPP1R3D), mRNA 


NM 006545 


Homo saniens homolocron^ to vpast nitrogen nprmpfl<?p fpanHiHatp tiimor 
sunnressor) (NPR21V) mRNA 


NM 005398 


Homo saniens nrotein nhosnhatase 1 reeulatorv f inhibitor^ subunit 3d 

urn, n» \/iAXV L-J v^l-/ AVXXU l^X V/ tVXXX L/AXV kJL/AALl- ttVU w X. 1 V^tiAi*lV/X Y t I1XXXX L/X LV/X J uLXLf tillit V_> 

(PPP1R3C), mRNA 


NMJ306645 


Homo sapiens serologically defined colon cancer antigen 28 (SDCCAG28), 
mRNA 


NM 032800 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 004265 


Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 


NM 013402 


Homo sapiens fatty acid desaturase 1 (FADS1), mRNA 


NM 031428 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 025243 


Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 


NM 024411 


Homo sapiens prodynorphin (PDYN), mRNA 


NM_007368 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 3 
(±hs(l,3,4,5)P4-binding protein) (GAP1IP4BP), mRNA 


NM 003912 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 
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NM 015984 


Homo sapiens ubiquitin C-terminal hydrolase UCH37 (UCH37), mRNA 


NM 016109 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mRNA 


NM 016156 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 


NM 006667 


Homo saniens nroeesterone recentor membrane comnonent 1 fPGRMCl\ 
mRNA 


NM 006312 

X >XYX VV/VJ^' ii^ 


Homo saniens nuclear recentor co-renressor 2 (TSFCOR2\ iriRNA 


NM_006320 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 
mRNA 


NM 000441 


Homo sapiens solute carrier family 26, member 4 (SLC26A4), mRNA 


NM_032995 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 2, mRNA 


NM_015320 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcrint variant 1 mRNA 

LX ClllOVl J. l_/ 1/ V CIX lUXlt X ^ XXXXVX 1 _£ X 


NM 014448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16), mRNA 


NM 005435 

JL > XYX W^^w'w' 


TTomo sarvi en q RVio cnianine nucleotide exchange factor fGFF^ 5 ( ARHGEFS^ 
mRNA 


NM 004723 


Homo saniens rho/rac guanine nucleotide exchange factor fGEF^i 2 f ARHGFF2^ 

JL JL V/ X X X V/ OCIUI VllO X J.1V/ X Llw gUCllllllV llWvlvU LA ViV VWXVXAM'XXgV XUvLvi I V_J X— /X J *—t IX XX VX X VJ XJX J—t J j 

mRNA 


NM_004706 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 (ARHGEF1), 
mRNA 


NM 001031 


Homo sapiens ribosomal protein S28 (RPS28), mRNA 


NM 001030 


Homo sapiens ribosomal protein S27 (metallopanstimulin 1) (RPS27), mRNA 


NM 001029 


Homo sapiens ribosomal protein S26 (RPS26), mRNA 


NM 002913 


Homo sapiens replication factor C (activator 1) 1 (145kD) (RFC1), mRNA 


NM 005685 


Homo saniens GTF2Treneat domain-containint? 1 ( GTF2TRT3 1 i transcrint 

XlVlllW OUUlvllO >J XX X~*JL 1 VL/VCiU VJ.V/111U111 VU11 lUllllllg X \ V_J XX ^IIVL/ X I, UUlluVllUt 

variant 2, mRNA 


NM 005117 


Homo sapiens fibroblast growth factor 19 (FGF19), mRNA 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKC1), mRNA 


NM_005765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
membrane sector associated protein M8-9 (APT6M8-9), mRNA 


NM 001848 


Homo sapiens collagen, type VI, alpha 1 (COL6A1), mRNA 


NM 004932 


Homo sapiens cadherin 6, type 2, K-cadherin (fetal kidney) (CDH6), mRNA 


NM_005673 


Homo sapiens solute carrier family 25 (mitochondrial carrier; Graves disease 
autoantiffehi member 16 fSLC25A16^ nuclear eene encoding mitochondrial 

CiLilVv»XX IXfaVXX f g XXXVXXXUVX XV/ 1 kJXJV^^^/X XXV//j liWVXvUX VXlw V/ VtXXXgj XXXI IVVXXVXXVXL xux 

protein, mRNA 


NM 032943 

X l XYX Vr \ -J 


Homo saniens svnantotaemin-like 2 ( S YTL2^ transcriDt variant a mRNA 

X XVJXXXV/ L/tiL/XVXXLJ Js XXLVk/ tW LlXfiXXXXXX XXXVv ' k-J X X J — ! J <y IXliXXV^VJ, X|/t V ttX XLVXXL 2 


NM 006932 


Homo saniens smoothelin fSMTNi mRNA 

J.X.V/XXXV/ ULiL/XVXXkJ uxxxw txxvxxxx 1 UX>X X J, 1 / * XXXXVL IX X 


NM 000411 


Homo saniens holocarboxvlase svnthetase rbiotin-rnroDrionvl-Coenzvme A- 

XXVXXXV/ k?M» VJ XVXXU 1XV/XUVUX UVA J XtiUV \D j XX UXv IrUlJV \ uxvtxxx I p ■■ V L/X XV/XX ¥ X VVVXXXj Y XXXV/ X X 

carboxylase (ATP-hydrolysing)] ligase) (HLCS), mRNA 


NMJB0777 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 10 
(SLC2A10),mRNA 


NM 022897 


Homo sapiens RAN binding protein 17 CRANBP17), mRNA 


NM 015339 


Homo sapiens activity-dependent neuroprotector (ADNP), mRNA 


NM 015024 


Homo sapiens RAN binding protein 16 (RANBP16), mRNA 


NM 022046 


Homo saniens kallikrein 14 fFCOC 1 4^ mRNA 

x x wxxxw otxj^yi viiu ivuiiiiu, v/ij.1 x r ^ivx/ivnyj iiilvl ii v 


NM 020041 

X^tXYX \J Z-f V/ X 


Homo saniens solute carrier familv 2 f facilitated elucose Iran snorter^ member 9 

llvlllv UUL/1VJ.AU X i-V 1/ w wuinvi 1U.1J.111 V X* \ luvlll LU UVVi- ^ ^ 11 CUlOUUl I>V1 F, 111V1111/V1 

(SLC2A9), mRNA 


NM 019851 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NM_0 19555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), 
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mRNA 


NM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mRNA 


NM 006568 


Homo sapiens cell growth regulatory with ring finger domain (CGR19), mRNA 


NM 004841 


Homo sapiens RAS protein activator like 2 (RASAL2), mRNA 


NM 004115 


Homo sapiens fibroblast growth factor 14 (FGF14), mRNA 


NM 003244 


Homo sapiens TGFB-induced factor (TALE family homeobox) (TGIF), mRNA 


NM_007285 


Homo sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), 
mRNA 


NM 006047 


Homo sapiens RNA binding motif protein 12 (RBM12), mRNA 


NM 032588 


Homo sapiens ring finger protein 28 (RNF28), mRNA 


NM 030766 


Homo sapiens apoptosis regulator BCL-G (BCLG), mRNA 


NM_022788 


Homo sapiens Purinergic receptor P2Y, G protein-coupled, 12 (P2RY12), 
mRNA 


NM 015641 


Homo sapiens testis derived transcript (3 LEVI domains) (TES), mRNA 


NM 018144 


Homo sapiens Sec61 alpha form 2 (FLJ10578), mRNA 


NM 032015 


Homo sapiens ring finger protein 26 (RNF26), mRNA 


NM_014713 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 
(LAPTM4A), mRNA 


NM 020415 


Homo sapiens found in inflammatory zone 3 (FIZZ3), mRNA 


NM 020358 


Homo sapiens ring finger protein 18 (RNF1S), mRNA 


NM 005882 


Homo sapiens macrophage erythroblast attacher (MAE A), mRNA 


NM_0 16523 


Homo sapiens killer cell lectin-like receptor subfamily F, member 1 (KLRF1), 
mRNA 


NM 014141 


Homo sapiens contactin associated protein-like 2 (CNTNAP2), mRNA | 


NM 006862 


Homo sapiens tudor and KH domain-containing protein (TDRKH), mRNA 


NM 006779 


Homo sapiens Cdc42 effector protein 2 (CEP2), mRNA 


NM 006292 


Homo sapiens tumor susceptibility gene 101 (TSG101), mRNA 


NM 006449 


Homo sapiens Cdc42 effector protein 3 (CEP3), mRNA 


NM_002558 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 1 (P2RX1), 
mRNA 


NM 006712 


Homo sapiens FAST kinase (FASTK), transcript variant 1, mRNA 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 


NM 025096 


Homo sapiens FAST kinase (FASTK), transcript variant 3, mRNA 


NM 003852 


Homo sapiens transcriptional intermediary factor 1 (TIF1), mRNA 


NM 003770 


Homo sapiens keratin, hair, acidic, 7 (KRTHA7), mRNA 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 


NM_004068 


Homo sapiens adaptor-related protein complex 2, mu 1 subunit (AP2M1), 
mRNA 


NM_006803 


Homo sapiens adaptor-related protein complex 3, mu 2 subunit (AP3M2), 
mRNA 


NM_005498 


Homo sapiens adaptor-related protein complex 1, mu 2 subunit (AP1M2), 
mRNA 


NM 032981 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant zeta, mRNA 


NM 032980 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant epsilon, mRNA 


NM 032979 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant gamma, mRNA 


NM 032978 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant beta, mRNA 


NM 032975 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant alpha, mRNA 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3, mRNA 


NM 001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM_001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN1, mRNA 


NM 001026 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 2, mRNA 


NM_033022 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 1, mRNA 
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NM 024416 


TTnmn cjanipn^ o^fpncrlvpin fpidtppiindiiptivp ffitrffnr rtiirnppan^ ^Of^r'Nn tran c print 

X.AVJXXAU OCXLXXl/IXO VJCUK'KJgLy V-/11X I^IJo IV^VJJLXXIJ.lXVx LI V ^ JLaVLUlj J.XXIlIIC^aJ.I^ yKjyjl^iJ} LKUIO^XXJJL 

variant 2 mRNA 

VCLXXCXXXL ■^-'j XXXJLVX T XV 


NM 033014 

x > xvx v/«j w » v/ j. — r 


TTomn sariipns o^tpocrlvpin fn^itpninfliiptivp fap.lTvr miniprfln^ f OfrTsTi tranQprirvt" 

AJA-/XXX\-f OCtLyXl/XAa VXOL^W^XJ'V^liX ^VJo Lt/UXXXvlLIA^ LX V ^ XCtVlAJX, IXlxxxxV^C'CXxx / ^\w/vJJ_^y, LX dXiol/I IJJ L 

variant 1 5 mRNA 


NM 014057 

x i j. Yx \x x r \x *j i 


Homo sarviens osteoplvp/in fn<5tprvindnp/Hve factor mimpnani fOr-TNTi tranQprirvt" 

JLJLVJXXHx OCLLx±V_<±lo WO L\~>\Jfeiy VxXXX ^UiD IvUXllliUv H V U lavlUl, XXXXXXlV_/V-'CilX } 1 V_/vJXl J, LI dlloL/l 1JJ L 

variant 3 5 mRNA 


NM 016152 


Homo s aniens retinoic acid recentor beta (RARB^ transcrint variant 2 mRNA 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1, mRNA 


NM 032977 


TTomo sanipns pa^na^p 10 anonto^i^-rplatprl pv^tpinp nrotpa^p ff^AS\R10^ 
transcript variant D, mRNA 


NM 032976 

1 11V1 \x~/x^_x 1 \J 


TTomo ^anipnQ pacstia^ip 10 ariontoQiQ-rplatpH pv<?tpinp rvrntpaQP ff^AS»P10^ 

XXUlilU OtxXJXVXXO V-/CLl3 LXCLD^ i Vj CX LxVxJx L WO J. OA IV^kX \s J O Lt/XXXt/ LxA \J LGtXOti I VxxYOr X 

transcript variant C, mRNA 


NM 032974 

J. > X.YX \J *J J-i 1 ~ 


TTomo <?ar>ipn<i pa«2r>a<3P 10 anontoQiQ-rplatpH PVQfpinp nrnfpncp /T^A^PIO^ 

transcript variant B, mRNA 


NM 001^30 


TTomo <5anipnQ pa^nacjp 10 anontoQiQ-rplafpH pvcitpinp nrnfpaQP f f" 1 A 1 0"ii 

AAvJXXAW OCXLJA^/XAo V^CXO LJcxow AV, <xLJVJ LJ LUolS 1 C-ACILC^VJ. \^ y o LC-XXIC? LJI \J LCCiOC' ^V^iiul Av/I, 

transcript variant A, mRNA 


NM 032992 


Homo saniens casnase 6 anontosis-related cvsteine nrotease fC!ASiP6i tran sprint 
variant beta, mRNA 


NM 001226 


Homo saniens casnase 6 anontosis-related cvsteine nrotease rPASP6^ transcrint 
variant alpha, mRNA 


NM 033133 


Homo saniens 2' 3'-cvclic nucleotide 3' nhosnhodi esterase fOTSTP^ mRNA 


NM 033125 


Homo saniens organic cation transnorter OK^B1 TOTCT51^ ml^NA 

llVlliU O d-J^X IVXlu v/1 gUlllV W IX LX VX-LX LX <X A 1 k_" ^X V7 X L-V>X VXXVU X y VX XVXX JL y, XAXLNJ.1IXJL 


NM 020349 


Homo saniens ankvrin reneat domain 2 ^stretch resnonsive miiscle^ ( ANTC 1RT^2^ 
mRNA 


NM 000540 


Homo sapiens ryanodine receptor 1 (skeletal) (RYR1), mRNA 


NM 016930 


Homo sapiens syntaxin 18 (STX18), mRNA 


NM 014808 


Homo sapiens KIAA0793 gene product (KLAA0793), mRNA 


NM 005428 


Homo sapiens vav 1 oncogene (VAV1), mRNA 


NM 005747 


Homo sapiens elastase 3A, pancreatic (protease E) (ELA3A), mRNA 


NM_000922 


Homo sapiens phosphodiesterase 3B 5 cGMP-inhibited (PDE3B), mRNA 


NM 033069 


Homo saniens ADG-90 nrotein ( ADG-90^) mRNA 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM_0 15001 


Homo sapiens SMART/HD AC 1 associated repressor protein (SliARP), mRNA 


X N XYX \J_7^/J7 0*T 


±±uxxiw octpiciic) L/dopctoc z,, d.poptuoio~xci£iLcu. oyoLcuic proLCdoC ^ncuidi prccurbor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4, 
mRNA 


NM 032983 

X 1 X VX UJL/OJ 


x.x^jxxnj odjjxciic) L/dopctoc jL^ ctpupLvjoi£>~iciciLcti L/yoLciiic piULCdbc i iicui d.i prcoursox 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 
mRNA 


NM_032982 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 

cell exnressed dpvplnnmpntallv down-rpcnilntpH 0\ (C^ AS1P9^ trsincprint \m-ri n-nt 1 

^-^-J^xx vOOLyUj Ub V V/XWLJXXX&XXLu.XXj' UUW11 X V_-g,LXlCXL^d ^ / y^x^XrVO JL Z*j , LI txlloUI 1 Ix L VdllCtXlL 1, 

mRNA 


NM_032957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 

fTNFRSF6B^ tranQprint variant 1 mRNA 


NM_032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 

rTNFRSF6R^ 1ran«;print variant A/TfiRC 1 mRNA 


NM_001224 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NM_015647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
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(TNFSF11), transcript variant 2, mRNA 


NM 003701 


Homo saniens tumor necrosis factor (lieancD suDerfamilv member 1 1 
(TNFSF11), transcript variant 1, mRNA 


NM 005409 


Homo saniens small inducible cvtolcine subfamilv B fCvs-X-Cvs^ member 1 1 

JLJLKJXJLX.KJ OUUl VllU OXXXtVXX IIAVivlVXl/IV V Y tV/AvlilV u til/ XUJL1U1 Y 1 * I W YO -c X, V^*" Y U J ^ aAAVAAAU wi J- X 

(SCYBU), mRNA 


NM_005035 


Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (POLRMT), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_006980 


Homo sapiens transcription termination factor, mitochondrial (MTERF), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001305 


Homo sapiens claudin 4 (CLDN4), mRNA 


NM 032996 


Homo saniens casnase 9 an onto sis -related cvsteine nro tease ( GASP 9^ trans crint 
variant beta, mRNA 


NM 001229 


Homo saniens casnase 9 anontosis-related cvsteine nrotease ( CASP9^ transcrint 
variant alpha, mRNA 


NM 004346 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant alpha, mRNA 


NM_032991 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant beta, mRNA 


NM_033057 


Homo sapiens olfactory receptor, family 2, subfamily B, member 2 (OR2B2), 
mRNA 


NM 033051 


Homo sapiens thymic stromal co-transporter (TSCOT), mRNA 


NM 033048 


Homo sapiens CPX chromosome region, candidate 1 (CPXCR1), mRNA 


NM 033007 

111 VJL V/J JUU / 


Homo saniens death effector filament-formino: Ced-4-like anontosis nrotein 

X.XVSXXXV JUplvlJlJ VJ.VttLl.1 VXXVV l*V/X XXXUXXXvXXl IWXXXXXXXg >■ — X-/ r XllVV UUV/piVUlU UX VtVXIX 

(DEFCAP), transcript variant E, mRNA 


NM 033006 


Homo saniens death effector filament- formine: Ced-4-like anontosis nrotein 

AXVXXXV/ LjLiL/XVXXtJ N^wU tlX WXXwW LV/X XXXUXXXVXXt 1V/X XXXXXXW x>VVX T XXXVv i«L/ V/ L/ tV/UXU pX v/tVXXX 

(DEFCAP), transcript variant D, mRNA 


NM 033005 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant C, mRNA 


NM 033004 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant A, mRNA 


NM J) 14922 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant B, mRNA 


NM 000088 


Homo sapiens collagen, type I, alpha 1 (COL1A1), mRNA 


NM 019105 


Homo sapiens tenascin XB (TNXB), transcript variant XB, mRNA 


NM 033036 


Homo sapiens beta-galactose-3-O-sulfotransferase 3 (GAL3ST2), mRNA 


xNM 033029 


Homo sapiens leishmanolysin-like (metallopeptidase M8 family) (LMLN), 
mRNA 


NM 033028 


Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA 


NM 021807 


Homo sapiens secretory protein SEC8 (SEC8), mRNA 


NM 020137 


Homo sapiens GREP-associated protein 1 (GRASP 1), mRNA 


NMJH5133 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 3 
(MAPK8IP3), mRNA 


NM 014006 


Homo sapiens PI-3-kinase-r elated kinase SMG-1 (SMG1), mRNA 


NM 021914 


Homo sapiens cofilin 2 (muscle) (CFL2), mRNA 


NM 032520 


Homo sapiens hypothetical protein CAB56184 (CAB56184), mRNA 


NM 032923 


Homo sapiens hypothetical protein MGC 16025 (MGC 16025), mRNA 


NM 032917 


Homo sapiens hypothetical protein MGC2848 (MGC2848), mRNA 


NM 032868 


Homo sapiens hypothetical protein FLJ14981 (FLJ14981), mRNA 


NM 032862 


Homo sapiens hypothetical protein FLJ14926 (FLJ14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FLJ14529 (FLJ14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC15631 (MGC 15 631), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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NM 032668 


Homo sapiens hypothetical protein MGC4771 (MGC4771), mRNA 


NM_032503 


Homo sapiens G protein-coupled receptor sit (SLT) 5 mRNA 


NM 032377 


Homo sapiens hypothetical protein MGC4549 (MGC4549), mRNA 


NM 032326 


Homo sapiens hypothetical protein MGC4618 (MGC4618), mRNA 


NM 032306 


Homo sapiens hypothetical protein MGC 10974 (MGC 10974), mRNA 


NM 032281 


Homo sapiens hypothetical protein DKFZp547J036 (DKFZp547J036), mRNA 


NMJH5650 


Homo sapiens microtubule-interacting protein that associates with TRAF3 (MDP- 
T3), mRNA 


NM 031487 


Homo sapiens hypothetical protein MGC4604 (MGC4604), mRNA 


NM 031470 


Homo sapiens junctional adhesion molecule 3 (JAM3), mRNA 


NM 031304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 


NM 031213 


Homo sapiens hypothetical protein MGC: 5244, (MGC:5244), mRNA 


NM 031208 


Homo sapiens hypothetical protein DKFZp566J2046 (DKFZP5 66 J2046) , mRNA 


NM 030924 


Homo sapiens hypothetical protein PRTD-NY3 (PRTD-NY3), mRNA 


NM 030824 


Homo sapiens hypothetical protein FLJ14356 (FLJ14356), mRNA 


NM__030631 


Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), 
member 2 1 (SLC25A2 1 ), mRNA 


NM 024571 


Homo sapiens hypothetical protein FLJ22940 (FLJ22940), mRNA 


NM 025015 


Homo sapiens KIAA0417 gene product (KIAA0417), mRNA 


NM 024103 


Homo sapiens hypothetical protein MGC26 15 (MGC2615), mRNA 


NM 030578 


Homo sapiens hypothetical protein MGC4093 (MGC4093), mRNA 


NM 014015 


Homo sapiens MYLE protein (MYLE), mRNA 


NM 025094 


Homo sapiens hypothetical protein FLJ22184 (FLJ22184), mRNA 


NM 025078 


Homo sapiens hypothetical protein FLJ22378 (FLJ22378), mRNA 


NM 025061 


Homo sapiens hypothetical protein FLJ23420 (FLJ23420), mRNA 


NM 024967 


Homo sapiens hypothetical protein FLJ1 1637 (FLJ1 1637), mRNA 


NM 024898 


Homo sapiens hypothetical protein FLJ22757 (FLJ22757), mRNA 


NM 024877 


Homo sapiens hypothetical protein FLJ13265 (FLJ13265), mRNA 


NM 024726 


Homo sapiens hypothetical protein FLJ22527 (FLJ22527), mRNA 


NM 024719 


Homo sapiens hypothetical protein FLJ22474 (FLJ22474), mRNA 


NM 024600 


Homo sapiens hypothetical protein FLJ20898 (FLJ20898), mRNA 


NM 024508 


Homo sapiens hypothetical protein MGC 10796 (MGC 10796), mRNA 


NM 024341 


Homo sapiens hypothetical protein MGC4054 (MGC4054), mRNA 


NM 024064 


Homo sapiens hypothetical protein MGC5363 (MGC5363), mRNA 


NM 024029 


Homo sapiens hypothetical protein MGC3262 (MGC3262), mRNA 


NM 023078 


Homo sapiens hypothetical protein FLJ13852 (FLJ13852), mRNA 


NM 023076 


Homo sapiens hypothetical protein FLJ23360 (FLJ23360), mRNA 


NM 022842 


Homo sapiens hypothetical protein FLJ22969 (FLJ22969), mRNA 


NM 022737 


Homo sapiens hypothetical protein FLJ13055 (FLJ13055), mRNA 


NM_022459 


Homo sapiens hypothetical protein FLJ13046 similar to exportin 4; KIAA1721 
pr (FLJ1 3046), mRNA 


NM_022437 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 8 (sterolin 
2) (ABCG8), mRNA 


NM 022135 


Homo sapiens popeye protein 2 (POP2), mRNA 


NMJ322066 


Homo sapiens likely ortholog of mouse ubiqui tin-conjugating enzyme E2-230K 
(E2-230K), mRNA 


NM 015480 


Homo sapiens nectin 3 (DKFZP566B0846), mRNA 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIP 10), mRNA 


NM 003589 


Homo sapiens cullin 4A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13 -like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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NM 020224 


Homo sapiens hypothetical protein DKFZp5470146 (DKFZp5470146), mRNA 


NM 019064 


Homo sapiens hypothetical protein (FLJ10832), mRNA 


NM 019012 


Homo sapiens phosphoinositol 3 -phosphate-binding protein-2 (PEPP2), mRNA 


NM 018635 


Homo sapiens hypothetical protein PRO2900 (PRO2900), mRNA 


NM_0 18687 


Homo sapiens hepatocellular carcinoma-associated gene TD26 (LOC55908), 
mRNA 


NM_0 18441 


Homo sapiens peroxisomal trans 2-enoyl CoA reductase; putative short chain 
alcohol dehydrogenase (HSA250303), mRNA 


NM 018645 


Homo sapiens hypothetical protein HES6 (HES6), mRNA 


NM 017967 


Homo sapiens hypothetical protein FLJ20850 (FLJ20850), mRNA 


NM 017914 


Homo sapiens hypothetical protein FLJ20640 (FLJ20640), mRNA 


NM 017905 


Homo sapiens hypothetical protein FLJ20623 (FLJ20623), mRNA 


NM 017722 


Homo sapiens hypothetical protein FLJ20244 (FLJ20244), mRNA 


NM 017668 


Homo sapiens LIS 1 -interacting protein NUDE1, rat homolog (NTJDE1), mRNA 


NM 017616 


Homo sapiens hypothetical protein FLJ20004 (FLJ20004), mRNA 


NM 018185 


Homo sapiens hypothetical protein FLJ10704 (FLJ10704), mRNA 


NM 018074 


Homo sapiens hypothetical protein FLJ10374 (FLJ10374), mRNA 


NM 018057 


Homo sapiens homolog of rat orphan transporter v7-3 (NTT73), mRNA 


NM 018049 


Homo sapiens hypothetical protein FLJ10297 (FLJ1 0297),- mRNA 


NM 018028 


Homo sapiens hypothetical protein FLJ1021 1 (FLJ1021 1), mRNA 


NM 018000 


Homo sapiens hypothetical protein FLJ101 16 (FLJ101 16), mRNA 


NM 016510 


Homo sapiens putative selenocysteine lyase (SCLY), mRNA 


NM_0 16434 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 2, mRNA 


NM 016289 


Homo sapiens M025 protein (LOC51719), mRNA 


NM_0 16264 


Homo sapiens GIOT-2 for gonadotropin inducible transcription repressor-2 
(GIOT-2), mRNA 


NM_016149 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY) 
mRNA 


NM_015897 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 
mRNA 


NM 016581 


Homo sapiens ECSIT (LOC51295), mRNA 


NM 016479 


Homo sapiens hypothetical protein (LOC51246), mRNA 


NM 016474 


Homo sapiens hypothetical protein (LOC51244), mRNA 


NM 016094 


Homo sapiens HSPC042 protein (LOC51 122), mRNA 


NM 015942 


Homo sapiens CGI-12 protein (LOC51001), mRNA 


NM 016475 


Homo sapiens hypothetical protein (HSPC213), mRNA 


NM 016457 


Homo sapiens protein kinase D2 (PKD2), mRNA 


NM 016111 


Homo sapiens KIAA0683 gene product (KIAA0683), mRNA 


NM 014049 


Homo sapiens NPD002 protein (NPD002), mRNA 


NM 014963 


Homo sapiens KIAA0963 protein (KIAA0963), mRNA 


NM 015571 


Homo sapiens SUMO- 1 -specific protease (SUSP1), mRNA 


NM 014789 


Homo sapiens KIAA0628 gene product (KIAA0628), mRNA 


NM 014714 


Homo sapiens KIAA0590 gene product (KIAA0590), mRNA 


NM 014758 


Homo sapiens KIAA0254 gene product (KIAA0254), mRNA 


NM 014065 


Homo sapiens HT001 protein (HT001), mRNA 


NM 014170 


Homo sapiens HSPC135 protein (HSPC135), mRNA 


NM_0 15462 


Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 


NM 015642 


Homo sapiens zinc finger protein 288 (ZNF288), mRNA 


NM 015493 


Homo sapiens DKFZP434N161 protein (DKFZP434N161), mRNA 


NM 014446 


Homo sapiens muscle-specific beta 1 integrin binding protein (MTRP), mRNA 


NM 013314 


Homo sapiens B-cell linker (BLNEC), mRNA 
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NM 007086 


Homo sapiens AND-1 protein (AND-1), mRNA 


NM 006701 


Homo sapiens similar to S. pombe diml+ (DIM1), mRNA 


NM 006300 


Homo sapiens zinc finger protein 230 (ZNF230), mRNA 


NM 006477 


Homo sapiens RAS-related on chromosome 22 (RRP22), mRNA 


NM 006087 


Homo sapiens tubulin, beta, 5 (TUBB5), mRNA 


NM 006056 


Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 


NM 005815 


Homo sapiens Kruppel-type zinc finger (C2H2) (ZK1), mRNA 


NM_005817 


Homo sapiens cargo selection protein (mannose 6 phosphate receptor binding 
protein) (TIP47), mRNA 


NM 005801 


Homo sapiens putative translation initiation factor (SUI1), mRNA 


NM_005837 


Homo sapiens POP7 (brocessins of precursor S cerevisiae"> homoloff fRPP?fA 
mRNA 


NM 005776 


Homo sapiens cornichon-like (CNIL), mRNA 


NM_004970 


Homo sapiens insulin-like growth factor binding protein, acid labile subunit 
(IGFALS), mRNA 


NM 004945 


Homo sapiens dynamin 2 (DNM2), mRNA 


NM 004283 


Homo sapiens RAB3D, member RAS oncogene family (RAB3D), mRNA 


NM_004548 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10 
(22kD, PDSW) (NDUFB10), mRNA 


NM 004124 


Homo sapiens glia maturation factor, beta (GMFB), mRNA 


NM 004877 


Homo sapiens glia maturation factor, gamma (GMFG), mRNA 


NM 004907 


Homo sapiens immediate early protein (ETR101), mRNA 


NM_004044 


Homo sapiens 5-aminoimidazole-4-carboxamide ribonucleotide 
formyltransferase/IMP cyclohydrolase (ATIC), mRNA 


NM_004315 


Homo sapiens N-acylsphingosine amidohydrolase (acid ceramidase^ fASAH"* 
mRNA 


NM_004846 


Homo sapiens eukaryotic translation initiation factor 4E-like 3 (EIF4EL3), 
mRNA 


NM 003765 


Homo sapiens syntaxin 10 (STX10), mRNA 


NM 003110 


Homo sapiens Sp2 transcription factor (SP2), mRNA 


NM_ 003 113 


Homo sapiens nuclear antigen SplOO (SP100), mRNA 


NM_000543 


Homo sapiens sphineomvelin phosphodiesterase 1 anirl 1v<5rwnmfi1 (nr\c\ 

u^xiiii^vfixiji villi Al V^J LJJ^/ A 1 V1X V> O LV/X UOv 1 ^ nv/lU A V o V_JoVJXXXdX 1 dv/ X vX 

sphingomyelinase) (SMPD1), mRNA 


NM_003072 


Homo sapiens SW17SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 4 (SMARCA4), mRNA 


NM_002807 


Homo sapiens proteasome f pro some macropain^ 26S snhirnit nnn-ATPn^p 1 
(PSMD1), mRNA 


NM_002704 


Homo sapiens pro-platelet basic protein (includes nlatelet basin nrntpin heta- 
thromboglobulin, connective tissue-activating peptide III, neutrophil-activating 
peptide-2) (PPBP), mRNA 


NM 000089 


Homo sapiens collagen, type I, alpha 2 (COL1A2), mRNA 


NM_001687 


Homo sapiens ATP synthase, H+ transporting mitochondrial Fl complex delta 
subunit (ATP5D), mRNA 


NM 020168 


Homo sapiens p21(CDKNlA)-activated kinase 6 (PAK6), mRNA 


NM_ 032657 


Homo sapiens hypothetical protein MGC 10442 (MGC 10442), mRNA 


NM_032571 


Homo sapiens EGF-like module-containing mucin-like receptor EMR3 (EMR3) 
mRNA 


NM. 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMES1), mRNA 


NM_0 15093 


Homo sapiens TAK1 -binding protein 2 (TAB2), mRNA 


NM_031947 


Homo sapiens ornithine transporter 2 (ORNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1/oncoprotein 18 (STMN1), mRNA 


NM 024662 


Homo sapiens hypothetical protein FLJ10774 (FLJ10774) mRNA 
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NM 024637 

X N XYX \JJ*—T\J*J I 


Mnmn < ?a - nip J n«? Heta-palantose-^-O-siilfotrarisferase 4 fCrAL3ST-4^ mRNA 


NM 024617 

x y xyx v/^" w x / 


Homo saniens hvnothetical nrotein FLJ13409 (TTJ13409") mRNA 


NM 020796 


Hnmn ^anien^ <3ema domain transmembrane domain fTlS/fi and cvtonlasmic 

X XVJ1 X XKJ OCXL/XV-'XXO OwXXXCX XI wlULtlll j LlUJULOXllwlllL/l UXlV VXVJ'IXXCIXXX \ 1 ITllj IUXXJ. X/Jr l»X/ U1UU11UV 

domain, (semaphorin) 6A (SEMA6A), mRNA 


NM 013283 


Homo saniens methionine adenosvltransferase II beta rN/TAT2B i mRNA 


NM 012231 


Homo sarviens PR domain containing 2 with 77NTF domain (PRDM2 1 mRNA 


NM 020428 


Homo sapiens CTL2 gene (CTL2), mRNA 


NM" 01 SR66 

INIVl UO 


0.01110 bdpiCIxb XT XV U-UIIlcllIl vUIlLdxIxlIxg Z*, W1LU Z-»1N17 ULllildlxi yjL J\±JLvLjL,J 9 IxlxvX N.TX. 


NM_0 14771 


Homo sapiens 95 kDa retinoblastoma protein binding protein; KIAA0661 gene 

nm fRTTA A0661 ■ mPNA 

piU ^xvlrirlvDDl j, IIliVLN-fx 


MM 0144S4 


1-fnmn cani c -n^l vf* ctt i 1 a tf=rl P A mir'If^aT' nrntpiri fT J A9^i mT? TsT A 
xxUlIJAJ bdpxCIxb P-JJ IC^UldLCU. JTjTxX/VJ IlUL/lCdl JJIVJLCII1 ^JT-rV^U^, 111XVXN.TX 


NM_0 13447 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 

oC^LXClivt/ ^xjXVIxN-Z* IXXXVX > xx 


NM_006499 


Homo sapiens lectin, galactoside-binding, soluble, 8 (galectin 8) (LGALS8), 

mRNA 


NM 006031 


Homo sapiens pericentrin 2 (kendrin) (PCNT2), mRNA 


IN 1V1_U LL\)"e\) 


riomo sapiens wiiiiams-jDeuren synurome cnromosome region d y vvDoL/i\j j, 
transcript variant 1, mRNA 


TsJA/T fi^9zl^zl 
IN 1V1_U JZ^+O^f 


xiomo sapiens wiiiiams-oeuren synorome cnromosome region j ^vvDovvj\jj, 
transcript variant 4, mRNA 




riomo sapiens wiiiiams-Jtseuren synurome criromosome region o ^wdo ivz> j , 
transcript variant 2, mRNA 


IN IV1 U IH-IH-O 


Xxonio bdpiciib vv Aiiiaiiib-xjcurcii &yriuioixic ciiioiiioooiiic icgiuii j ^vvdov^ivj ^, 
transcript variant 3, mRNA 


MTV/l 011009 


XTOIIIU odpiCIlb VV xlllalilb-jDCUrCIl byilvxTOIIlC CXxlOIIlUoUIIlC ICglUIl 1 ^ VV DOL/Xvl J, 

transcript variant 2, mRNA 


XTA/T 00^914 
1N1V1 UUDZJ't 


XxOIIlO bapiCIlb pOiyillCIabC ^XVL > r\) lx QirCCLCCl^ pOiypcpLlUC J ^1 J.DisJ-J) 

(POLR2J), transcript variant a, mRNA 


TsJA/T 0190^0 

inivjl_u jz^j y 


xiomo sapiens polymerase ^jvin t-v ^ n ^uin/\. QirecLeu j poi3^pepiiae j .jkjj) 
(POLR2J), transcript variant b, mRNA 


IN 1V1_U jZ7JO 


xiomo sapiens polymerase ^xvin/v; jjl ^jl»in/x uirectea^ poiypepnae j \^lj.dk±j) 

TPOT T?9Ti fran cnrint variant r mT?NA 


NM 009694 

IN IVx \J UZ»U7 t T 


TTotyi/^ cotmphc ■nnK/mpvQ cp iRXTA 1 TT / T^iTsX A HiT*<=*r»i t *^ k ri 1 tx/™\1 ^n^^iTfi H f'X'^u'Xii 
XlUlxIO bcljJlCIlb pOiyXHCldoC ^XvX N ±±j xl ^X-^lN^rx \XIJl CL- LCtX J pOiypCJJ LIU.C ^^JlvL'^ 

fPOT i Iran scrint variant alnh a mRNA 

\^X XjXVZ/ / j UL dXXOVvXXL/U V Ul XC11X L ulLyXXCL, X 1 XX VX > XX 


NM_032940 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
TPOT R9f^^ tran^crint variant P*amma mRNA 

y X V^/ J /X_\^jLt V •- / ^ LI CX-XlovX 1UI V CXX XCXXX L ^CXXXXXXXCX, XXXXVXNiTX 


NM 033011 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 3, mRNA 


J.N1VA WU7J 1 


XTOIIIU bcxpiCIxo pidoXIUIlUgCIl tlL/Ll VdLvJi , LlbbU-C \XT Lxx 1 ^, LldllDCIipL VdlldllL llXxVX NxA. 


NM 000930 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, tnRNA 


IN IVx__U D juIj 


xiomo sapiens nuciear receptor suuiamiiy i, group 1, memoer z ^iNiviizj, 
transcript variant 3, mRNA 


"MM 0018RQ 

IN 1VJL Ul/J Ou7 


noirio bdpicnb nucicdr rcvcpuji ouuidinny i, group 1, irieiiiucr jL ^iniviiz-^, 
transcript variant 1, mRNA 




xxuiiio bdpicrib nucicdr rcwcpiui buuidimiy i 5 group i, rncniDcr /* ^iNxviiz,^, 
transcript variant 2, mRNA 


NM 099170 

INIVX \J x^jL, L 1 \J 


xiomo sapiens wiiiiams-ijcuicxi byuurome cnromosome region i ^vydoL/XxI j, 
transcrint variant 1 mRNA 


NM_032408. 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 2, mRNA 


NM_023005 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 1, mRNA 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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NM 012138 


Homo sapiens apoptosis antagonizing transcription factor (DED), mRNA 


NM 016343 


Homo sapiens centromere protein F (350/400kD, mitosin) (CENPF), mRNA 


NM 032988 


Homo sapiens transducin (beta)-like 2 (TBL2) 5 transcript variant 2, mRNA 


NM 032052 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 3, mRNA 


NM 032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


NM 032050 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 2, mRNA 


NM 014323 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA 


NM 033003 


Homo saniens general transcrintion factor II i ( GTF2H transcrint variant 5 
mRNA 


NM 001518 


Homo saniens oreneral transcrintion factor II i fGTF2Ti tran^crint variant 4 
mRNA 


NM 033001 


Homo saniens general transcrintion factor II i fGTF2Ti iran scrint variant 3 
mRNA 


NM_033000 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 2, 
mRNA 


NM_032999 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 1, 
mRNA 


NM 002904 


Homo sapiens RD RNA-binding protein (RDBP), mRNA 


NM 002755 


Homo sapiens mitogen-activated protein kinase kinase 1 (MAP2K1), mRNA 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 


NM 006347 


Homo sapiens peptidyl prolyl isomerase H (cyclophilin H) (PPIH), mRNA 


NM 001631 


Homo sapiens alkaline phosphatase, intestinal (ALPI), mRNA 


NM 021151 


Homo sapiens carnitine O-octanoyltransferase (GROT), mRNA 


NM 005090 


Homo sapiens phospholipase A2, group IVB (cytosolic) (PLA2G4B), mRNA 


NM_000124 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 6 (ERCC6), mRNA 


NM 020157 


Homo sapiens otoraplin (OTOR), mRNA 


NM 018313 


Homo sapiens polybromo 1 (PB1), mRNA 


NM 018165 


Homo sapiens polybromo 1 (PB1), mRNA 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


NM 012139 


Homo saniens deafness locus associated nutative guanine nucleotide exchange f 
(DELGEF), mRNA 


NM 007061 


Homo sapiens serum constituent protein (MSE55), mRNA 


NM 005379 


Homo sapiens myosin IA (MYOIA), mRNA 


NM_000500 


Homo sapiens cytochrome P450, subfamily XXIA (steroid 21 -hydroxylase, 
congenital adrenal hyperplasia), polypeptide 2 (CYP21A2), mRNA 


NM 000063 


Homo sapiens complement component 2 (C2), mRNA 


NM 014078 


Homo sapiens mitochondrial ribosomal protein LI 3 (MRPL13), mRNA 


NM 021134 


Homo sapiens mitochondrial ribosomal protein L23 (MRPL23), mRNA 


NM_020249 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 9 (ADAMTS9), mRNA 


NM 018094 


Homo sapiens Gl to S phase transition 2 (GSPT2), mRNA 


NM 014180 


Homo sapiens mitochondrial ribosomal protein L22 (MRPL22), mRNA 


NM 014175 


Homo sapiens mitochondrial ribosomal protein LI 5 (MRPL15), mRNA 


NM 015385 


Homo sapiens SH3 -domain protein 5 (ponsin) (SH3D5), mRNA 


NM 006434 


Homo sapiens SH3 -domain protein 5 (ponsin) (SH3D5), mRNA 


NM 000135 


Homo sapiens Fanconi anemia, complementation group A (FANCA), mRNA 


NM 005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide F (POLR2F), 
mRNA 


NMJ)04167 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA1 5), transcript variant 2, mRNA 
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NM_032965 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 3, mRNA 


NMJB2964 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 1 5 mRNA 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 2 ? mRNA 


NM 007057 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 1, mRNA 


NM 032997 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 2, mRNA 


NM 003262 


Homo sapiens translocation protein 1 (TLOC1), mRNA 


NM 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


NM_004166 


Homo saniens small inducible cvtokine subfamilv A ( CVs-CvVi member 1 4 
(SCYA14), transcript variant 1, mRNA 


NMJ)32963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 3, mRNA 


NM_032962 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 2, mRNA 


NM 021219 


Homo sapiens junctional adhesion molecule 2 (JAM2), mRNA 


NM_014456 


Homo saniens nroaxammed cell death 4 f neoplastic transformation inhibitor i 
(PDCD4), mRNA 


NM 004197 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1, mRNA 


NM_007214 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. 
cerevisiae (SEC63L), mRNA 


NM 006808 


Homo sapiens protein translocation complex beta (SEC61B), mRNA 


NM 001028 


Homo sapiens ribosomal protein S25 (RPS25), mRNA 


NM 001022 


Homo sapiens ribosomal protein S19 (RPS19), mRNA 


NM 001021 


Homo sapiens ribosomal protein S17 (RPS17), mRNA 


NM 001020 


Homo sapiens ribosomal protein S16 (RPS16), mRNA 


NM_001018 


Homo sapiens ribosomal protein S15 (RPS15) 5 mRNA 


NM 001017 


Homo sapiens ribosomal protein S13 (RPS13), mRNA 


NM 012423 


Homo sapiens ribosomal protein L13a (RPL13A), mRNA 


NM_002907 


Homo saniens RecO nrotein-like fDNA helica^e 0 1 -like i fRFPOT i tran<?rrmt 
variant 1, mRNA 


NM_032941 


Homo saniens RecO nrotein-like (DNA helicase 01 -likei TRFCOT i trancirrint 
variant 2 5 mRNA 


NMJ32112S 


Homo sapiens nolvmerase fRNA^ IT (DNA directed^ nolvnentide T (1 fikm 
(POLR2L), mRNA 


NM_006233 


Homo saniens nolvmerase fRNA i TT (DNA rlirerted 1 nolvnentirle T (\A SVDi 
(POLR2I), mRNA 


NM 006232 


Homo saniens nolvmerase fRNA i TT (DNA Hirerterl i nolvnentirle TT (POT T?9T 1 T^ 
mRNA 


NM 002695 


Homo saniens nolvmerase fRTsT A^i TT (DNA rlireeterH nolvnentirle (9SVDi 

xxmiiu ocxjjxv^xxk? vj\-?xy xxxv/X CXOV^ yxVX^i^x^i XX ^JL/l'Irl VJ.11 Lt^Ll J yJVJxy yJ\~>^J LlVJ-t/ X_/ \^^J f\ 1 f J 

(POLR2E), mRNA 


NMJ)04805 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide D (POLR2D), 
mRNA 


NM_000937 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide A (220kD) 
(POLR2A), mRNA 


NM 001987 


Homo sapiens ets variant gene 6 (TEL oncogene) (ETV6), mRNA 


NM 032973 


Homo sapiens protocadherin 22 (PCDH22), transcript variant c, mRNA 


NM 032972 


Homo sapiens protocadherin 22 (PCDH22), transcript variant b, mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NM 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA 
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NM_032457 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant c, 
mRNA 


NM_032456 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant b, 
mRNA 


NM_002589 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant a, 
mRNA 


NM 016580 


Homo sapiens protocadherin 12 (PCDH12), mRNA 


NM_032420 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 2, 
mRNA 


NM 032969 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant d, mRNA 


NM 032968 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant c ; mRNA 


NM 032967 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant b, mRNA 


NM_032950 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 2 
mRNA 


NM_024302 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 1, 
mRNA 


NM_006575 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 5 
(MAP4K5), mRNA 


NM_004635 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 3 
(MAPKAPK3), mRNA 


NM_002587 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 1 
mRNA 


NM_004759 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPKAPK2), transcript variant 1 , mRNA 


NM_032960 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPKAPK2), transcript variant 2, mRNA 


NM 032515 


Homo sapiens Bcl-2 -related ovarian killer protein-like (BOKL), mRNA 


NM 015166 


Homo sapiens KIAA0027 protein (MLC1), mRNA 


NM_001795 


Homo sapiens cadherin 5, type 2, VE-cadherin (vascular epithelium) (CDH5), 
mRNA 


NM 001794 


Homo sapiens cadherin 4, type 1, R-cadherin (retinal) (CDH4), mRNA 


NM 001793 


Homo sapiens cadherin 3, type 1, P-cadherin (placental) (CDH3), mRNA 


NM 001792 


Homo sapiens cadherin 2, type 1, N-cadherin (neuronal) (CDH2), mRNA 


NM 004360 


Homo sapiens cadherin 1, type 1, E-cadherin (epithelial) (CDH1), mRNA 


NM 006137 


Homo sapiens CD7 antigen (p41) (CD7), mRNA 


NM_005864 


Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 
variant 1, mRNA 


NM_032459 


Homo sapiens signal transduction protein (SH3. containing) (EFS2), transcript 
variant 2, mRNA 


NM_032107 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant II, mRNA 


NM_0 15478 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant I, mRNA 


NM 004318 


Homo sapiens aspartate beta-hydroxylase (ASPH) 5 transcript variant 1, mRNA 


NM 032468 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 2, mRNA 


NM 032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4, mRNA 


NM 032466 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 3, mRNA 


NM 020164 1 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NM_014217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NM_031498 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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NM 031311 


Homo sapiens carboxypeptidase, vitellogenic-like (CPVL), mRNA 


NM 022768 


Homo sapiens RNA binding motif protein 15 (RBM15), mRNA 


NM 021797 


Homo sapiens eosinophil chemotactic cytokine (TSA1902), mRNA 


NM_014330 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15A 
(PPP1R15A), mRNA 


NM 014522 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant a, mRNA 


NM 003004 


Homo sapiens secreted and transmembrane 1 (SECTM1), mRNA 


NM_002696 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide G (POLR2G), 
mRNA 


NM_000938 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide B (140kD) 
(POLR2B), mRNA 


NM_001372 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 2, mRNA 


NM_004215 


Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), 
mRNA 


NM 005111 


Homo sapiens crystallin, zeta (quinone reductase)-like 1 (CRYZL1), mRNA 


NM_004381 


Homo sapiens c AMP responsive element binding protein-like 1 (CREBL1) 
mRNA " ' ' 


NM 000592 


Homo sapiens complement component 4B (C4B), mRNA 


NM 007293 


Homo sapiens complement component 4A (C4A), mRNA 


NM 032603 


Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA 


NM 023937 


Homo sapiens mitochondrial ribosomal protein L34 (MRPL34), mRNA 


NM 022567 


Homo sapiens nyctalopin (NYX), mRNA 


NM_022467 


Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 
(CHST8), mRNA 


NM_0 16557 


Homo sapiens orphan seven-transmembrane receptor, chemokine related 
(VSHK1), mRNA 


NM 016116 


Homo sapiens ankyrin repeat and SOCS box-containing 4 (ASB4), mRNA 


NM 016114 


Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB1), mRNA 


NM 016115 


Homo sapiens ankyrin repeat and SOCS box-containing 3 (ASB3), mRNA 


NM 014398 


Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA 


NM_014434 


Homo sapiens NADPH-dependent FMN and FAD containing oxidoreductase 
(NR1), mRNA 


NM_004860 


Homo sapiens fragile X mental retardation, autosomal homolog 2 (PXR2) 
mRNA J 


NM 006850 


Homo sapiens interleukin 24 (IL24), mRNA 


NM_006541 


Homo sapiens thioredoxin-like 2 (TXNL2), mRNA 


NM_004662 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 1, mRNA 


NM_000029 


Homo sapiens angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha-1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


NM 004050 


Homo sapiens BCL2-like 2 (BCL2L2), mRNA 


NM 004049 


Homo sapiens BCL2-related protein Al (BCL2A1), mRNA 


NM_001623 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 3 
mRNA 


NM_032955 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 1 
mRNA • , 


NG_000010 


Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 
inducible) (CYP2A.2®) on chromosome 19 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 2 
mRNA ' 


NM 005452 


Homo sapiens chromosome 6 open reading frame 1 1 (C6orfl 1) mRNA 
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NM 031282 


Homo sapiens immunoglobulin superfamily receptor translocation associated 1 
(IRTA1), mRNA 


NM_031281 


Homo sapiens immunoglobulin superfamily receptor translocation associated 2 
(IRTA2), mRNA 


NM_000767 


Homo sapiens cytochrome P450, subfamily IIB (phenobarbital-inducible), 
polypeptide 6 (CYP2B6), mRNA 


NM 020165 


Homo sapiens postreplication repair protein hRAD18p (RAD 18), mRNA 


NM 001710 


Homo sapiens B-factor, properdin (BF), mRNA 


NM 021800 


Homo sapiens J domain containing protein 1 (JDP1), mRNA 


NM 020404 


Homo sapiens tumor endothelial marker 1 precursor (TEM1), mRNA 


NM_006672 


Homo sapiens solute carrier family 22 (organic anion transporter), member 7 
(SLC22A7), mRNA 


NM 006398 


Homo sapiens diubiquitin (UBD), mRNA 


NM 005445 


Homo sapiens chondroitin sulfate proteoglycan 6 (bamacan) (CSPG6), mRNA 


NM 017495 


Homo sapiens seb4D (HSRNASEB), mRNA 


NM 001632 


Homo sapiens alkaline phosphatase, placental (Regan isozyme) (ALPP), mRNA 


NM 030773 


Homo sapiens beta tubulin 1, class VI (TUBB1), mRNA 


NM 020643 


Homo sapiens chromosome 11 open reading frame 16 (Cllorfl6), mRNA 


NM 020644 


Homo sapiens chromosome 11 open reading frame 15 (Cllorfl5), mRNA 


NM 020642 


Homo sapiens chromosome 1 1 open reading frame 17 (CI lorfl7), mRNA 


NM 020201 


Homo sapiens 5' nucleotidase, mitochondrial (NT5M), mRNA 


NM 003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3). mRNA 


NM 007175 


Homo sapiens chromosome 8 open reading frame 2 (C8orf2), mRNA 


NM_007023 


Homo sapiens cAMP-regulated guanine nucleotide exchange factor II (CAMP- 
GEFIT), mRNA 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 (Clorf2), mRNA 


NM_006105 


Homo sapiens Rapl guanine-nucleotide-exchange factor directly activated by cA 
(EPAC), mRNA 


NM 005637 


Homo sapiens synovial sarcoma translocation, chromosome 18 (SSI 8), mRNA 


NM 001213 


Homo sapiens chromosome 1 open reading frame 1 (Clorfll mRNA 


NM_002354 


Homo sapiens tumor-associated calcium signal transducer 1 (TACSTD1), 
mRNA 


NM 003492 


Homo sapiens chromosome X open reading frame 12 (CXorfl2), mRNA 


NM 003797 


Homo sapiens embryonic ectoderm development (EED), mRNA 


NM 032863 


Homo sapiens hypothetical protein FLJ14927 (FLJ14927), mRNA 


NM 032813 


Homo sapiens hypothetical protein FLJ14624 (FLJ14624), mRNA 


NM 032578 


Homo sapiens myopalladin (FLJ14437), mRNA 


NM 032385 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


NM_032239 


Homo sapiens hypothetical protein FLJ2351 1 (FLJ2351 1), mRNA 


NM 032012 


Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA 


NM 031922 


Homo sapiens RALBP1 protein (LOC83859), mRNA 


NM_031890 


Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6), 
mRNA 


NM 031456 


Homo sapiens chromosome 17 open reading frame 1A (C17orflA), mRNA 


NM 030944 


Homo sapiens chromosome 15 open reading frame 5 (C15orf5"). mRNA 


NM 030806 


Homo sapiens chromosome 1 open reading frame 21 (Clorf21) ? mRNA 


NM 030790 


Homo sapiens hypothetical protein CDA08 (CDA08), mRNA 


NM 018312 


Homo sapiens chromosome 1 1 open reading frame 23 (Cllorf23), mRNA 


NM_024298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7orf2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (Cllorf24), mRNA 
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NM 022163 


Homo sapiens chromosome 15 open reading frame 4 (C15orf4) 5 mRNA 


NM 022107 


Homo sapiens chromosome 6 open reading frame 9 (C6orf9), mRNA 


NM 006781 


Homo sapiens chromosome 6 open reading frame 10 (C6orfl0), mRNA 


NM 019895 


Homo sapiens chromosome 3 open reading frame 4 (C3orf4\ mRNA 


NM 012265 


Homo sapiens chromosome 22 open reading frame 3 (C22orf3), mRNA 


NM 021254 


Homo sapiens chromosome 21 open reading frame 59 (C21orf59), mRNA 


NM 020645 


Homo sapiens chromosome 1 1 open reading frame 14 (CI lorfl4), mRNA 


NM 012112 


Homo sapiens chromosome 20 open reading frame 1 (C20orfl), mRNA 


NM 018555 


Homo sapiens zinc finger protein 33 1; zinc finger protein 463 (ZNF361), mRNA 


NM 019106 


Homo sapiens septin 3 (SEPT3), mRNA 


NM 020375 


Homo sapiens chromosome 12 open reading frame 5 (C12orf5), mRNA 


NM 020374 


Homo sapiens chromosome 12 open reading frame 4 (C12orf4), mRNA 


NM 020373 


Homo sapiens chromosome 12 open reading frame 3 (C12orf3), mRNA 


NM 020367 


Homo sapiens chromosome 12 open reading frame 6 (C12orf6), mRNA 


NM 020130 


Homo sapiens chromosome 8 open reading frame 4 (C8orf4), mRNA 


NM 019596 


Homo sapiens chromosome 21 open reading frame 62 (C21orf62), mRNA 


NM 019063 


Homo sapiens chromosome 2 open reading frame 2 (C2orf2) 5 mRNA 


NM 018956 


Homo sapiens chromosome 9 open reading frame 9 (C9orf9), mRNA 


NM 017586 


Homo sapiens chromosome 9 open reading frame 7 (C9orf7), mRNA 


NM 018691 


Homo sapiens chromosome 5 open reading frame 3 (C5orf3), mRNA 


NM 006134 


Homo sapiens chromosome 21 open reading frame 4 (C21orf4), mRNA 


NM 016940 


Homo sapiens chromosome 21 open reading frame 6 (C21orf6), mRNA 


NM 017438 


Homo sapiens chromosome 21 open reading frame 18 (C21orfl8), mRNA 


NM 013265 


Homo sapiens chromosome 1 1 open reading frame2 (CI lorf2), mRNA 


NM 016190 


Homo sapiens chromosome 1 open reading frame 10 (ClorflO), mRNA 


NM_0 15927 


Homo sapiens transforming growth factor beta 1 induced transcript 1 
(TGFB1I1), mRNA 


NM 016564 


Homo sapiens BM88 antigen (BM88), mRNA 


NM_0 16348 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


NM_0 14009 


Homo sapiens immune dysregulation, polyendocrinopathy, enteropathy, X- 
linked (IPEX), mRNA 


NM 015524 


Homo sapiens chromosome 6 open reading frame 5 (C6orf5), mRNA 


NM 006345 


Homo sapiens chromosome 4 open reading frame 1 (C4orf 1), mRNA 


NM_015373 


Homo sapiens chromosome 22 open reading frame 2 (C22orf2), mRNA 


NM 014205 


Homo sapiens chromosome 1 1 open reading frame 5 (CI lorf5), mRNA 


NM 012264 


Homo sapiens chromosome 22 open reading frame 5 (C22orf5), mRNA 


NM 012111 


Homo sapiens chromosome 14 open reading frame 3 (C14orf3), mRNA 


NM 007211 


Homo sapiens chromosome 12 open reading frame 2 (C12orf2), mRNA 


NM 007176 


Homo sapiens chromosome 14 open reading frame 1 (C14orfl), mRNA 


NML006706 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, S, 150kD (TAF2S), mRNA 


NM 006382 


Homo sapiens chromosome 17 open reading frame 1 A (C17orfl A), mRNA 


NM_005967 


Homo sapiens NGFI-A binding protein 2 (EGR1 binding protein 2) (NAB2), 
mRNA 


NMJX)5966 


Homo sapiens NGFI-A binding protein 1 (EGR1 binding protein 1) (NAB IV 

v O XT / \ / " 

mRNA 


NM_005663 


Homo sapiens Wolf-Hirschhorn syndrome candidate 2 (WHSC2), mRNA 


NM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 


NM 005128 


Homo sapiens chromosome 21 open reading frame 5 (C21orf5), mRNA 


NM 004928 


Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (ClorfS), mRNA 
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NM 004709 


Homo sapiens chromosome X open reading frame 1 (CXorfl), mRNA 


NM 004337 


Homo sapiens chromosome 8 open reading frame 1 (C8orf 1), mRNA 


NM 004913 


Homo sapiens chromosome 16 open reading frame 7 (C16orf7) 5 mRNA 


NM_000956 


Homo sapiens prostaglandin E receptor 2 (subtype EP2) 5 53kD (PTGER2), 
mRNA 


NM 001586 


Homo sapiens chromosome X open reading frame 2 (CXorf2), mRNA 


NM 001585 


Homo sapiens chromosome 22 open reading frame 1 (C22orf 1), mRNA 


NM 001214 


Homo sapiens chromosome 16 open reading frame 3 (C16orf3), mRNA 


NM 001584 


Homo sapiens chromosome 11 open reading frame 8 (CllorfS), mRNA 


NM 003475 


Homo sapiens chromosome 11 open reading frame 13 (Cllorfl3), mRNA 

* i . S i -12 


NM 032496 


Homo sapiens rho-gtpase activating protein ARHGAP9 (ARHGAP9), mRNA 


NM 007234 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 1, mRNA 


NM 024348 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 2 5 mRNA 


NM_021246 


Homo sapiens megakaryocyte-enhanced gene transcript 1 protein (MEGT1), 
mRNA 


NM_0 13291 


Homo sapiens cleavage and polyadenylation specific factor 1, 160kD subunit 
(CPSFl),mRNA 


NM 014500 


Homo sapiens HIV TAT specific factor 1 (HTATSF1), mRNA 


NM_005567 


Homo sapiens lectin, galactoside-binding, soluble, 3 binding protein 
(LGALS3BP), mRNA 


NM 005711 


Homo sapiens EGF-like repeats and discoidin I-like domains 3 (EDIL3), mRNA 


NM 016593 


Homo sapiens oxysterol 7alpha-hydroxylase (CYP39A1), mRNA 


NM 021048 


Homo sapiens melanoma antigen, family A, 10 (MAGEA10), mRNA 


NM 021049 


Homo sapiens melanoma antigen, family A, 5 (MAGEA5), mRNA 


NM 019602 


Homo sapiens butyrophilin-like 2 (MHC class II associated) (BTNL2), mRNA 


NM 018002 


Homo sapiens oxidation resistance 1 (OXR1), mRNA 


NM 013392 


Homo sapiens nuclear receptor binding protein (NRBP), mRNA 


NM_012396 


Homo sapiens pleckstrin homology-like domain, family A, member 3 
(PHLDA3), mRNA 


NM 006492 


Homo sapiens aristaless-like homeobox 3 (ALX3), mRNA 


NM 005365 


Homo sapiens melanoma antigen, family A, 9 (MAGEA9), mRNA 


NM 005364 


Homo sapiens melanoma antigen, family A, 8 (MAGE A 8), mRNA 


NM 005366 


Homo sapiens melanoma antigen, family A, 1 1 (MAGEA1 1), mRNA 


NM 024490 


Homo sapiens ATPase, Class V, type 10C (ATP 10C), mRNA 


NM_020354 


Homo sapiens lysosomal apyrase-like protein 1 (LALP1), mRNA 


NM 018655 


Homo sapiens lens epithelial protein (LENEP), mRNA 


NM 016448 


Homo sapiens RA-regulated nuclear matrix-associated protein (RAMP), mRNA 


NM 014763 


Homo sapiens mitochondrial ribosomal protein LI 9 (MRPL19), mRNA 


NM 006099 


Homo sapiens protein inhibitor of activated STAT3 (PIAS3), mRNA 


NM 004221 


Homo sapiens natural killer cell transcript 4 (NK4), mRNA 


NM 002949 


Homo sapiens mitochondrial ribosomal protein LI 2 (MRPL12), mRNA 


NM_016239 


Homo sapiens myosin XVA (MY015A), mRNA 


NM_005094 


Homo sapiens solute carrier family 27 (fatty acid transporter), member 4 
(SLC27A4), mRNA 


NM_015077 


Homo sapiens sterile alpha and HEAT/Armadillo motif protein, ortholog of 
Drosophila (SARM), mRNA 


NM 013239 


Homo sapiens protein phosphatase 2A 48 kDa regulatory subunit (PR48), mRNA 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NM 031966 


Homo sapiens cyclin Bl (CCNB1), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBP1), mRNA 


NM 007178 


Homo sapiens unr-interacting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), mRNA 
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NM 031275 


Homo sapiens testis expressed sequence 12 (TEX 12), mRNA 


NM_032403 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 3, mRNA 


NM_032402 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 2, mRNA 


NM 002588 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 1, mRNA 


NM 014583 


Homo sapiens LIM and cysteine-rich domains 1 (LMCD1), mRNA 


NM 001389 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA 


NM 031894 


Homo sapiens ferritin, heavy polypeptide-like 17 (FTHL17), mRNA 


NM 032098 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


NM_003736 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 1, mRNA 


NMJ)32938 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3 
mRNA 


NMJ)04489 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 2, 
mRNA 


NM_032442 


Homo sapiens G protein pathway suppressor 2(GPS2), transcript variant 1, 
mRNA 


NM 001887 


Homo sapiens crystallin, beta Bl (CRYBB1), mRNA 


NM 005208 


Homo sapiens crystallin, beta Al (CRYBA1), mRNA 


NM 001889 


Homo sapiens crystallin, zeta (quinone reductase) (CRYZ), mRNA 


NM 022132 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 2 (beta) (MCCC2), 
mRNA 


NM 001288 


Homo sapiens chloride intracellular channel 1 (CLIC1), mRNA 


NM_021624 


Homo sapiens histamine H4 receptor (HRH4), mRNA 


NM 032527 


Homo sapiens hypothetical protein FLJ14972 (KIAA1847), mRNA 


NM 005560 


Homo sapiens laminin, alpha 5 (LAMA5), mRNA 


NM_032931 


Homo sapiens hypothetical protein MGC13219 (MGC13219), mRNA 


NM 032924 


Homo sapiens hypothetical protein MGC 16040 (MGC 16040), mRNA 


NM 032920 


Homo sapiens hypothetical protein MGC 15 873 (MGC 15 873), mRNA 


NM 032913 


Homo sapiens hypothetical protein MGC14458 (MGC 1445 8), mRNA 


NM 032893 


Homo sapiens hypothetical protein MGC14336 (MGC14336), mRNA 


NM 032889 


Homo sapiens hypothetical protein MGC1 1308 (MGC1 1308), mRNA 


NM 032815 


Homo sapiens hypothetical protein FLJ14639 (FLJ14639), mRNA 


NM 032798 


Homo sapiens hypothetical protein FLJ14503 (FLJ14503), mRNA 


NM 032793 


Homo sapiens hypothetical protein FLJ14490 (FLJ14490), mRNA 


NM 032791 


Homo sapiens hypothetical protein FLJ14477 (FLJ14477), mRNA 


NM 032789 


Homo sapiens hypothetical protein FLJ14464 (FLJ14464), mRNA 


NM 032769 


Homo sapiens hypothetical protein MGC 162 12 (MGC 162 12), mRNA 


NM 032760 


Homo sapiens hypothetical protein MGC14966 (MGC14966), mRNA 


NM 032696 


Homo sapiens hypothetical protein MGC 12262 (MGC 12262), mRNA 


NM 032665 


Homo sapiens hypothetical protein MGC4640 (MGC4640), mRNA 


NM 032662 


Homo sapiens hypothetical protein MGC 10600 (MGC 10600), mRNA 


NM 032655 


Homo sapiens hypothetical protein MGC 10997 (MGC 10997), mRNA 


NM 032625 


Homo sapiens hypothetical brain protein my040 (MY040), mRNA 


NM 032621 


Homo sapiens X-linked protein (DJ79P1 1.1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM 005485 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 005484 


Homo sapiens ADP-ribosyltransferase (NAD+; poly(ADP-ribose) polymerase)- 
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like 2 (ADPRTL2), mRNA 


NM_005447 


Homo sapiens peptidylglycine alpha-amidating monooxygenase COOH-terminal 
interactor (PAMCI), mRNA 


NM_000137 


Homo sapiens fumarylacetoacetate hydrolase (fumarylacetoacetase) (FAH). 
mRNA 


NM 001888 


Homo sapiens crystallin, mu (CRYM), mRNA 


NM 032608 


Homo sapiens hypothetical protein bkl25H2.1 (BK125H2.1), mRNA 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 


NM 032602 


Homo sapiens connexin 62 (CX62), mRNA 


NM 032598 


Homo sapiens testes development-related NYD-SP20 (NYD-SP20), mRNA 


NM 032592 


Homo sapiens 1 -aminocyclopropane- 1 -carboxylate synthase (PHACS), mRNA 


NM 032581 


Homo sapiens down-regulated by Ctnnbl, a (DRCTNNB1A) mRNA 


NM_032579 


Homo sapiens colon and small intestine-specific cysteine-rich protein precursor 
similar to FIZZ2/resistin-like protein (HXCP2), mRNA 


NM 032570 


Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 


NM_032565 


Homo sapiens emopamil binding related protein, delta8-delta7 sterol isomerase 
related protein (EBRP), mRNA 


NM 032561 


Homo sapiens EVG1 protein (EVG1), mRNA 1 


NM 032555 


Homo sapiens PI 43 protein (PI 43), mRNA 


NM_032549 


Homo sapiens inner mitochondrial membrane peptidase 2 like (IMMP2L) 
mRNA 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


NM 015080 


Homo sapiens neurexin 2 (NRXN2), mRNA 


NM 005676 


Homo sapiens RNA binding motif protein 10 (RBM10), mRNA 


NM 032526 


Homo sapiens cytosolic nucleotidase I (CN-I), mRNA 


NM 032483 


Homo sapiens HTPAP protein (HTPAP), mRNA 


NM_032094 


Homo sapiens protocadherin gamma subfamily A, 12 (PCDHGA12") transcript 
variant 2, mRNA 


NM_003735 


Homo sapiens protocadherin gamma subfamily A, 12 (PCDHGA12), transcript 
variant 1, mRNA 


NM_031887 


Homo sapiens pro-melanin-concentrating hormone-like 1 (PMCHL1), mRNA 


NM 032461 


Homo sapiens SPANX family, member Bl (SPANXB1), mRNA 


NM 006986 


Homo sapiens melanoma antigen, family D, 1 (MAGED1), mRNA 


NM 005462 


Homo sapiens melanoma antigen, family C, 1 (MAGEC1), mRNA 


NM_002375 


Homo sapiens microtubule-associated protein 4 CMAP4) transcrint variant 1 
mRNA 


NM_030983 


Homo sapiens microtubule-associated protein 4 (MAP4) transcrint variant 4 
mRNA 


NM_030885 


Homo sapiens microtubule-associated protein 4 (MAP4") transcrint variant 3 
mRNA 


NM_030884 


Homo sapiens microtubule-associated protein 4 fMAP4"> transcrint variant 0 
mRNA 


NM_002374 


Homo sapiens microtubule-associated protein 2 fMAP2^ transcrint variant 1 
mRNA 


NM_031847 


Homo sapiens microtubule-associated protein 2 CMAP2") transcrint variant 4 
mRNA 


NM_031846 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 3 
mRNA 


NM_031845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2 
mRNA 


NM 032446 


Homo sapiens MEGF10 protein (MEGF10), mRNA 


NM 032417 


Homo sapiens SPANX family, member D (SPANXD), mRNA 
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NM_0 13453 


Homo sapiens sperm protein associated with the nucleus, X chromosome, family 
member Al (SPANXA1), mRNA 


NM 020690 


Homo sapiens KIAA1085 protein (KIAA1085), mRNA 


NM_012121 


Homo sapiens Cdc42 effector protein 4; binder of Rho GTPases 4 (CEP4), 
mRNA 


NM 001019 


Homo sapiens ribosomal protein SI 5a (RPS15A), mRNA 


NM 022551 


Homo sapiens ribosomal protein SI 8 (RPS18), mRNA 


NM_005909 


Homo sapiens microtubule-associated protein IB (MAP IB), transcript variant 1, 
mRNA 


NM_032010 


Homo sapiens microtubule-associated protein IB (MAP1B), transcript variant 2, 
mRNA 


NM 002373 


Homo sapiens microtubule-associated protein 1A (MAPI A), mRNA 


NM_031366 


Homo sapiens collagen, type IV. alpha 3 (Goodpasture antigen) fCOL4A3"» 
transcript variant 6, mRNA 


NM_031365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5, mRNA 


NM_031364 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


NM_031363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


NM_031362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


NM_000091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 1, mRNA 


NM_002140 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 1, mRNA 


NM_031263 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 3, mRNA 


NM_031262 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 2, mRNA 


NM 032414 


Homo sapiens prokineticin 1 precursor (PROK1), mRNA 


NM 003214 


Homo sapiens TEA domain family member 3 (TEAD3), mRNA 


NM 015613 


Homo sapiens DKFZP434K091 protein (PAL), mRNA 


NM 030643 


Homo sapiens apolipoprotein L, 4 (APOL4), mRNA 


NM 022064 


Homo sapiens hypothetical protein FLJ12565 (FLJ12565), mRNA 


NM 017971 


Homo sapiens mitochondrial ribosomal protein L20 (MRPL20), mRNA 


NM 016504 


Homo sapiens mitochondrial ribosomal protein L27 (MRPL27), mRNA 


NM 014050 


Homo sapiens mitochondrial ribosomal protein L42 (MRPL42), mRNA 


NM 000014 


Homo sapiens alpha-2-macroglobulin (A2M), mRNA 


NM. 004891 


Homo sapiens mitochondrial ribosomal protein L33 (MRPL33), mRNA 


NM 004864 


Homo sapiens prostate differentiation factor (PLAB), mRNA 


NM_000454 


Homo sapiens superoxide dismutase 1, soluble (amyotrophic lateral sclerosis 1 
(adult)) (SOD1), mRNA 


NM 032391 


Homo sapiens small nuclear protein PRAC (PRAC), mRNA 


NM 032382 


Homo sapiens hypothetical protein FLJ22315 (FLJ22315), mRNA 


NM 032365 


Homo sapiens hypothetical protein MGC5254 (MGC5254), mRNA 


NM 032363 


Homo sapiens HEIL2 protein (HEIL2), mRNA 


NM 032335 


Homo sapiens hypothetical protein MGC14797 (MGC14797), mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052), mRNA 


NM_032272 


Homo sapiens hypothetical protein DKFZp586Gl 123 (DKFZp586Gl 123) 
mRNA 


NM 032260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144) mRNA 



382 



WO 03/074654 



PCT/US03/05028 



NM 032237 


TTomo saniens hvnothetical nrotein FLT23356 (FLJ23356i ttiRNA 


NM 032220 


Homo saniens hvnothetical nrotein FLT22283 CFLJ22283^ mRNA 


NM 032219 


Homo saniens hvoothetical nrotein FLJ22269 fFLJ22269 > > niRNA 


NM_032204 j 


Homo sapiens hypothetical protein FLJ21588 (FLJ21588) 5 mRNA 


X > XYX \J*j£j£i\J^J 


Homo saniens hvoothetical nrotein FLJ21423 (FLJ21423 1 mRNA 

J.1V/111W OC1LJ IvllO jf M^-' kAAV HwClX L/l V/ Ivlll X -I— /«/ Xrf 1- i ^j^J yx J — /*J 1, I ^ y ^ llllvl il JL 


NM 032202 


Homo sapiens hypothetical protein FLJ21404 (FLJ21404), mRNA 


NM 039173 


HVvmn sa-mpriQ Vivnotliptipnl nrnfpin FT T1 11 Al (VI T1 9747 ■ mRNA 


NM 032157 


Homo sapiens hypothetical protein FLJ1 1531 (FLJ1 1531), mRNA 


"MA/f 0^91^0 

lNxVi_JJ JZ 1 DV 


xiomo sapiens nypoLneLicai proiem -L/ivr /jp^t j h-i i ^jL^JLvr 1 z^r j>h-x i / 3D), 

mPXT A 

lijjtSJLNjrY 


>jA/f 09100^ 


xiomo sapiens nuciear reoeptor suoiciniiiy z, group r, memDcr z ^iNJtxzrz^, 
mRNA 


TsJA/f 0901^0 
IN xVx_UZVJ 1 J7 


Unmn conipnc h\mr\the*iirn} r\rnt^in riTTTn '7ri7^9T<r90 1 S rmvT'R7 r ri7 ^91^901 ^ i 

mRNA 


TsTM 01S449 

X>XVX V/ 1 ^f-f-ty 


Homo «5ar)ien«5 DKF7PSS6G1 722 nrotem fDKFZPSRfiGI 722 . mPNA 


NM 015424 


Homo sapiens DKFZP586N2124 protein (DKFZP586N2124), mRNA 


IN 1V±_U IJZjJ 


T-Trvm cQnipnc 1i1^"*=-1a7 r^t~f Vir\1r\o* rtf tviaiiop "\rdT*i ant T\r.l'\^QH<^tT\7'1 citinn trrf^+f^in if^Q' 1 In — 

xxoino odpiciikS iijtvciy ui uiuiug ujl xhulioc vdiiciiiL puiy ciLiciiy iciLiuii piuicm v^o ir 
64- KTA A 06R9 nrotein fFCTAA06S9. mPNA 


NM 015068 


Homo sapiens paternally expressed 10 (PEG10), mRNA 


XTIV/r 014^QQ 


xxOIllO tsapiCIlo x^xx-ClOIllalll COIlLallllllg Hr [^S-^JCLlJ^r ) y ll\lSS\r\. 


IN xvx_U i 1 1 


xiomo sapiens uram anu. nasopnaryngeai carcinoma suscepriDiiny protein ^inovj- 

IliXVlNxi. 


NM 0071 4R 

XNXVX UVJ / 140 


ffnmn cnniprc ^inr* fin cri^f trrr-t^in 1 7Q <^'Z IVI In' 1 9Q I mP 7\T A 
XXLJ11J.VJ odjJi.C'llo ZjXLIKj XlllgCX LJ1VJLC111 1 / y \£^i\r\\. x / y l 5 XIIXVX^jTV 


NM 007266 

X N XVX \J\J J jL,\J\J 


Hnmn ^anipn*? XPA HinrliTiD" nTntpiTi 1' riiitativp ATPfGT^P^-hiTifHTicr nTntpin 

(TSTTPBP f mRNA 

\^X 1 X 1. J_*X y j llllvl Ull. 


NM 006313 


Homo saniens ubiauitin snecific nrotease 15 fUSP15 j mRNA 

JL JL V 111 KJ kJ%A,yj IVllU U-U1V| U41 till ub VvlXlv JL/JL V tVWOV X y W X ^ / ^ X X XJL VI > J. X 


NM 005726 


Homo sapiens Ts translation elongation factor, mitochondrial (TSFM), mRNA ' 


NM 00S977 

XNXVX \J\J*J £* 1 1 


TTnmn ca-ni pn crl \7r > /i'nTr\tpin TVT^iA ^rrPlVT^A i mPTSTA 

XXUJXIAJ odk/lvillo gl_y V>\JLJ1 UlCXil IYXVXiV ^VJX XVXvJxxy ? llXXVX>iZ3L 


NM 005437 


Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA 


TsJM 00141Q 
IN xVx UUl'tjy 


XxOIllO bapiCllfc) CAUbLUoCb ^lllUiUpiCJ-llJvC Z ^XJ/-A. 1 XjZ lliCvlNzx, 


"KTA/f 001987 
1N1Y1 UU 1ZO / 


xioiiio bapiciib cxiiuricic cndimci / ^v_^±jL>in /y, iiixsj.n/\ 


"NTM 09 1 1 QA 

INIYx UZ1 lyt 


xxoixio bapiciib ouiulc carrier lainiiy D\j ^Zrinc uraiibporLeiy, ixiemuer i ^uXvL/jU/\ i j y 
mPNA 


NM 0130S6 

1N1VJL ul J70U 


XXUlilvJ OClLJlvvXlo X_/Wlllg oclLLXJlllu Ul CClJVlJvJlllt X V^gXUll X ^Xi VV OJV1 J ? UI CUXoL/X 1JJL VdilClllt 

EWS-b mRNA 


NM 001013 


Homo sapiens ribosomal protein S9 (RPS9), mRNA 


NM 005617 

X^iXYX UUJUl / 


TTomo ^anipn*? riho<3nma1 nrntpin S»14 ^PPSl14i mPNA 


NM 006361 


Homo sapiens homeo box B13 (HOXB13), mRNA 


"NTN/f OOOQQO 


xxuixiu bapiciib iiL/Ubomai protein x^z/a ^ivr x^z» iiix\j.n/tl 


"KTA/f 00^R91 
In ivi uu z> oz i 


xxuiiiu sapiens in oxvz ^inxjJxzj, miviN/\ 


IN lVx_UU J £ t 0 D 


xxomo bapienb mgn-moDiiriy group ^nonnibLoiie cnromosomai^ proiem lsoiorrn x- 
C fRMOTC , mPNA 


NM_002129 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 
THMG2, mRNA 

^XX1V1VJZ*^j 1 1 XX VX > A 


NM 005959 


Homo sapiens melatonin receptor IB (MTNR1B), mRNA 


INIVx UUJ7JO 


xxuiiiu oapiciib me i a Lomn receptor i/\ ^ivxxinxvi^a.^, iijxvin/^. 


NM 004739 

X>XYX \J\J*T I ~J y 


Homo saniens meta^ta<ii«;-a <5<?opi a ted 1 -like 1 HVITAIT^I i mRNA 

X 1VJ111VJ OC4-JJ1V/110 AXIS./ LCt-O LClOlO ClOoU v/Xd Lv/VX X ilivv^ 1 \^-I-VX 1_ x X 1 J — t X IXXXVXNii. 


NM_021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9A 5 mRNA 


NM_0 12207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9 5 mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2), 
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mRNA 


NM_031203 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 2, mRNA 


NM_005968 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 1, mRNA 


NM 004966 


Homo sapiens heterogeneous nuclear ribonucleoprotein F (HNRPF), mRNA 


NM 032093 


Homo sapiens pregnancy-associated interferon (HTTFN), mRNA 1 


NM 020236 


Homo sapiens mitochondrial ribosomal protein LI (MRPL1), mRNA 


NM 016050 


Homo sapiens mitochondrial ribosomal protein LI 1 (MRPL1 1), mRNA 


NM_005520 


Homo sapiens heterogeneous nuclear ribonucleoprotein HI (K) (HNRPHD 
mRNA 


NM 002226 


Homo sapiens jagged 2 (JAG2), mRNA 


NM 006805 


Homo sapiens heterogeneous nuclear ribonucleoprotein AO (HNRPA0), mRNA 


NM_005463 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 1, mRNA 


NM_031372 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 2, mRNA 


NM 031313 


Homo sapiens alkaline phosphatase, placental-like 2 (ALPPL2\ mRNA 


NM 005080 


Homo sapiens X-box binding protein 1 (XBP1), mRNA 


NM_031267 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 2, mRNA 


NM_003718 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 1, mRNA 


NM_000106 


Homo sapiens cytochrome P450, subfamily IID (debrisoquine, sparteine, etc., - 
metabolizing), polypeptide 6 (CYP2D6), mRNA 


NM_031862 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (Ml 7S2), transcript variant 3, mRNA 


NM_031858 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 2, mRNA 


NM_005899 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 1, mRNA 


NM 032018 


Homo sapiens hypothetical protein DKFZp547N043 (DKFZP547N043) mRNA 


NM_0 14469 


Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


NM_002137 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant A2, mRNA 


NM_031243 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant B 1 , mRNA 


NM_031157 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcript variant 2, mRNA 


NM 009585 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 2, mRNA 


NM 032049 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 5, mRNA 


NM 031850 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 4 mRNA 


NM 004835 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 3 mRNA 


NM 000685 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 1 mRNA 


NM 003965 


Homo sapiens chemokine (C-C motif) receptor-like 2 (CCRL2), mRNA 


NM_006641 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant B 
mRNA 


NM_031200 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A 
mRNA 


NM_031409 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2 
mRNA 
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NM_004367 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1, 
mRNA 


NM 031371 


Homo sapiens RBPl-hke protein (BCAA), transcript variant 2, mRNA 


NM 016374 


Homo sapiens RBPl-hke protein (BCAA), transcript variant 1, mRNA 


NM 004281 


Homo sapiens BCL2-associated athanogene 3 (BAG3), mRNA 


NM_032048 


Homo sapiens extracellular glycoprotein EMILIN-2 precursor (EMILIN-2), 
mRNA 


NM 032046 


Homo sapiens mosaic serine protease (MSP), mRNA 


NM_032045 


Homo sapiens kringle-contaming transmembrane protein; kringle-coding gene 
marking the eye and the nose (KREMEN), mRNA 


NM 032044 


Homo sapiens regenerating gene type IV (REG-IV), mRNA 


NM 032041 


Homo sapiens neurocalcm delta (NCALD), mRNA 


NM_032039 


Homo sapiens hypothetical protein DKFZp761D021 1 (DKFZP761D021 1) 
mRNA V 


NM 032038 


Homo sapiens spmster-hke protein (LOC83985), mRNA 


NM_032020 


Homo sapiens hypothetical protein MGC1314 similar to fucosidase, alpha-L- 1 
tissue (MGC13 14), mRNA 


NM 032016 


Homo sapiens hypothetical protein MGC3251 (MGC3251), mRNA 


NM_000323 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullarv 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 1, mRNA 


NM_020975 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullarv 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 2, mRNA 


NM_020630 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullarv 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcrint variant 4 mRMA 


NM_020629 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 3 mRNA 


NM_016817 


Homo sapiens 2'-5'-oligoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 1, mRNA 


NM 006187 


Homo sapiens 2'-5'-oligoadenylate synthetase 3 (100 kD) (OAS3) mRNA 


NM_002535 


Homo sapiens 2-5 , -oligoadenylate synthetase 2 (69-71 kD) (OAS2^ transcrint 
variant 2, mRNA 


NM_002342 


Homo sapiens lymphotoxm beta receptor (TNFR superfamily, member 3) 
(LTBR), mRNA 


NM_002136 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcript variant 1, mRNA 


NM 001885 


Homo sapiens crystallm, alpha B (CRYAB), mRNA 


NM_015139 


Homo sapiens UDP-glucuromc acid/UDP-N-acetylgalactosamine dual 
transporter (UGTREL7), mRNA 


NM_024333 


Homo sapiens fibronectm type 3 and SPRY domain-containing protein (FSD1), 
mRNA 


NM 017947 


Homo sapiens molybdenum cofactor sulfurase (HMCS), mRNA 


NM__0 17934 


Homo sapiens pleckstrin homology domain interacting protein (PHIP) mRNA 


NM 016492 


Homo sapiens homolog of yeast MOG1 (MOG1), mRNA 


NM014185 


Homo sapiens homolog of yeast MOG1 (MOG1), mRNA 


NM 031965 


Homo sapiens haspin (GSG2), mRNA 


NM 031952 


Homo sapiens NYD-SP16 protein (NYD-SP16), mRNA 


NM 031950 


Homo sapiens Ksp37 protein (KSP37), mRNA 




Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 


NM 031945 


Homo sapiens oculospanin (OCSP), mRNA 


NM 031943 


Homo sapiens IFP38 (IFP38), mRNA 


NM 031942 


Homo sapiens c-Myc target JPOl (JPOl), mRNA 


NM 031941 


Homo sapiens AIE-75 binding protein protein (MCC2), mRNA 
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NM 031938 


Homo sapiens putative b,b-carotene-9', 1 0'-dioxwenase (B-DIOX-ID mRNA 


NM 031937 


Homo sapiens EBP50-PDZ interactor of 64 kD (EPI64), mRNA 


NM 031921 


Homo sapiens AAA-ATPase TOB3 (TOB3), mRNA 


NM 031915 


Homo sapiens CLLL8 protein (CLLD8), mRNA 


NM_031911 


Homo sapiens comnlement-cla tumor necrosis factor-related nrntein 7 ff 1 TRP7^ 
mRNA 


NM_031910 


Homo sapiens complement-clq tumor necrosis factor-related protein 6 (CTRP6) 
mRNA 


NM_031909 


Homo sapiens complement-clq tumor necrosis factor-related protein 4 (CTRP4) 
mRNA 


NM 031904 


Homo sapiens hypothetical protein FKSG44 (FKSG44), mRNA 


NM 031903 


Homo sapiens mitochondrial ribosomal protein L32 (MRPL32), mRNA 


NM 031900 


Homo sapiens alanine-glyoxylate aminotransferase 2 (AGXT2), mRNA 


NM_031897 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 6 
(CACNG6), mRNA 


NM_031896 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 7 
(CACNG7), mRNA 


NM 031939 


Homo sapiens B29 protein (B29), mRNA 


NM_031886 


Homo sapiens potassium voltage-gated channel, shaker-related subfamilv 
member 7 (KCNA7), mRNA 


NM 020992 


Homo sapiens PDZ and LIM domain 1 (elfin) (PDLIM1), mRNA 


NM 031407 


Homo sapiens upstream regulatory element binding protein 1 (UREB1), mRNA 


NM 030582 


Homo sapiens collagen, type XVIII, alpha 1 (COL18A1), mRNA 


NM 020390 


Homo sapiens eukaryotic translation initiation factor 5A2 (EIF5 A2), mRNA 


NM 018980 


Homo sapiens taste receptor, type 2, member 5 (TAS2R5), mRNA 


NM 018417 


Homo sapiens soluble adenylyl cyclase (SAC), mRNA 


NM 016945 


Homo sapiens taste receptor, type 2, member 16 (TAS2R16), mRNA 


NM_004775 


Homo sapiens UDP-Gal'betaGlcNAc beta 1 4- ^a1artnqv1tran«3fpr^Q^ nnhmpr»tiHp 
6 (B4GALT6), mRNA 


NM_003778 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
4 (B4GALT4), mRNA 


NM_003779 


Homo sapiens UDP-Gal:betaGlcNAc beta I A- ealactosvltransferase nolvnentide 
3 (B4GALT3), mRNA 

^ £-2 _ 


NM 001296 


Homo sapiens chemokine binding protein 2 (CCBP2), mRNA 


NM_001497 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase polypeptide 
1 (B4GALT1), mRNA 


NM 014451 


Homo sapiens PTH-responsive osteosarcoma Bl protein (Bl), mRNA 


NM 031265 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 4, mRNA 


NM 031264 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 3, mRNA 


NM 017717 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 2, mRNA~ 


NM 021924 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 1, mRNA 


NM 019855 


Homo sapiens calcium binding protein 5 (CABP5), mRNA 


NM 016367 


Homo sapiens calcium binding protein 3 (CABP3), mRNA 


NM 031204 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 2, mRNA 


NM 005201 


Homo sapiens chemokine (C-C motif) receptor 8 (CCR8), mRNA 


NM_000786 


Homo sapiens cytochrome P450 51 flano<sterol 14-alnhfl-HpmptWlsicfA fPVP^l^ 
mRNA 


NM_030908 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4), 
mRNA 


NM 001009 


Homo sapiens ribosomal protein S5 (RPS5), mRNA 


NM 001032 


Homo sapiens ribosomal protein S29 (RPS29), mRNA 


NM 001014 


Homo sapiens ribosomal protein S10 (RPS10), mRNA 
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NM 000991 


Homo sapiens ribosomal protein L28 (RPL28), mRNA 


NM 000782 


Homo sapiens cytochrome P450, subfamily XXIV (vitamin D 24-hydroxylase) 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NM_031226 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(C YP 1 9), transcript variant 2, mRNA 


NM 000103 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(CYP19), transcript variant 1 5 mRNA 


NM_000498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 11-beta-hydroxylase), 
polypeptide 2 (CYP1 1B2), mitochondrial protein encoded by nuclear gene 
mRNA 


NM_000102 


Homo sapiens cytochrome P450, subfamily XVII (steroid 17-alpha- 
hydroxylase), adrenal hyperplasia (CYP 1 7), mRNA 


NM_000497 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1 -beta-hydroxylase), 
polypeptide 1 (CYP1 1B1) 5 mitochondrial protein encoded by nuclear gene 
mRNA 


NM_0 17460 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 4 (CYP3A4), mRNA 


NMJ 18482 


Homo sapiens development and differentiation enhancing factor 1 (DDEF1) 
mRNA 


NM 016366 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 1, mRNA 


NMJ)07255 


Homo sapiens xylosylprotein betal,4-galactosyltransferase 5 polypeptide 7 
(galactosyltransferase I) (B4GALT7), mRNA 


NMJ)06668 


Homo sapiens cytochrome P450, subfamily 46 (cholesterol 24-hydroxylase) 
(CYP46),mRNA 


NM 000781 


Homo sapiens cytochrome P450, subfamily XIA (cholesterol side chain 
cleavage) (CYP11A), nuclear gene encoding mitochondrial protein, mRNA 


NM_000579 


Homo sapiens chemokme (C-C motif) receptor 5 (CCR5), mRNA 


NM 001295 


Homo sapiens chemokine (C-C motif) receptor 1 (CCR1), mRNA 


NM 031492 


Homo sapiens hypothetical protein similar to RNA-binding protein lark 
(MGC10871),mRNA 


NM 031488 


Homo sapiens hypothetical protein DKFZp761I141 (DKFZP761I141), mRNA 


NMJ331469 


Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 
(SH3BGRL2), mRNA 


NM 031468 


Homo sapiens calneuron 1 (CALN1), mRNA 


NM_031462 


Homo sapiens hypothetical protein DKFZp761H2024 (DKFZP761H2024) 
mRNA 


NM 031458 


Homo sapiens B aggressive lymphoma gene (BAL), mRNA 


NM 031445 


Homo sapiens hypothetical protein MGC4268 (MGC4268), mRNA 


NM 031440 


Homo sapiens transmembrane protein 7 (TMEM7), mRNA 


NMJ)31429 


Homo sapiens retbindin (RTBDN), mRNA 


NM 031427 


Homo sapiens hypothetical protein MGC 1243 5 (MGC12435), mRNA 


NM 031426 


Homo sapiens hypothetical protein FLJ12783 (FLJ12783), mRNA 


NM 031422 


Homo sapiens GalNAc-4-sulfotransferase 2 (GALNAC4ST-2), mRNA 


NM_031415 


Homo sapiens melanoma-derived leucine zipper, extra-nuclear factor (MLZE) 
mRNA 


NMJ)31413 


Homo sapiens cat eye syndrome chromosome region, candidate 2 (CECR2) 
mRNA 


NM_022719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NM_000669 


Homo sapiens alcohol dehydrogenase 1C (class I), gamma polypeptide 
(ADH1C), mRNA 


NM 000667 


Homo sapiens alcohol dehydrogenase 1 A (class I), alpha polypeptide (ADH1A) 
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mRNA 


NM_0 18833 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP2), transcript variant 2, mRNA 


NM_000544 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP2), transcript variant 1, mRNA 


NM_000593 


Homo sapiens transporter 1, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP1), mRNA 


NM 004678 


Homo sapiens variable charge, Y chromosome, 2 (VCY2), mRNA 


NM_0 12392 


Homo sapiens PEF protein with a long N-terminal hydrophobic domain (peflin) 
(PEF), mRNA 


NM 031308 


Homo sapiens epiplakin 1 (EPPK1), mRNA 


NM 031299 


Homo sapiens hypothetical protein MGC2577 (MGC2577), mRNA 


NM 012480 


Homo sapiens zinc finger protein 73 (Cosl2) (ZNF73), mRNA 


NM_030881 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 17 (72kD) 
(DDX17), transcript variant 2, mRNA 


NM_006386 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 17 (72kD) 
(DDX 17), transcript variant 1, mRNA 


NM_003587 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 16 (DDX16), 
mRNA 


NM 000478 


Homo sapiens alkaline phosphatase, liver/bone/kidney (ALPL), mRNA 


NM_004820 


Homo sapiens cytochrome P450, subfamily VIIB (oxysterol 7 alpha- 
hydroxylase), polypeptide 1 (CYP7B1), mRNA 


NM_000780 


Homo sapiens cytochrome P450, subfamily VIIA (cholesterol 7 alpha- 
monooxygenase), polypeptide 1 (CYP7A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_016166 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box binding protein 1 
(DDXBP1), mRNA 


NM 016373 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM 024164 


Homo sapiens tryptase beta 2 (TPSB2), mRNA 


NM 003294 


Homo sapiens tryptase beta 1 (TPSB1), mRNA 


NM_031310 


Homo sapiens fenestrated-endothelial linked structure protein; PV-1 protein 
(PV1), mRNA 


NM 031302 


Homo sapiens gycosyltransferase (LOC83468), mRNA 


NM 031300 


Homo sapiens hypothetical protein MGC2383 (MGC2383), mRNA 


NM_031297 


Homo sapiens hypothetical protein DKFZp761H1710 (DKFZP761H1710), 
mRNA 


NM 031287 


Homo sapiens hypothetical protein MGC3133 (MGC3133), mRNA 


NM 031286 


Homo sapiens SH3BGRL3-like protein (SH3BGRL3), mRNA 


NM_031285 


Homo sapiens hypothetical protein PP1057 (PP1057), mRNA 


NM 031279 


Homo sapiens alanine-glyoxylate aminotransferase 2-like 1 (AGXT2L1), mRNA 


NM 030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 


Homo sapiens skin-specific protein (XP5), mRNA 


NM 030590 


Homo sapiens matrilin 4 (MATN4), transcript variant 2, mRNA 


NM 031246 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 2 (PSG2), mRNA 


NM 017422 


Homo sapiens calmodulin-like skin protein (CLSP), mRNA 


NM_005956 


Homo sapiens methylenetetrahydrofolate dehydrogenase (NADP+ dependent), 
methenyltetrahydrofolate cyclohydrolase, formyltetrahydrofolate synthetase 
(MTHFD1), mRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 


NM_004803 


Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 


NM_030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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V) (TBXAS1), transcript variant TXS-II, mRNA 


NM_001061 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
V) (TBXAS1), transcript variant TXS-I, mRNA 


NM_000773 


Homo sapiens cytochrome P450, subfamily HE (ethanol-inducible) (CYP2E), 
mRNA 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


NM 003833 


Homo sapiens matrilin 4 (MATN4), transcript variant 1, mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1, mRNA 


NM 004523 


Homo sapiens kinesin-like 1 (KNSL1), mRNA 


NM_005000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 
(13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 


NM_004541 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7.5kD, MWFE) (NDUFA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_000771 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 9 (CYP2C9), mRNA 


NM_000772 


Homo sapiens cytochrome P450 5 subfamily IIC (mephenytoin 4-hydroxylase) 5 
polypeptide 18 (CYP2C18), mRNA 


NM_0 17778 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant short, mRNA 


NM_023034 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant long, mRNA 


NM_000766 


Homo sapiens cytochrome P450, subfamily HA (phenobtfrbital-inducible), 
polypeptide 13 (CYP2A13), mRNA 


NM 006646 


Homo sapiens WAS protein family, member 3 (WASF3). mRNA 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM_014110 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM_004109 


Homo sapiens ferredoxin 1 (FDX1), nuclear gene encoding mitochondrial 
protein, mRNA f \ 


NM_030671 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 5, mRNA 


NM_030670 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 6, mRNA 


NM_030669 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 3, mRNA 


NM_030668 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 4, mRNA 


NM_030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 1, mRNA 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 2, mRNA 


NM 021979 


Homo sapiens heat shock 70kD protein 2 (HSPA2), mRNA 

— ^ 12 


NM_024005 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 1, mRNA 


NM_001356 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSG1), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA 
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NM 004256 


Homo sapiens organic cationic transporter-like 3 (ORCTL3), niRNA 


NM_000774 


Homo sapiens cytochrome P450, subfamily IIF, polypeptide 1 (CYP2F1), 
niRNA 


NM_000769 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
polypeptide 19 (CYP2C19), mRNA 


NM 031220 


Homo sapiens PYK2 N-terminal domain-interacting receptor 1 (NIR1), mRNA 


NM 031212 


Homo sapiens hypothetical protein NPD016 (NPD016), mRNA 


NM 031211 


Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 


NM 031209 


Homo sapiens tRNA-guanine transglycosylase (TGT), mRNA 


NM 031206 


Homo sapiens hypothetical protein FLJ12525 (FLJ12525), mRNA 


NM_006904 


Homo sapiens protein kinase, DNA-activated, catalytic polypeptide (PRKDC), 
mRNA 


NM_030963 


Homo sapiens hypothetical protein DKFZp43401427 (DKFZP43401427), 
mRNA 


NM 030931 


Homo sapiens epididymal secretory protein ESP 13. 2 (ESP 13. 2), mRNA 


NM_030905 


Homo sapiens olfactory receptor, family 2, subfamily J, member 2 (OR2J2), 
mRNA 


NM_030903 


Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OR2W1), 
mRNA 


NM_012377 


Homo sapiens olfactory receptor, family 7, subfamily C, member 2 (OR7C2), 
mRNA 


NM 030981 


Homo sapiens small GTP-binding protein (RAB1B), mRNA 


NM_030974 


Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 
mRNA 


NM 030973 


Homo sapiens hypothetical protein TCBAP0758 (TCBAP0758), mRNA 


NM 030968 


Homo sapiens G protein coupled receptor interacting protein, complement-clq 
tumor necrosis factor-related (ZSIG37), mRNA 


NM_030945 


Homo sapiens complement-clq tumor necrosis factor-related protein; likely 
ortholog of mouse CORS26 (collagenous repeat-containing sequence of 26-kDa 
protein) (CTRP3), mRNA 


NM 030936 


Homo sapiens hypothetical protein DKFZp434C135 (DKFZP434C1 35i), mRNA 


NM 030935 


Homo sapiens TSC-22-like (THG-1), mRNA 


NM 030926 


Homo sapiens integral membrane protein 3 (ITM3), mRNA 


NM 030893 


Homo sapiens CD1E antigen, e polypeptide (CD1E), mRNA 


NM 014067 


Homo sapiens LRP16 protein (LRP16), mRNA , 

£_ ± ■ 


NM 030661 


Homo sapiens homeo box A3 (HOXA3), mRNA 


NM_030879 


Homo sapiens Small evolutionarily conserved RNA, resembling C/D box small 
nucleolar (X102) 5 mRNA 


NM_012373 


Homo sapiens olfactory receptor, family 3, subfamily A, member 3 (OR3A3), 
mRNA 


NM 015072 


Homo sapiens KIAA0998 protein (KIAA0998), mRNA 


NM 030882 


Homo sapiens apolipoprotein L, 2 (APOL2), mRNA 


NM 002623 


Homo sapiens prefoldin 4 (PFDN4), mRNA 


NM 022167 


Homo sapiens xylosyltransferase II (XT2), mRNA 


NM_017506 


Homo sapiens olfactory receptor, family 7, subfamily C, member 1 (OR7C1), 
mRNA 


NM 003372 


Homo sapiens von Hippel-Lindau binding protein 1 (VBP1), mRNA 


NM 016097 


Homo sapiens HSPC039 protein (HSPC039), mRNA 


NM 014646 


Homo sapiens lipin 2 (LPIN2), mRNA 


NM_005880 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 
mRNA 


NM 006755 


Homo sapiens transaldolase 1 (TALDOl), mRNA 
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xnv/f nn^ 1^7 

1NJ.VL WD ID l 


TTnmn <?ar>iens DiGeoree svndrome critical region gene 2(DGCR2), mRNA 


JN1VL UUUUZZ 


TTr^mr* c aniens adenosine deaminase TAX) A). niRNA 


xnv/T 00^9 1 


TTnmn ^aniens: tec nrotein tvrosine kinase (TEC), mRNA 


TvTA/T 01 5M9^ 


TTomo ^anien^ nhosnhatidvlinositol 4-kinase type II (PI4KII). mRNA 


NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBD1), mRNA 


XTA/T OO/19/lC 
JNiVL UU^-Z^-O 


Unmn cimifnQ Cr nrotein -ronnled recentor 10 (GPR10), mRNA 


xrA/f om aao 


TT Arrin ocmienQ amvloid beta (A4^ nrecursor-like nrotein 2 (APLP2), mRNA 


NM 030821 


Homo sapiens group XII secreted phospholipase A2 (PLA2G12), mRNA 


xta/t oioqoo 


T-Tnmn caruVnc nomothetical nrotein DKFZo564B052 rDKFZp564B052\ mRNA 


NM 030816 


Homo sapiens hypothetical protein DKFZp566D1346 (DKFZP566D1346), 

^vVDXT A 

mKJN/\ 


NM 030oU/ 


TTAmn crii-iionc rrliiPACP rrQncnnrfpr nrrvf~ein 10 ^CtI 1 111 0 ) mR"NJA 

JUL o mo sapiens glucose Udnoporxer piuiciii iu ^vjjuu ± 


NM_03U /y© 


Ti^rr.^ c^nipnc liAmotlif>tir al protein DKF7n434D0421 fDKFZP434D0421), 
jtiomo sapiens nypo mciiv-di piuLcni j-/jvi z_/p i -t_/'-ri_vv/^T^ -l vx^x^j. z_jx u-rxyw-T^iy, 

1 1 llvlN f\ 


TvTA/T 0^0707 
IN JVL_U3U / y / 


ij nmA cf,r».en<5 Trvnothetical nrotein DKFZd566A1524 (DKFZP566A1524). 
mRNA 


xtn/t o^07R& 


ij Arna cn-nipriQ "DP-^necifiC transmembrane nrotein rLOC81501\ mRNA 


XTA/f 0^07 £7 
1NJ.V1 UjU/O/ 


TJ nrnn <?cmieri<3 factor H-related nrotein 5 rFHR5\ mRNA 


XTA/T 0^07R£ 


TTnmo <janien^ intermediate filament nrotein svncoilin (S YNCOILIN) , mRNA 


xta/T 00.078^ 

JNM U:>U/o3 


TTriTnn cam' en q ortbolocr of mouse radial snokehead-like 1 fRSHLl\ mRNA 


XTA/T n^A7SA 
IN M__U j U / o^f 


u nrTin Qf i n ip n (; brain exnre^sed Gr-nrotein-counled recentor PSP24 beta 
(PSP24B), mRNA 


JNM \JD\J/oD 


T-Tnmn cunipnQ nb ncbh a tiHvl serine ^vntbase 2 rPTDSS2 > ). mRNA 


xta/T 0^0770 
JN1VI vjdKj / fy 


TTr^Tvir* ctmipnc T?a o^-relateH crene member 2 fERG2^ mRNA 


XTA/T 0^077,4 
JNJVL loU / /** 


Wnmo aar»if»nQ nroQtate cnecific Cr-nrotein counled recentor fPSGRV mRNA 


NM 030772 


Homo sapiens connexin 59 (GJA10), mRNA 


XTA/T O'SOO/^/l 

JNM_loU /o4 


Unmn cQ-nipnc CT-T7 Hnmain-rontainincr nbosnbatase anchor nrotein 1 fSPAPl), 

rxOllTU odpiCIlfc) OXJ-Zr LIUllldlli CAJllLCXlXllilg, LyiXWojJXXCXLCXOV^ uiiviivx vy tvm V j-"- ,/ j 


NM 030763 


Homo sapiens nucleosomal binding protein 1 (NSBP1), mRNA 


XTA/T 0'20'7^9 

JNM UJU/j/ 


TTrtmn cQnipnc maVnrin nna fincrer nrotein 4 f 1VTTC T\ N4 ^ mRNA 


XTA/T no 1 Oil 

NM__Uzlol:> 


TT^TY-in canipnc rtr anH (^TsTP bomolopv 1 ba^ic leucine zinner trans crintion 

fa rtr\r 9 A PTT9i mRNA 
Idt/lQl Z ^Xj/Tl.v^X1.Z.^ ? lllXvlNii. 


NM 020819 


Homo sapiens KIAA141 1 protein (KIAA141 1), mRNA 


XTA/T fllrt^^l 


TT^-mn conipn c frQTicr>rintir»n fa r»tnr R ^renreccec interleulcin 2 exnression^ 

ml? XT A 


NMJ330754 


Homo sapiens serum amyloid A2 (SAA2), mRNA 


JNM. UjU/jZ 


JnLOlJClO bdpiCllb L-L/UIIipiCvS. 1 \ ± v>JT 1 IliJ-Vi^r^. 


NM_030756 


Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) 

^ 1 \sV l LjZt 111X\_1N/-V 


NM 006010 


Homo sapiens arginine-rich, mutated in early stage tumors (ARMET), mRNA 


\nvjT AA1 1 oo 

NM_U01 loz 


Tjrti^A conipnc «a1r?<=»l-i^rrl<a rl^Vi^/rlTTKyRna cf^ 7 familv member A 1 ( A T ,DT"1 7 A 1 ^ 
rlomo sapiens aiaenyue Qenyurogeriabc / idimiy, inv^iiiut'i a x ^ru-j^ii/rxi;, 

mRNA 


NM_0Q03oz 


Uft-mA powpho o!r1i=»'Uxr/ ; J < a A (^\~\^rA-rr\ rr^n qcp ^ fami1v member A 9 r AT ,f)T"T^7 A 2^ 
rlomo sapiens aiaenyoe aenyarogendbe d xdixiiiy, iiiciiiuci jtv^ ^x^ul/iux-i^;, 

mRNA 


XTTV K AAO /1 O/T 

NM_0034bo 


TT rt «iA nottiar c onln+p Aon-iAr -fomi1\? 7 ^r»atinnip amino acid tran "snorter vh 
rlomo sapiens soiuxe carrier iamny / v cdiiuiiio dimiivj av^iu. uanapuHwi, y < 

system), member 5 (SLC7A5), mRNA 


NM_000694 


Homo sapiens alaenyde aenyarogenase d iamny, memocr r> i ^aluiijdi;, 
mRNA 


NM_000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDH1 A3), 
mRNA 


NM_030381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA 
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tstm* n^o^ so 

iNlVJL_U J\JDO\J 


Unmn csmipnQ CtT T-TCrnnr»p1 fatnilv mpmhftr CtT.T2 fGLI2 j. transcrint variant 2 

mRNA 


xnv/f 0^0170. 
iNivi_u^uj /y 


Unmn cnTvipnQ frT T-TCmrmpI fnrnilv mpmhpr OT T2 fGTT2i transcrint variant 1 

JTIAJIIJAJ bdL/lCilb VJJ^X JCSJL UXJJJt'l iCtllllXjf lllt'lllUt/1 vJ X^/Xj-s ^vjaji^ / ? ix cxixov/x ipi vaxiuiii x, 

mRNA 


NM 090166 

X >1VX ULU 1 \J\J 


Homo sanipns methv1crotonovl-C , oen7vme A carboxvlase 1 (ahjha» fMCCCl ) 
niRNA 


NM 005270 


Homo saniens GLI-KruDDel familv member GLI2 (GLI2V transcrint variant 4, 
mRNA 


NM 002381 


Homo saniens matrilin 3 (MATN3 1 nrecursor* mRNA 


1 > XYX V JV/JCjJ 


Homo saniens matrilin 2 (TVTATN2 1 nrecursor transcrint variant 2 mRNA 

JL JL X X 1V_/ O Lv X vl AO 111C1X1 11X11 \ 1 V JLx X 1 1 i «£— ' / L/X ww v*x. uv/i ^ i/X uiAuvi. x yj t u>x iuiit xxxa.x*x. x 


NM 002380 

± NXVX UULJOU 


Homo saniens matrilin 2 HVT ATN2 1 nrecursor transcrint variant 1 mRNA 


NM_002379 


Homo sapiens matrilin 1, cartilage matrix protein (MATN1), mRNA 


"NTK/f 000168 
xNlVl_UUU 1 DO 


Wrwnn cQnif^nc C^X T-T^Triitrnpl "fnmilv mpmhpT* C~tT T3 ( tpi O" ptf*Tirna1oT^o1vsvnHantv1v 
XTIJIXHJ octJJlC'ilo VJj_/±~iVi u.jj^jC/1 iciiiiiij' iiit'iiiutx vjxjU v^ v — 1 a ^^5 y./^iJiLCLiKJ iJKJxy o iivxcxv^ lj lj 

svndrome^ (Cr\ T3 i mRNA 

Oy XX\JLX\JXXX\*/ J \ VJ X^X^J J ^ X 1 XLVX > iX 


NM 003462 

JL > i.YX UUJTUA 


Homo saniens dvnein axonemal lierlit intermediate nolvnentide TP28 » mRNA 

X. JL V_/ 1 1 1 VJ' utl^/lvllo xJjL^y llW^lXl^ Uj\v,'i IVi. 1 JLt-i- X ^ X X gllv lllLvl lllvUlUlv L/V/1J ^/vL/l«lVI-V ^^XJ J y J-liXVl IX 


NM 017493 

X > XVX \J X 1 "T^_J 


Homo saniens Hin-1 THSHINl ) mRNA 


NM_005602 


Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDN1 1), 
mRNA 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensin (BFSP1), mRNA 


NM 004987 


Homo sapiens LIM and senescent cell antigen-like domains 1 (LIMS1), mRNA 


"NnVf 0004.1 J 


T-Tnmn Qanipnc InictiHinp-ripb crlvponrotpin rHTJCTi mT^N^A 

XTJAJlllU OCtjJlC/llo llloLlVj-lllt/ 11V./11 gljr WJLJX VJtt-111 ^lllVVJ J 9 IIXXVX >iTV. 


NM_024494 


Homo sapiens wingless-type MMTV integration site family, member 2B 

^ VV IN 1 ZJD J, UallbL/IipL VctilctllL VV 1> J. -Z,J_>^ ? lIlxvlNjrV 


xnvr oo/iQcn 

IN 1V1^_U U*4 77J 


UnmA cqhipdc A/Tcir*TiQHr*_Tr*cf=»TVh /licpaQP / r cr>inr\ppr'PiSpl1j^T' a+ciYi c\ ^ 
XIUIHU baUlCila !VXclUll<iLl\J J IJoC L/ll VJ-loCcloC v ojJlllUl>/t/l v^UV^Xlcil aLaAla J ? 

olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 

variant 1 mT^N^A 

VOX lull L X y x 1 XL VX > -lX 


NM_004185 


Homo sapiens wingless-type MMTV integration site family, member 2B 
/'WNT9R'l tranvrint variant mRNA 

^ WIN JL >-*XJ /, l/l CUXovLlL/l V <X1 IdllL YV IN 1 X*X-J X , 1 L XLVX > il 


NM 024415 


Homo sapiens VASA protein (VASA), transcript variant 2, mRNA 




U niTl n cariipriQ TYP ATl/TT ( A Q-n-rrln- A1a- A<2n/Hi^ hny Tinlvnpntirlp 10 fRNA 
XiUIIlO odpiCIlo xJ X^rxXJt XX ^i^oJJ vJlU- lex 2^ t>]J/ XX lo J UUA puiy]JC]JLHJ.C 1 VJ ^ivlNrx 

helicase) (DDX10), mRNA 


NM_004397 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 6 (RNA 

IipIip^qp ^dVTii ^TiTi^r6^ tiVRNA 

IlClllvd.se, JH-lSJ-^ j ^UUtVU 1, lllxvlN-rv 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 5 (RNA 
helicase, 68kD) (DDX5), mRNA 


IN xVx_U.J UjOO 


xiorno sapierio xj xijJrxxJi n ^/\bp-vjriu-x^id--x^op/xi,ib) dux puiypcpLiuc ^xvinxx 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 2, 
mRNA 


lsnvf 001^^7 

INIVI \J\J ID J / 


T-Tmnn cqni pti c; T) A Ti/T-T ( A ctv-c^tIi i - A 1 n - A qt^/T-Ti V»r»"5f no1vnpr>tirlp 0 fTZ T\T A 

XxUlllv* oCllJlt/llo X^X^jTXJLJ/ XTX. 1 xxop VJ 1U rxld iXSp/ illo J UUA IJKJXy LXt/lJtHJ-^ y ^JLVlNxV 

nplipn<;p A nuclear TjInJA hplipasp TT' lpnlconhvsin^ i transcrint variant 1 

lltllvuoL' ^*-J UvivCU X/I>r\ llV/lllvdOlb^ XX, X\di\XXWJ\JXXy \jXXX) VX/X/^Vy 11. aXlOvJl ip I VCIXXCXXXI X, 

mRNA 


NMJ304660 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide, Y 

flirnmnQnmp TT^T^A^^ mT^TsTA 

L/11HJ11HJl>U111V^ ^l/Xi j. J , lllXVX n n. 


NM 010010 


TTnmn cani pti q \/ A Si A "nrr^fpin ^\/A^»A^ tran Qprint variant 1 mRNA 

XlLllllU oapltllO V Aun pUJLClll ^ V AuA ) ^ lldlloL/1 ILJt VdlldXlL X, 11 XL VI > JT\. 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


"NTA/f 000^87 
IN 1V1__UUU O O / 


tTAmn ocinipnc <2r%1n+<=* r"2t~ri fomiK^ 0 ^ / r»Qi~nif inF*/ ar^xrl pnTDltlTlP trnnclnpjicp^ 
nUIllU Sdpidlo otJlLALC Vvd-rilCl Idlllliy ^vviillllLllxC/clVvj'lwa.iiiiLiiic; tlcHlSsHJVvdoCj, 

member 20 (SLC25A20), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NM_004940 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 7 (RNA 
helicase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDX1), 
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rnRTSJA 

IIllVlNxx 


rNlvx WIjjOO 


Wnmn cnnipnc an^nnacp-rirrirnritiri cr prvrrTn-lp'Y' ci lTii in it 9 f APl"^9^ 1TiT?7\TA 
XlOXXXL/ odpXCXXo dlldpildoC<""LJX UXXXULXXXg VvLulxpxCA. oU.UU.llll Z, ^.TVX v>Z- J f 111XV1 >xx 


"MM" 00^701 


TTnmn QA-nipnc mprnhranp-hnnnrl tr^n^prxTiti nn faotor rvrotppi^p ^itp 1 nVTRHTPSlI ^ 

XXAJIXILI OdL/lC/llo lllt/lllUi ClllC/ LJIJ UX11X IXdllol/XXJJIXUll XCL\^> LKJX LXX VJ L^Cl.oC< 5 OUU 1 ^IVIJJ 1 1 tJ 1/j 

mRNA 

11 ix vi > xx 


"MM 002251 


Homo ^aniens T)otavSsium volta£e-f?ated channel delaved-rectifier. subfamilv S. 
member 1 (KCNS1), niRNA 


NM 006903 


Homo sapiens inorganic pyrophosphatase (S1D6-306), mRNA 


NM 020956 


Homo sapiens periaxin (KIAA1620), mRNA 


XN1VX ui.J'TjJ 


nnmn ^atiipn^ donblp rino'-fiTifrpr rvroteiii Dorfm fTjORFTNT) mRNA 

X X KJ 1 1 XKJ OAplwllo VXVJ LX LJ X\^ XlJLXg llllgwl IT LwJLAJL j X/Wl XJLJ.A ^X^' WJL\X XX > y , XXXJ.VX ^1 IX 


NTVT 014^8 

XN1V1 u It-J JO 


Pfnmn <mmpn<! nhoQiVhatiHv1<;pritiP Hpparliowla^p fHPTSJD^ mR7\JA 

X XvJlllU OCXLJltllO LJllUojJlldXXlXy lo^X XllVs VXV^wCll L/WyVj' ItXOs-' \^X IkJX/ ; } IXXXVX^xv. 


NM 021954 


Homo sapiens gap junction protein, alpha 3, 46kD (connexin 46) (GJA3), mRNA 


INJLVx UZjUOo 


XlUlXXU odpiCIio MdlOdvJXXCbllX ^OIN J; lllXVlN XJl 


Xn\/f 099891 
IN 1V1 XjAA, OZl 


TTnmn com (=*ri c f»1 r\ri ctq+i rm r%"P \TF*r\T loner fViQin "fci1*i~\7 oniric ( h* K^NT 1 /Pi o9 QT TT? 4/T^ 1 
iTlUIIHJ cjdpiCIlo ClUJxgdU.UJ.1 Ul VCiy l*Jllg OlldXlx Xdliy dHUo V^l- X_>1N X / XJ/HJZ,, O \-J 5SJ-T1 XJ/IVJJ , 

vea^-like 1 ^FT OVT W mRNA 

y\sCLQLJ 111VC/ X ^X_?X-rVV V X_/ X ^ 5 1JL1XVX N XX 


XTIVT 091 196 

1N1VJL VJZ, 1 1ZO 


T-TrvTTir* cnTiip'tiQ tt\ f*vr a ntnri vti l \ra fp qii1 fiiTiTfiTi^fprji^p nVTPSJT^i rnRNfA 

X XwlllW OdJJldlO 11 Id \sCl±Jl>\J\Jy 1 Li V<XLl^ OlXIXLXl LI CllXoX^/X dot yXVXX O 1 llllVL^il. 


NM O^Ofififi 

XN1VX \J_JV/*JvJVJ 


T-Trtmo «ianipn<s <?priiiP far pv^tpinp^ "nrntpina^p inliiliitoT clarle T% rovalljiiTni vi\ 

X X vJ 1 1 i\J o£X LXl^llO Ovllllw 1 w V O Lvlll v ( L/lUlvlllClOv AliXJX L/l LKJX ? VICLU-W U V UlUUilllliy, 

member 1 fSERPLNBH mRNA 


NM 024014 


Homo sapiens homeo box A6 (HOXA6), mRNA 


NM 030665 


Homo sar>iens retinoic acid induced 1 fRAIl^ mRNA 

XXv/lXXV/ OU L/lvllO 1 vllXXV/iV Ct-W J-\-4- XllUUvvU' JL I JLVL JlJL JL J ^ XXJLJL^JL lx JL. 


NM 030663 


Homo sapiens mitochondrial capsule selenoprotein (MCSP), mRNA 


1N1VX \J u \J\J\J'~X 


T-Tni Tin <5a"nipn<5 "nlifi^TibntHpQtprfl^p rplafpd rPT , T*'T?^ mRNA 

XXC111VJ OCXLJl V^llo LJllUoj»/lll^UL ILOLvlUiJU X V^JLCH-V^VX \^X X X_vXV / ? X JL IX VX > JCx. 


NM 030662 


Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA 


xnvr n?zisQ^ 

iNlYl UXH-O^tl 


XXW111LJ OdjJXCllo llj'jJLILXlv'LlC'dl ^JXLILC'Xll X 1./JZ/J JU7 xjJ^JJ\J7y 5 111XVX > A 


NM 0091 


T-T rvmr\ ccmipnc inff^Tlf^nlrin "X rpppntnt JilnTisi f^nwr Ji'F'fi'nitT/ 1 TTT A I TnT?7\TA 

JTXVJ11HJ OdJpXt/llo llll^llt/U-lvlXl J lCL/CpiUl, txipild ^JLU VY dXXxlllt^y^ ^XX-/ J IVTl J , 11XXVX>XT. 


"KnvT 09 1 944. 

XNIVI UZ1z.T''t 


Hnmn canipnc T?ncr "nrn+pin" VrvmritViPtipal (^'T T^-V>iixHi ti cr TiTof P"i t> 

XXvJllliJ E>aUlCllo Xvdg 1-V LJUJLClXlj liy jJULilV/LlOcll Ull U111VJ.111LX, jJlv/tt'lll 

DKFZp761H171 (RAGD), mRNA 


xnu 00S0RR 

XNlVl ul/JWOO 


T-Tr^Tno QcirMPtic TjTvTA c r oni p>n 1" on rVirnmncnmp fin H AiTiiniiPi 1 S S PYnrpQQPrl 

ITXvJlllVj odjJlClia i_yXNxTt oCgllldlL KJxl V^lll UllUJo^JlllC _/v UllLi X ^ LllllV^ 1 X u *J ^^VLXX t-OOV-'VX 

sentence TDXYS1 55F^ mRNA 

OvUUvllwv 1 X/^Y 1 UlJJJulj 1 1 xxvx > rx 


NM 01 6090 

X. N 1VX 


TTnmn <Nar>ipn<; PNA bindincr mntiftirofpin 7 rT^T^lVr7^ mRNA 

11U111U OCXL/lWliO XVl^lXX. L/JLllVXxll^ 111VJU1 jjlV/LC/lXl / ^XVUIVX / 1 X XX VX > JLX. 


NM 013306 


Homo sapiens sorting nexin 15 (SNX15), mRNA 


TsJA/f 018^69 


PTnmn ccjnipno 1i Irf^l'v^ rxt*f r\1 n cr nf mmiQP T T7S.T_7f~ t * mciTTTm^l'isin T 1~NJ~7 nrnfpiii ^ 
XTLUXllU odJJxCI.lo lllVCiy UI UlLJIUg Ul llUJUOC J-^XIN / V^, xlXdllXlJlldlXdli ,1 1N~ / piULCXll J 

(J mRNA 

^XjXX> / \^>)) lllXVX Nxx 


NM 018300 


Homo sapiens zinc finger protein 83 (HPF1) (ZNF83), mRNA 


XNlVX Ult / 


XxUIIlU adpiCIlb pilUc>pXldLlU.yiibCIlXlC oyilUldtsC 1 ^x lL/OOlj, IIxxviN/TL. 


ntm* 006140 

IN ivl VJWO 1HU 


xlOIIlO odpiCIlfc) L/UlUIiy oLlIIllXldLUlg xdULUI Z« ICL-CpLUx, dipild, ID W - dl Ixlll ly 

( crrariiilopvtp-maproriliao'P^ ^r^.S1^9T? A^ mlRNA 

CllXLXlVJ^/_y Ws lllCXC'l KJtJXXCl ^\-»Jl ^IViX / , llXXVX > XX 


NM 004043 

J- > XYX vUTUTJ 


TTomo <?flTvipns apptvlsprotonin O-mpthvltransferflse ASlVTTi mRNA 


NM 002414 

X > XYX V/V/^TXT^ 


Homo <5ar»ipn<; anticrpn idpntifipd bv monoplonal antiborlips 1 2"R7 1^21 and 013 

11U11 XKJ \J CX.VJ X X O dll LI gV^Xl 1 vXv^ll tlXl<w/vX L/ Y X X X\J X LVJ ^/ XKJ X XCL X tXlX LI U V^O IX/Xi/ 5 X ^ X (XX J.VX X ^ 

rMIC2 > l mRNA 

1 lYJULV/i^ #^ lllJLVl 11 L 


NM 002186 


Homo ^flTjiens interleukm Q TPpe"ntor ^TT.QR^ mRTxTA 

JL JL KjF JL A. X OU'LyJL wXJLhZj ±1 J. LV1 i. W U-JlVJU-Jl, JL vvwL/lx/l y.1 !_/ ./ JL v. f ^ XX JLJL il Jk. 


NM 030657 


Homo sapiens lens intrinsic membrane r>rotein 2 ri9kD^ rLIM2 > l mRNA 

J- JLVJ'JLXXVJ' O Ci> L/lvlJ,J X vlXO XXXUX XXXOXW XXlvlXXL/X Llllw L/l V/tVlll \ X *f X\ 1 ^ f \ JL^JULT JL* *t J+ AAJJLV1 " L JL 


NM 014349 


Homo sapiens apolipoprotein L, 3 (APOL3), mRNA 


NM 022566 

XNXVX vZ<Z<JUU 


TTomo <3fmipn<3 mp<;oHprm Hpvplnnmpnt panHiHafp 1 nVTPS! T~)i~^1 ^ mRNA 

X 1U111U OClLJX^'llO lllV^OvJVX^l 111 UVVVi'lUpillvllL ^ CII1VX1 VXCILV-/ X ^XVXX_^JJ X-J\~s X ) 5 X 1 IX VX > IX 


NM 020727 

X>XVX \J JLt\J I Ad § 


TTomo <3?!"nipTi<s vWvxc fincrpr "nrntpin 9QS ^TTS! h'9QS^ mT^TSTA 

XXVJlliW oCt-LXXCllO ZjLLLkj XlllgC/1 ^JHJLC/111 MiZJ \J ^Z^»X>iX y 111XVX > XV 


NM 012074 

X^IXVX V-/ X X—i\J / i 


Homo <5«"nipn<5 cpv-dA TmoiiQP^ liomoloo" ff^T^RT")^^ mRNA 

XXV_>1JLJLW OCl LXlWllO V^v-/1 VX*"T \^111VJ LloC / Xl^/lllV^lVJg ^V^X-?X\JL-/*-Py 5 J.11XVX > Xv 


NM 000861 


Homo ^floipri^ lii^taminp rpppntnr H1 THRH1^ mRNA 

XXU111U OClLsl^/llO 1 11 0 tail 11X1 w i wvUlUl XXX yXXXVXXX J} X X XX VX > Xi. 


NM_006273 


Homo sapiens small inducible cytokine A7 (monocyte chemotactic protein 3) 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1, N ADP (+) - dependent, cytosolic (ME1), mRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD linger protein 1 (PHF1), transcript variant 1 5 mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), 
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1 


rnRNA 

ixXXVXNXx 


"NTM 0072S1 

1N1VJL \J\J/Z,JD 


HYvmn ^arvienci rvtnr liroTne P450 ^uhfarnilv TVF nolvDentide 8 fCYP4F8^ 
mRNA 


isjm 000779 

1 N 1VX \J\J\J 1 I *S 


Homo saniens cvtochrome P450 subfamilv IVB. nolvDeDtide 1 (CYP4B1 j\ 
mRNA 


NM 001514 


Homo sapiens general transcription factor IBB (GTF2B), mRNA 


NM 004127 


Homo sapiens G protein pathway suppressor 1 (GPS1), mRNA 


NM 024423 


Homo sapiens desmocollin 3 (DSC3), transcript variant Dsc3b, mRNA 


NM 001941 ! 

1 llYJL \J\J X~S~X ! 


Homo sapiens desmocollin 3 (DSC3),transcript variant Dsc3a, mRNA 


NM 004949 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2b ? mRNA 


NM_024422 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2a, mRNA 


"MM ftft4Q4X 

J.NJ.VX V/U 6 r7'TO 


TTrvmr* QanipnQ Hf^mnnollin 1 tHDSIf^l^ tran^nrint variant F)scl h mRNA 

JL JLv_Jl±llw' SaL'lCllo LXV*/£>lllUv^ Willi l x \^xy u v_^- 1 j 7 li ciiio^/i i^j l v cii icin l xsij\s x xxxx\~l^xx. 


NM 024421 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dscla, mRNA 


NM 001923 


Homo sapiens damage-specific DNA binding protein 1 (127kD) (DDB1), mRNA 


IN 1VI_U U U^-Z J 


xiomo sapiens -L i cen aonesion moiecuie ^nyarocepnaius, bieiiobib 01 am4.cu.uuu 01 
Sylvius 1 5 MAS A (mental retardation, aphasia, shuffling gait and adducted 

in Lull LJ £5 J byilillUXIlC, bpdbliL/ palctpiC^ld x) \x-i x \^Jrx±vl.)) LI ail&L/i l\Jl VdliailL l, iixlVlNjrx 


NM_024003 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 

OylvlUo X, XVix^LJxx. lIIiCllLdl I CLdl UcttlVJll, ctjJllclolct, olJLU-lUllig gcllL ctilU. dLlLlLl^ itu 

tTmmb^ QvnHrnmp ^"na^tip, "naran1po"ia 1^ rT,1(^IAA/r^ franscrint vflTiant 2 mRNA 


NM_004110 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 2, nuclear gene 

pnpnHinc TnitofVionrlWal "nfotpiTi tn CRISTA 

t^llL/VJLllllg 1111 LVJOllWllvll 1C11 jJlVJL&lll, 1 1 JUL VX > JLX 


"NM 024417 

XNXVX r 1 / 


Unmn <5aTvipn<? fprrpdoxin rpduota^p TFF)^CR^ transcrint variant 1 nuclear ?ene 
encoding mitochondrial protein, mRNA 


NM 021944 

X^IXYX \J jLr~J y \ \ 


Homo s aniens cvtochrome P450 i so form 4F12 ( C YP4F 1 2^ mRNA 

Jl.X\JXLi\J uClUlvllO \S Jf \i\J\SXXX \JLX X\s X ~%J\J lOV/lWl 111 1 JL X \ V__>* x JL rj. JL J-^ J , llli-VL 1i 1~ 


NM 092X4S 


TTnrno sanipns pnrp-bindino^ faptor beta snbimit TdRFB^ tran scrint vari ant 1 

X XVJlllw odUlvllO vUl \-> {J 11 Ivilllg, lUV/LUi , w LCI OL4-L7LL111L ^V-/JJ1 XJ J ^ LX CLllO V^l XyJ L V Cll 1 till L X, 

mRNA 


NM 092041 

1 N 1VX V/Z/^V/^T 1 


Unmn ^anipriQ criant agonal npnronathv Tcricra'Knnin^ fCrAN^ mRNA 

J. XwlilLJ C5d L/lv^llO i^lCLllL aAUllul llvUl \J iJCXvXXy l^^l^Cl/vWlllll J \^y~J JTxl. > j , 1 1 UL VJL > JTX. 


NM 021 1 K7 

±>l 1VJL \JZ* X 1 O / 


TTomn <5ar>ipns rvtnphromp P4S0 snbfamilv TVF nolvnprvhdp 1 1 fC!\ r P4F1 1^ 

1 il^lllU OaUluiio J LUwllL unit x i ^ \J , ouuiainiiy x v x. , yjyjiy likx\s x x \y~* -x x. ~x x x y, 

mRNA 


NM 019S99 


TTorno ^ar^ipn^; ta<stp rpppntnr tv~np 2 mpmbpr 1 fT , AS!2R1 > l mRNA 

X X wlllvy odUlvllo luOlv LvV^vlJlV/l) vjrjJw lllv/lllL/vX X \^ X iXUAilv X J , llllvi^i *. 


"NM 017S79 

XNXVX U V 1 J I 


T-Tnmn ^anipriQ HplpfpH in mail onant brain rumors 1 ^T^lVrT^TI^ tran scr int variant 

11U111U OCLU^lt-llO VXt/lt/Lt^lX 111 lllClllglldllL Ulcllll LLX111W1 O X ^JLVIVIU 1 -"-/J WCUlOwllL/L V ai lailL 

3, mRNA 


NM 015670 

1N1VA x/l^v/v/ 


TTomn ^anipn^ ^pntrin/SlT TA/TO-^nppifip, nrntpa^ip ^ rSFNP'^^ mRT^fA 

XXVJ111VJ odjJltXlo Ot-llLl 111/ U U-LV1W OjJWC'lllV^ piUl^CloLy *J \\JX^iX >X ~J J ? 111_LV1^XJl 


NM 019096 

1 > 1VX 


TTomn sanipns aHantor nrofpin p.ontainincr nTT domain PTTS domain and lencinp 

11U111U OClLJIt'llij a\xCLYJl,\Jx LJ1 \J LV^ 111 v-'VJll LCL11 llllg, LyXX v 1 W 1 1 1 cL 1 1 1 , X X XJ ^XV-'lllCllll d-llvl- lvUvlllv 

zinner motif CAPPLi mRNA 

£—>± L"^_L i A JLVy LI. X XX X X-J J , 11H.V1 1 -£ X 


NM 005192 

XNXVX \J\J+J*JZr£* 


Homo saniens PHD fineer nrotein 2 TPHF2 1 mRNA 

XX\JXXX\J OCljJl^llO X 1XX/ llllgtyl LJIWlvlll X# y^X XXX. *•* J $ llJULMirt 


NM 000896 

X > X YX VJUV/UyVJ 


Homo saniens cvtochrome P450 subfamilv TVF nolvDentide 3 rieukotriene B4 
omega hvdroxvlase"! fCYP4F3") mRNA 


NM 022661 


Homo saniens SPANX familv member C (SPANXC V mRNA 


NM 022573 


Homo sapiens TSPYql (TSPYQ1), mRNA 


NM 022089 


Homo sapiens putative ATPase (HSA9947), mRNA 


NM 025228 


Homo saniens hvnothetical nrotein dJ434014 3 (DJ434014 3 1 mRNA 

iiviiiu ouL/iviio xx y vj \J \*xx\j uvui ui l/ iuiii \x*t v ~s iXm* x r • ^ ■ rv/ i r._/ /j iiiivi 11 x 


NM 025013 


Homo saniens KIAA1031 nrotein (XIAA1031) mRNA 

JL JL \-/ X. X JL VJ r UliL/lvllu JL^, ,1.,/. JkjL 11 V/iJ X LJrJt. VJ 1 LwJLXX \ JL a. ,1 i LX Xi. JL -t-XJLJLX_L ^Jl Jk 


NM 025027 


Homo saniens hvnothetical nrotein FL J 14260 CFL J 14260 f 111RNA 


NM 022102 


Homo saniens hvnothetical nrotein FLJ20958 (TLJ20958 1 mRNA 

X XW1JLXV/ ULiL/JLVllO XX V L_/ V/ llxw tlv'Ul WX IVXXl X JL— /vF v w y-*- \J ^ VJ J ^ llXLVi. ix i. 


NM_021724 


Homo sapiens nuclear receptor subfamily 1, group D, member 1 (NR1D1), 
mRNA 


NM 030570 


Homo sapiens hypothetical protein MGC10902 (MGC10902), mRNA 


NM 025135 


Homo sapiens hypothetical protein FLJ22297 (KIAA1695), mRNA 


NM 024317 


Homo sapiens immunoglobulin-like transcript 10 (LLT10), mRNA 


NM 021822 


Homo sapiens phorbolin-like protein MDS019 (MDS019), mRNA 
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xNxVJL ul/Ju7 


TTnmn csinipnc Af^O fnr Qprinp nrntea qp Hnrnnlncnip fHS»lvT\TA S»T*H^ mT^ r\TA 

XXVXlXXlX bdJXlCilo -TW^sKy 1U1 OCIIIIC JXlVXlt'doV^ iivxiiiwxwg, lxv^ ^jliuinx^/xiji xxy 3 XliXVl > XX 


IN IVJL UvJJOj 


TJnmn canipnQ IvmnnnnlnQtip IpnVpmia Hprivpfl «?pnnpnpft 1 fT/YT,1^ mT?T\T A 
XxvxilxVJ od|Xldi& i.y lll^Jixvx ixido tlx.' iC/Uivt/iiiia uwivt/U ot/xjixv^xxv/v; x / x xi x j 7 xxxxvx > n 


"MM 070070 


T-Tnmn ssanipnc: immiinncrlnhiilin 1amhda-1il<"e nnlvnentide 1 flGTJLl^ mRNA 

XxVXlllvx aapi&lllj lllxlllixiivxgivxix lxxxxx xcxxxxl/vxcx xijvv jj^Ji^y l^v^l^uxvj-w x. v^xvj i_/x.-> x xxxxvx ^x^. 


NM 0023R3 

X > XVX \J\J As^J O ^> 


TTnmn <?fl"nipn«j M^Vf^-a^^oniatpfl "zinc fi n per nrotei n fnnrine-bindint? transcriotion 

XXVXIIIVX OCIUIV/JLJIO XVX X \— ' ClOOUvlUlL<U Z_iXXXV> IXllgVl JkJXVJLV^XXX y^/UXXXXV/ 1^ J-XXVXXXX^ tX CXXXOV^X X LX\_/AA 

factor) (MAZ) mRNA 


NM 016944 


Homo saniens taste receotor tvne 2. member 4 (TTAS2R4V mRNA 


NM 016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


NM 000178 


Ur»mn Qfir^ipriQ AA/i1m<2 tiimnr 1 ^AA/T 1 !^ iranQp.tH'nt variant A mRNA 

XXvJlllU oa[Jltllo YV Ixxlxo tLllllUX 1 VV X ■*-/? Ux CtlXol-'l X]jL Vuilalll Xi. ? X X XX VX > xx 


NM 094476 


T-Tomo <5ar»ipn<3 AA/ilm ^ tiimnr 1 r\A7 r T1^ rraTiQP.Ti'nt variant 1~) mRNA 

IxtJxIHJ od-LJlV^llO YV lllllo LU.X11\JX 1 ^VV X J- J) U ClXXOwl 1 t VCXXXCXXXt X-/ , X X XX VX i x X 


NM 024425 


Homo sapiens Wilms tumor 1 (WT1), transcript variant C ? mRNA 


XTA/T 094494 


JljLOIIIU bdpiCIlo VV lllllo LUllUJl i y\V x 1 J 9 11 cUloVvi J. JJ I VdllclIlL J-> 5 lllxvlN^V 


xNxVl_vxvlx / Oj 


xTOiiiw odpicna L>y LUL-imjiiic it-ju, oiiuiciiiiiiy iiJLrv, puxypcjj iiLic / ^v_- x x dj^. i j y 

IIIXVXNjTV 


NM 091 S70 

lNlVJL v/Z, X ^ / \J 


Wnmn Qanipnc: t-^arTT-HVp TiomPAbnir 1 rRAT?^1 i mT?7Sl A 
1 lixii iw oajJiwio xJ «xi xx xxjvv^ xi\xiiit/Uix^xyv i ^Uiixv/x x j ^ iixivi^x*. 


NM 00006R 

1N1VX v/VXv/VXVXO 


I- 1 omr» cam'pn? palpinm pbannpl vnltatrp-Hpnpnrlpnt P/O tvnp a1n*ha 1 A ^nbimit 

X lvJlllVX OCljJlt^llO V/ Clit/ X LXilX \^11cL1JXX^1j V VX 1 LCX^t/ kXC'JXV^llVXV^'Xl L ? X / Lj^Lyv-j CX1JX11CI X XX. DLXlXLXlllt 

(CACNA1 A), transcript variant 1, mRNA 


NM 010574 


Ufimn <?anipn«; Iwnnfhpfinal nrntpin MOfl 0397 (^J\CfC\ 0377 i mRNA 

XXVJlllkX oCljJldlo lljr L^/\J Lllt/tlV^Cll JXX VX Ux-'XXi IVlVJV/l VJx« / \^XVXVJ V> 1 VX ~J t / j 1 1 XX VX >l XX. 


NM 010571 


U nmn cqnipnc VivnntViptipal nrntpin 1V10P1 00^^ flvTOPI 0961^ mT^TSTA 

X XVJ11HX odlXlt'llo lljr IXvJ 1/llt'tlVw'Cli LJ1 VX Lt-ill XVX VJ 1 VJ \J J V^XVXVJ 1 VX J7 VX J y ? 1 1 1XV1 ^ XX 


NM 094S67 

IN IVJL UZH-OO / 


Unmn cnnipnQ Vi\mntriptipa1 nrntpin FT T?^^77 (VI T9^S77^ m"R"NTA 

XXVX11HX odUlCHo llj' IXVXLllt/tiV^cll jXlVXlClll X X-iJ £,D *J 1 1 \1. l-iJ A,D <J 1 1 lllXVlNxx 


NM 00971Q 


xivJIllvx isdpiCllo pivJLClll IVlllctoC \sy ^dlllllla v^x IVxV^vJi, lllx\JL>j jc\ 


NM 0905A& 
XNxVJL UZUJ'+O 


XlUIllU odpiCllts U.ldZ.Cpd.111 UlllU-lllg HlllllxlLvxl ^\JTy-\xjy-\. 1 CUCpLUl lllUilLlldlUi , doyi- 

Pnpn7vmp A binHinp - nrntpin^ fT^T^T^ mlRNA 

Ksyjy^Liz-iy xxxvw jr\. uxxxvixxxg jxx \j lv^ixx j ^x/xjjl j ^ xxxxvx > n 


NM 0751 76 

1N1V1 v.' j—i X / VX 


Homo sanien^ KTAA0980 nrotein TKTAA0980 1 mRNA 

xxvxmvx ouuiviio ivxrxrxvy / uu ixxvxl^ixx \^x^xx\x>. w y j ^ iiixvi^xx 


NM 003789 

X > JLV J. X/ V/ / V_J .X 


TTnmn ^anipn^ Tl^vTRT^ST^ 1 A-assnoiatpfi via death dnmain nTT^AT^Tvi mRNA 

XXV7111VJ JUUlvllk) X 1 >X XVUX Ail UOOVVXltlvVi V 1W VXwU Ui UVXliUllX ^ AXVTIX'X-' J j XXXXVl 1XX 


NM 017541 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


0. > 1V1 X 


TTnmn Qanipn^i prv<5ta11in camma l"*) ^(^T? ^^rrTTl^ mT^TSTA 
xxvxiiivx ocxLJit'iio \jl y o Ldiiiix, gdiiiixid X-/ ^v«/ivi vjjx y 5 xxxxvx > n 


NM 090989 

x>xvx \j y o y 


TTnmn <?anipn<? prv<?ta11in c^amma C* (C^lZ.'YCvC*} mTRNA 

XXVXIIIVX OdJXlVw/lXO w-X y O LCXXXXXIj gdlllllld V-^ ^VlVl VJ / ; xxxxvx > iT*. 


NM 005910 


TTnmn <?anipn<? prvstallin cramma T\ (C^Tt^fCrW} rrfRNA 

XXVXIIIVX OCipivlxo vl y o tdlllll^ ^CXXXXIXXCL XX ^VlVX v_J J_J J j XX JX_V1 > ^x 


NM 014617 

1\XVX U iT^U 1 / 


TTnmn Qanipn<? prv^fallin cramma A ff^RYiTTA^ mT^l^A 

XXVXlxlVX OdjJlV^llo V^l^'oLdlllllj gdlllllld xx ^V^Xv X VJ XX. j ^ XXXXVX > XX 


ATM' 0091Q6 


TTrvmr^ cptvip^tic "mci1ir» ptiTvnnp 0 l^T AT~jr-l- VHptiph J Ptit mitnpTinnHnal C\A~f-* r )*\ 
xxvxiiivx odjJiVw/iio iiidiiv-/ ciiZi y nit/ z« 5 inxxxx^ i y ~xi^jxdivxtxi l ? liiiLVJoiivxiivxiidi yivxi-t^jy 

niiplpar aprip pnpndincr mitnphnnrlrial nrntpin ml^T\FA 

XI LXwXV^CXX tXV^XXV^ WJVXlllg XXXX LW XXXXVX XX XXX XCIX LXXVXtWlXX^ X X XX VX > XV. 


NM 095968 


Homo sanienq "hvnothetical nrotein MGC4659 (MGC4659i mRNA 

XXVX1X1VX OdjXlWllO 11 y UVJUlvllvcll LJ1 VX LvllX 1VXVX Vx"TVX^ 1 XVXVJ V/^VX«X S j j XXXXVX 1 XX 


NM 025244 

X 1 X YX. V/X^w' 4-i I \ 


Hnmn ^anipn^ fp^ti^ <;npp/ifin 10 fTSiCrAlO^ mRNA 

XXWXXXW O CX VJ 1 Vlio LV-/ O llO OLrVVXXXVj XV/ V X U> IXXXV/^j XXXXVX 1 XX 


NM 025240 


Homo saniens B7 homoloff 3 TB7~H3^ mRNA 

X X VXXXv OUL/XVXXO XJ / XXVJXXXV/XV/& —> \ J — ' / XXw/ fj XXXXVX IX A. 


NM 025237 


Hnmn ^anipnc: Qplprn^tin rSlOSinr^ mlvNA 

XXWXXXV/ OUUXVXXu OvXvX \JO UXX V UVU X /j XXXXVX ^IXX 


NM 025236 


Homo saniens HZFwl nrotein (HZFW1 1 mRNA 

XXVXXX1V/ OdjXXWIXO XXXjX W X |_IXVXtV^XXX ^XXXjI Yt X XXXXVX^IXX 


NM 025215 

X^IXYX \J ~J *j 


TTnmn «?anipn<? taniVvraQP J TTTsTFCT ^ mT^l^sTA 

XXVXIIIVX OdVXXV^llO tdllJVji' 1 dOW *J \^ X X > XVXj^ , X X XX VX > XX. 


NM 025233 

X>XVX \JZ**J^-J-J 


TTnmn cianipnc; nnplpntiHp ninHino - nrntpin f~N~RT*^ ml^N^A 

XXVXIIIVX odLJlV^llo llU.V^lCVXLlVlt/ IXXIXVXlllg jXX VXLVw/111 ^XNXXX J •) XXXXVX >t XV. 


NM 025232 


Homo sapiens hypothetical protein FLJ22246 (FLJ22246), mRNA 


"MM 09591 R 


TJ/-\m c\ ccit*\i c T TT 1 ^a_1^i n rl "in rr T^frvf^in 1 ^T TT T^T^I i m TsT A 
IxUxIlU odpiCIlO UL 1 0~Ulllvj.lllg pivJLClll 1 ^UJUDl 1 )^ llxXVlNxv 


TSJA/T 09^917 

1N1V1 UZJZ1 / 


JCxVXIIlvJ odpiCllo U J-/ 1 vx"-UlllU.lIl^ pivJLClll JL \ LJ l^Dl Z llllxlNx^x. 


"MM 095915 


XlUIllU odpiCllo poCUU.UU.1 IvJ-lllC byilLlldoC 1 ^1 Ul)1 llJxvl >xx 


NM 095914 

1 > XVX V/Z* JZil'r 


TTnmn «3anipn<? PTPT tiimnr antiapn <?pS 7-1 fS!FS7-1i mT^NA 

11VX111VX odJXlV/llo V_/ X V^l_/ LLXlliVXl dllLlgt/ll &CJ / I ^OLiJ /-LJ } lllXVX^xx 


NM 095919 


TTnmn Qanipn<? F)v1 -riin/ximx nrntpin 1 1" j A s£ ^inViiViitinn nf thp F)v1 anrl Airin 

XXVXIIIVX OdLJlt^llO X_/ V 1 IXlllVXlllg LylVXLC'lll XXXXi-if V \^ 1111111X1 U1VX11 VXX LXXV/ X/VX CIXXU. .rxJVlll 

complex) (ID AX), mRNA 


NM 095910 

X ^ XVX \J £*xJ IV 


TTnmn campnQ t\mp 1 rwn'twn nVincnTiatacp mTiiT^iTnr iT— 4 i m rv T\T A 

XXVXIIIVX OdLJltXlo Lj'LJt' 1 piVXlt/111 jJHVXO}Xlldl.doV»/ 111111 1X1 1.VX1 V^X ~ ^ 5 XXXXVX^IXX. 


NM 025209 


Homo sapiens enhancer of polycomb 1 (EPC1), mRNA 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKFZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NM_025193 


Homo sapiens 3 beta-hydroxy-delta 5-C27-steroid oxidoreductase (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ13386 (FLJ13386), mRNA 
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mm 025161 


Homo saniens hvnothetical nrotein FLJ22175 (FLJ22175^ mRNA 


NM 025158 

X>XVX \J Z^u 1 O 


Homo saniens hvnothetical nrotein FLJ22251 (FLJ22251 , mRNA 


NM 025148 

X^iXYX \JZ**J l"TO 


Homo saniens hvnothetical nrotein FLJ12986 (FLJ12986 , mRNA 


NM 025137 


Homo saniens hvnothetical nrotein FLJ21439 (TLJ21439 1 mRNA 


NM 0251 16 

x y, xvx \j x-iU x x vj 


Homo saniens hvnothetical nrotein FLJ 127 81 (FLJ 12781, mRNA 


NM 025114 

X XYX \J £ssJ L 


Homo saniens hvnothetical nrotein FLJ1 3615 fFLJ 13615^ mRNA 

JL JL \J X X ±\J OLlL/1 vllO 11 Y UV/LllwVlviXl Ul wlvlll JL JL-/ts X VJ 1 X ^/ V X-^/v X V/ X *-/ ^/^ 111XV1 11 X 


NM 025083 

X > XVX \J^i^J\J\j*J 


Homo saniens hvnothetical nrotein FLJ21 128 CFLJ21 128") mRNA 

JL 1U111L/ OUL/lvlliJ X XV LJ 1 V Lllw LlVLil L-/X VJ' IVJL11 JL Jl — ^-rf X X -^rf 1 JL JL-/^7 -1-^ X X \J J ^ llULVx, 11 X 


NM 025054 


Homo saniens hvnothetical nrotein FLJ23132 TFLJ23132/ mRNA 


NM 025017 


Homo saniens hvnothetical nrotein FLJ13892 fFLJ13892i mRNA 


NM 025011 

X iXYX \J £d+J \J 1 J- 


Homo saniens hvnothetical nrotein FLJ 13 744 (FLJ13744/ rnRNA 

X JL \-f X X IV/ OCiL/lvllU XX V V-r lllV LX VCil X_/ IVill JL Jl — i*J X / 1 1 1 JL J — i *J X / 1 T / *, IxU-VJL, 1 X i_ 


NM 0 2409 5 

± > XYX \J ZJ Z* *J 


Homo saniens hvnothetical nrotein FT,T12616 rFT.T12616i mRNA 

Xi.VJ.llv/ OUUlVvllu 11 Y U\J UlV U VU1 Ul V/ Iwlll X -I — l*J I^V/IV IX J—t*J A. 4*\J 1. \J J ^ IIJULVX IX X 


NM 024987 


Homo saniens hvnothetical nrotein FLJ12345 fFLJ12345^ mRNA 

JLJLV/XXXVJ^ OCiLylvllu XXV L/ V tVliwll vfcAl L/i V/lvlll JL A.Jkj JlsL**J I IX -1 — J*J A.dm***J T«-/ XXXJLX^X IX X 


NM 024900 

X > 1V1 V/ ^/ \J\J 


Homo saniens hvnothetical nrotein FLJ22479 fFLJ224791 mRNA 

xxviiivj ijupivviio 11 y yj w uivu vtu ujiviviii x J — ^ j—i \ i s ix j — 10 r / ^ nixvi 11 x 


NM 024874 


Homo saniens hvnothetical nrotein FLJ14225 (TLJ14225 1 mRNA 

JL JL \J X X X VJ^ O CX L/lVllO XXV Uv UlwLlvUl Lrl V/lrVUJL JL JL-/tS X r^^^w^ \ JL 3—J\J X V X^X^ J • 11JXVJ. 11 1- 


NM 024873 

X > XVX \JZ*~tKJ 1 ~J 


Homo saniens hvnothetical nrotein FLJ21 162 (TLJ21 162 1 mRNA 

1 1 V/ 1 I 1 V / l_>CX LX X\-^XXk3 11 V L/V/ UlVllVUl L/lV/tVlli X JjJZj 1 1 Uij \X XjJi/ 1 1UA / 5 IIXXVX 1 !! X 


NM 024861 

X > XYX VX VX X 


Homo saniens hvnothetical nrotein FLJ22671 (TLJ22671") mRNA 

XXUlllU OH WlUllO 11 V LX V.' LXXVw' 11V CXI kXl VXLvlll X J — itf 4*4*\J 1 1 \X ±-j%t £j£j\J 1 I/) lllAVXIl X 


NM 024836 

1 > XYX Vxz-'-T U Ju 


Homo saniens hvnothetical nrotein FLT22301 (TLT22301 , mRNA 

1 IVXXXXvX OClLXlvllO 11V UV/LllVvllvCll LX1 V/Lvlll X X J 1 \ X Jl itS jL* £-/ ~J \J 1 _/ j 1111 VX 1 X X 


NM 024822 


Homo saniens hvnothetical nrotein FLT22601 (TLT22601 1 mRNA 

11U111U OCXLXXV'llO lly Lxv/lllvvllvCll \~ tx-' XIX X J — i<J J-rX-iKJKJ X IX X — /<t ^-,\J\J X ij UllNXixx. 


NM 024819 

IN XVX VXXli^O X Z* 


Homo saniens hvnothetical nrotein FLJ22955 TFLJ22955^ mRNA 

X 1 \J J 1 IV' OCX LXX V/1XO Xl^y Ulv LXWCIX piVXlwlll X X^J jL*^*~S *J *J ^X 1— »«J j—ii-i^f *J / j 111XVX>XX 


NM 024816 

1 >XVX uZ< i TO 1U 


Homo saniens hvnothetical nrotein FT T23282 fFLT23282i mRNA 

X X VX 1 J- -LvX ocXLJlt'llo li.y UUUlv Uvill LX1 W Lv-'XXX X XjJi^JZ^Oij ^X J — ii) JLi^J jLj J ^ X X JJL VX > XV. 


NM 024803 

1 >XV1 V^tOV/J 


Homo QanipriQ hvnnthptinal nrotein FT T71 665 TFT T71 665 i mRNA 

XXvXlXXvs ocXLJlt/llO ll_y YJ vXLlXV^Ulv^'Cl.X LXX W LV-/X1X X XiJ^lvv«/ ^X J — /J ^ 1 \XU J J ^ 1XXLVX > xx 


NM 024795 


Homo saniens hvnothetical nrotein FLT22800 TFLT22800 > i mRNA 

11U111U O CI LX X V-^XX O lij IXVXLllvUvCtl L / 1 VX LVj XX X X J J*J jC-t 4-1 VX VX VX IX J t*j a i / ^ VX VX VX fj llJULVl^Xl 


NM 024767 


Homo saniens hvnothetical nrotein FLJ21 120 TFLJ21 120 1 mRNA 

11VX111U JCIUIvjIIlj XXV LX VX LXXw LI V-/CXX LXX VX Iv XX X X X — X X X— r VX 11 J — '<J ^ — X X J—i VX Fj lliXVLXi 1 


NM 024760 

X i XYX VX-»-^ i / VJvx 


Homo saniens hvnothetical nrotein FLJ 14009 (FLJ14009 . mRNA 

X X VXXl XVX OCXLXXVvXXO 11 V UWlllvllvCll kXX VX Lvlll X X — Jk> X I VX VX S IX J — iO 1 r VX VX ^ J ^ X X XX. VX. V X X 


NM 024741 

X > XYX \J^J'~r I *T JL 


Homo saniens hvnothetical nrotein FLT12827 (TLT12827', mRNA 

XXVXX1XVX OCXJ^/XV_/XXO llj' [Ju Lllv^Llx-'dl IX X VX LV^lil X J—iO I^iUa / \^X JjJ l^UL / J j llilVXin 


NM 024723 

X iXVX V/^<" / £j-J 


Homo saniens hvnothetical nrotein FLJ23471 CFLJ23471 1 mRNA 

X 1VXX1XVX OC1LX1 V^XXO 11 V \~f\J UllvllVCU LXX VX CVv J-ll X -1 — l / 1 IX UJ^^~ / /3 ^- IH-V^J. ^1 X X 


NM 024720 

X>XVX v/^^ / wv/ 


Homo saniens hvnothetical nrotein FTJ23510 rFT,T23510i mRNA 

11U111U OClXX 1 Vv'llO lljf JUv LXlV/Ll vCU LXX VX Lwlll X 1 J*i Z-i ~J *J XV/ yX 1—iJ£*-j<J XVX y >g 1 1 1XVJ. > XTx 


NM 024698 

X > XYX v/X_» i vX Z? O 


Homo saniens hvnothetical nrotein FLJ13044 rFLJ13044"l mRNA 

X XVXX11VX OCXLXXV^XlO lljr LJv/LXlV'ClC'£Xl LXX VX UV'XXX X 1— iJ X ~J VX 1 r yX JUJ 1 »X VX " " / , lllLvl^XX 


NM 024692 

XNXYX \J4WX\JZ7£* 


Homo saniens hvnothetical nrotein FLT21069 TFLT21069 1 mRNA 

X XvXXlLvX OCXLJlwllO 11 Y LX v/ Lllv^ LlVXCXi LXX VX L^/XL1 X Ji — i>J X— 1 VX VX ^X ^X X — /J j-j X \J\J S J ^ lllLvl^xX 


NM 024689 


Homo saniens hvnothetical nrotein FLT14103 TFLJ14103 i mRNA 

1 IvXXXXVX c5CXLJlV»Xlo li_y \JyJ Lllw LlwCXl JLX1vxLV/111 X XjJ X~Xv/^X ^X X-»*l 1 ~ 1 VX J j 1111VX 1X1 


NM 024687 

1 llYl VX X— ' 1^ VX VX 1 


Homo saniens hvnothetical nrotein FLJ23049 fFLJ23049 > f mRNA 

XXVXlllvX OClLXXV/llO XX V LXVXLIXw Li L/l\XLVlll X J — 1*3 A-* \J Y IX l—J*t£-i*J\J~-f fj 11UV1 X 


NM 024648 


Homo saniens hvnothetical nrotein FLJ22222 (TLJ22222 > i mRNA 

XXvlllV OCljJlwllO 11 Y pV/lllw llViil JL-/X Vj" IVIJLI JL JL^cf iU^i-ii^w V JLW«J ^-^^^ 1 ^ lllXVi. IX JL 


NM 024622 


Homo saniens hvnothetical nrotein FLJ7 1 90 1 TFLJ2 1 90 1 1 mRNA 

X XVX XX XVX OUUlvllO 11 V L/VFlllVtlwUl IXlVlvlll X 1j J w 1 X u 1 IX -1 — J*J 1 X V 1 U1LV1 111 


NM 024611 

X > XYX vi/~U X X 


Homo saniens hvnothetical nrotein FLJ1 1896 fFLJl 1 896 1 mRNA 

X XVXXIXVX OUlXXvllO llj' LXv^ 1/11W l/lwCXl LXX VX LV^ 111 X XjJ 1 1UXU V^l XjJ X 1 VX^ \J J ^ llllVllll. 


NM 024591 

X^lXYX \J£j^*J^ \. 


Homo saniens hvnothetical nrotein FLJ1 1749 fFLJl 1749 1 mRNA 

X XVX 11 XVX OCX J^ 1 ! VvllO lljf yJ\J V,kl\s HvxCtl jXlVXlvlll X IjJ X X / ^X 1— /iX 1 1 / ~ y ? llJlvliXl. 


NM 024561 


Homo saniens hvnothetical nrotein FT J22054 fFT J22054 1 mRNA 

XXVXlllVX OCLLXlV^llO 11V UU Lllv^ L1V.'C11 ^Xl VX Lv^XXl X XiJ^^vJ" \^X XjJirf^/\X ^ 111XVX i XX 


NM 024540 

X > XYX \J Z*^*J*1?\J 


Homo danien^ hvnothetical nrotein FT T20Q17 TFT T20917i mRNA 

XXVXlllvJ ocXLJlt-lliJ llj' JJkJ LllVv l/lV^CXl JLxlvJLv/lll X J—iJ J-i\J Z? A. / ^X A~iJ£*\JZrL I J 5 1 1 IX vX XV 


NM 024518 


Homo sapiens UL16-binding protein 3 (ULBP3), mRNA 


NM 074515 


IIUIHU octpiCIlo Iiy p UtllC 11 Lax UivJLClIl XYX vj v_< U *-r .J ^1V1vJL a tU < tJ J s llJULVLN/x 


NM 024504 

IN XYX UZi'TJUt 


XXlJllHJ ociUiCllo X XV LliJUlclllJ. vy'vJllLcxllllll^ it v r JVL/lVli 1 T y /j llJLXVl >xV 


NM 024501 


Wnrnn oafti^no Vir^mi^r* Khy Ti1 T- 1 f^^^Tl 1 ^ xnT? TsJ A 
XxUlllvJ bctpiCllo IlVJlIlCvJ LxUA. i-J 1 ^llvXXVXx X J 9 lliXVXNx^v. 


NM 006821 

1 N XYX UuUOZi X 


T-Tomo cc4*nif»n c npmYi cotyijiI Inno-phflin i^px/l— pnA thioecfeface (7 A "P1 7Ri TnT? T\T A 

X XvXlllU odpiCllo |JC-1 vxXYlo vXlllClX ILxll g XlcXill <X\jy i wA Llllwt^OLt'I Clot/ ^Z_/i\X 1Z>0 ^ 111XVX > XV. 


NM 006680 

1 >XYX UUUuOU 


T-T^\-m c\ cQnipnc m q 1 1 r* pn7\/mp TvJ A 1 iT-^ / -4- l—ri^n^n^if^iTf' Tnitor* rion/ifi a\ fi\AT-<^\ 
XXWlllU odUlClio Hldllvv CllZjji'Ult' -x 5 X>Jxr\xyx v i J vJ.CjJCllvxC'llLj lIlllwVvll\JllvXl Idl y^lYXJ-f-x 

mRNA 

1 1 IX VX N XV. 


NM 001944 

X i XYX VX VX JL i I 


Homo ^anien^ He^mooiein 3 Tnemnhi^ns vulgaris anticren i TF)Si03 i mRNA 

XXVXlllVX OCX LX1 V^llO VXV-'OlllVX^lV/lll ~J ^pV/11 1|-X 1 1 1 g LX O V HI &,CA1 lO CllXLlgjV^ll J ^XXLXVJ J 1 X XXXJ. ^( X X. 


NM 001943 


Homo sapiens desmoglein 2 (DSG2), mRNA 


NM 001942 


Homo sapiens desmoglein 1 (DSG1), mRNA 


NM 024500 


Homo sapiens likely ortholog of mouse polydom (POLYDOM), rtiRNA 


NM 024498 


Homo sapiens zinc finger protein 1 17 (HPF9) (ZNF1 17), mRNA 


NM 018943 


Homo sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 


NM 015640 


Homo sapiens PAI-1 mRNA-binding protein (PAI-RBP1), mRNA 
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NM 01 5112 

X N XV X \J 1 J JJij 


TTomn naniprw TCTA A 1 068 nrntHn (TCI A A 1 068^ mRNA 


NM 022001 


Homo sapiens SMAD in the antisense orientation (DAMS), mRNA 




TTntnn CQm'pnc 1 fm t\cc\c*xj\'f i —'^ c cnr»i ntprl Tcr— lilrf* Trf*r*f*v\trvr 1 CX A TT? 1 ^ franopn'n+ imri ar-\f 
xxKJUlyJ odJJICllo ICLLiSXJKsy LC-dooULvldLCv-X. Xg-lllvC 1 CLvC-JJlLJl 1 ^J^rVJUtVi LidlloClipi VdlldllL 

d mRNA 

LX 5 1 1 XX VX N XX. 


NM 021706 

X N X\X \J X 1 \J\J 


TTomo QanipnQ IpiiVopvtp-a^opiatpd To"-1ilrp rpppntor 1 fJ ATRI^i tranQprint variant 

11U111U X\*'lXJ\\J\sy dooUOldLWlX IIJVV^ ILv^Ulul X llvjllxvl 1, LI dlloLvl JLU L V dl 1 dil I 

b mRNA 


NM 002287 

JL^JLVX \J\J I 


TTomo <?ariiprici Ipiil^npvtp-fl^^opiatpH To - -] i "k*p rpppntnr 1 ATRI^i trancprint vnnjin t 
xxvjiiiw ocx^jiv-zxio xx.'Uivvjwj lw aoouL'iaLuu xg—xxjvt/ 1 wv^v^jj lux x. ^riiivj, ^ ? IX dXXoLvl IjJ L VdlldllL 

a mRNA 


NM 004424 


Homo saniens E4F transcrintion factor 1 (E4F1^ mRNA 


NM 018834 


Homo saniens matrin 3 i^MATR3^ mRNA 


NM 017830 


Homo sapiens ovarian carcinoma immunoreactive antigen (OCIA), mRNA 


NM 006926 


Homo ^aniens surfactant ni]lirtonai~v-a<?<iopiatpd nrotpin A 9 fSl'RT r PA9^ mT?NA 


NM 005411 


Homo saniens surfactant nulmonarv-aSvSociated nrotein A1 fSTFTPAl^ mRNA 


NM 024492 


Homn saniens anolinonrotpiri fa^ rplafpd crpnp C ( APOATJfxf^ mPNA 


NM 024491 


Homo sapiens plO-binding protein (BITE), mRNA 


NM 01 5472 

X N XV J. V./ 1 «_/ " / jLi 


Wnmn QanipnQ traticsprintinnnl po-aptivatr^r Ax/itVi PF^T^-Vtinrlincr mnti "F /"T'A'7"\ 

JLHJ11HJ odpiClia LidlloL/l IjJLlUlldl L/*J - dL-Ll VdLvJX Willi X JU/Z-« UlllU-lilg, 1I1U111 ^ 1 t\£-i) 

(TAZ) niRNA 


NM 017797 


Homo sapiens BTB (POZ) domain containing 2 (BTBD2), mRNA 


1N1YJL UUZ/OijU 


ffomn ciiTMPnc ninpcpin (~^\f\ (Ci 1 ^.C~ v \^if\\ mT? TvT A 
XXtJllIvJ odLJiC'llo y[LllCoL/lll V^U ^yOV_<lNUK illXVlNzY 


NM_024010 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 

Yf^f^iictafif^ fi\A "TT? T? ^ trancr'rir^t "vrdricint 0 ml?7STA 

lC<UUVyLao^/ ^lVlll\l\y 3 LI alloLl 1LJL VdlldllL lllTvlN-TV 


NM 004972 


Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 


NM 000761 

XNXVX UUv / \J 1 


xiumu &dpicii£> \sy Lvjuiii uuic xHrjxj^ oULJidiniiy i ^diomdLit/ compounQ-mciuciDie^ ? 
nolvnpntidp 9 A?^ mPNA 


NM 000104 

XNXVX uUUIUt' 


xxvjixiu adjjiciio lli iviii ui lie x^t^?w 5 oiiuidiiiiiy x ^u.iiJAiii _ iiiLiu.uiuic^ ? puiypcpLlUc 1 

(glaucoma 3, primary infantile) (CYP1B1), mRNA 


NM 000499 

XNXVX v/ V \J ^ J< 


xiuiiitj odpidio wy luv^iinjiiic iT'ju, oU-uidiiiiiy i i^diuiiidLic curiipounu , -invj.L4.cioie i 5 
nolvnentide 1 rCYP1 AH mRNA 

J-'V-'ljf J^V_-^/LX\J-^/ X ^v/ XX X XX X J j X X XXVX ^1 rx 


NM 024318 


Homo sapiens immunoglobulin-like transcript 8 (ILT8), mRNA 


NM 021806 


Homo <?ar>ipn<? 7 10 ctpiip (1 1 Q\ mRNA 
ixvjxxxu ociljx^xxo jl, . x y gt^iic x 7y, liirviN^v 


NM_006208 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPP1), 
mRNA 


NM 007076 

J- " J-YX \J\J 1 \J 1 \J 


Homo sanipn^ TTiiritmcrfin intpraptincr nrotpin ^TTVPP'^ rnT?T\T A 

1XVXXXU OCXL^lV-'XlO XXWXlLXXXjfc^LXll XXXLS^l dv Llllg LJIWLdll JL/ l^XJL 1 XJ_/j 5 11X1VX > XI. 


NM 018571 


Homo ^anipn^J amvotronbip latpral Qplprosiici 0 /'iiivpnilp'^ plirnmn^mnp r^crion 

11WXXXU OCIJ^X^/XIO CLIXX^ \J LX KJ LJXXL\J XCX LV^X CXI. Ov/XvXUolo .Zs LX V dllXC/^ Lvlll W11HJOVJ111C ICftliJllj 

candidate 2 f ALS2CR2^ mRNA 


NM 015049 


Homo sanipn*? amvotronliip latpral ^p1pro<si<5 0 ^invpnilp^ pbrr>moQr\mp rpo"ir>n 

xxvxxxu ou.jjiv^iio exxxxy \J lx \J tjxxx\^ xcx la^i cii ovXL/XvOXo jL, LX V wixixt' ) L^lll V/llXvlo\JlllC iCglvJlXj 

candidate 3 (ALS2CR3), mRNA 


NM 023036 


Homo saniPTT? dvnpin intprmpdiatp pnain 0 rP)1MAT9^ mT?NA 

XlUlllU OCl^XV^llo VX^yil^XXX XXXLV^X XXXV_-VXXCXL^ L^lldJLlX ^ \^XJ X > ITXXjLi } , X X iXVX N A 


NM 022171 


Homo saniPTT? T-ppII IpnVpmia tranclopation altRrF'H crp»nf=» ^T^^'T , A^ mT?lSJA 

J-J-^lllW OCLLJlt^lXO X ~"\s\sXX It-LXXvCIXXXd LI dilolWwdLlWll dlLCiCLX gCllC 1^ X X -tx-J^ lllXVlN/i. 


NM 016128 


Homo sanipn<s poat nrotpin o-amma-pon Of^S1 1 mT^TSJA 

1AUX11U OCX ^Jl^XlO vUCIL LJXULt'lXX gdlXXXlld ^vJLJ ^X_vV_/ V_^«^ X X J / /j XllXVlN-tv 


NM 021999 


Homo sanieriR intppral memhranp nrotpin 9H fTXlVr'7T-i > i mPTsJA 

vyxxxv^ OCI[71^/Xli3 IXXlU^XaX XXX\^XXXL/X CIXX\_> UXULUX1X fc»J > yXXXVX^/JLJI, X X 1 IX | > /j. 


NM 021992 


Homo sanipn<? tVivmosin ISpta idpntifipd in npnronlaQtnma prIIc fTlVT^XTR^i 

1.1U111U OCX^/XW/llO \,XXy XXXVJQXXXj UV-^LCXj XVX^XXLXXIWLX 111 llWLXHJL/ldoLVJllld LvCllo I X IVAOINXJ i 5 

mRNA 


NM 021994 


Homo sapiens zinc finger protein 277 (ZNF277), mRNA 


NM 007257 


Homo saniens naranpon1a<?tip anticrpn A/TA9 rPNA/T A 9^ mT?7\F A 

liyjiiiw OCtp 1V--110 ^JCXX CIXIV^W IJXCXo L1W dXXLX^t-XX IVXii.^/ ^X X > XVX^iV^-/ j j 1 X XX vX > / l 


NM_021972 


Homo sapiens sphingosine kinase 1 (SPHK1), mRNA 


NM 021976 


Homo sapiens retinoid X receptor, beta (RXRB), mRNA 


NM 021963 


Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 


NM_021978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma, matriptase, 
epithin) (ST14), mRNA 


NM_021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 
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NM 021964 


Homo sapiens zinc finger protein 148 (pHZ-52) (ZNF148), niRNA 


NM 021966 


Homo sapiens T-cell leukemia/lymphoma 1 A (TCL1A), mRNA 


NM 012186 


Homo sapiens forkhead box E3 (FOXE3), mRNA 


NM 012182 

X N XVX \J X X KJ 4-t 


Homo saniens forkhead box Bl (TOXB1 1 mRNA 


NM 006893 


Homo sapiens ligatin (LGTN), mRNA 


"NTIVT 071 

1>IXVX. uXf 17J J 


TTnmn saTiipns cmaninp "nnnlpotidp Tii ndinc? rvrofpin (C~v rvroteini camma 

XXWXJ.IVJ oapivliO glXdlllllt/ llU\vlv/U LIVXt/ L/lllVXlllg LJ1 \J L^/lll yvj piVJlVill^j ^CXXXXlxXCX 

transducing activity polypeptide 1 (GNGT1), mRNA 


NM 021959 

X N XVX \J £j 1 y 


TTomo sarviens nrotein nhosnriatasp 1 reonlatorv finViihitor^ sub unit 1 1 

XX\JxxX\J OdL/JLCXlO LXLVJlwlll L/11VX OU11U LG-Ow X ; 1 wgUllllWl Jr I 111111 Ul LW1 J OUUU1J.11 X X 

(PPP1R1 1), triRNA 


NM 021951 


TTomo sarviens doiiiYIpsex and mah-^ related transerintion factor 1 nnVTRTI^ 

11U111U CjU-Ulvllu UUUUlvOvA 4X1 IvX 1 1 1 CL L.' — ' Iwld-Lwvl LI ClllOV-zl 1U L1VJ11 lavLvJl X I JL^JLVllVl X /, 

mRNA 


NM 021960 


TTomo saniens mveloid cell leukemia semienee 1 fRCT 2 -related i fIVT(T 1 i 

XXW111VX OCIL/IWIIO HIV vlUlU vvll iv UlVvllllU OvUUvllVv X 1X/V-/I tfi 1 vldlvUI \ 1VX> — /\ i X 1, 

mRNA 


NM 021952 

X ^1 JUT JL \J -I- _>* 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 
antigen D) (ELAVL4), mRNA 


NM 021949 


Homo saniens ATPase Ca+4- transnortint? nlasma membrane 3 TATP2B3 i 
mRNA 


NM 021953 


Homo saniens forkhead box 1VI1 ^FOXlVIl 1 mRNA 


NM 021956 


Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRIK2), mRNA 


NM 004886 

X > XVX \J v/— t UUU 


TTomo saniens amvloid T>eta ( A4i nreeiirsor TYrotpiri-hiTidiTiP 1 " familv A mpmlipr ^ 

X 1U111U OCLLJlV^llO eXXLXy k\J\.\X L>^-> LCX ^Tx.*T^ LJ1 V^A^LXI OVJ1 L^lUL^lll U'lJLlVXlllgj, Xdllilljf XX, HlWlllUl/l J 

(XI 1 -like 2) (APB A3) mRNA 

x 1. x AJ.AV.V j xx X-jj. x*_' y , iiixvi ix x 


NM_006557 


Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 
mRNA 


NM 002253 


Homo saniens kinase insert domain recentor ( a tvne TTT recentor tvrosinp kinase 1 

11V/111W UUUlVlliJ 1V111UOV lllOvl U VJ- V^' 1 J.1U111 JL vvvpiUi V ./Jr XXX lUvwpiUl LV1 vulllC IVlllUOv 1 

(KDR), mRNA 


NM 002178 


Homo saniens insulin-like erowth factor binding nrotein 6 (IGFBP6 1 mRNA 


NM 003850 


Homo saniens succinate-CoA liease A DP -form in g beta subunit rSTJCLA2i 
mRNA 


NM 003802 


Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13), mRNA 


NM 006958 


Homo sapiens zinc finger protein 16 (KOX 9) (ZNF16), mRNA 


NM 006852 


Homo sapiens tousled-like kinase 2 (TLK2), mRNA 


NM 021229 


Homo sapiens netrin 4 (NTN4), mRNA 


NM 015718 


Homo sapiens NADPH oxidase 3 (NOX3), mRNA 


NM 015003 


Homo sapiens golgin-67 (KIAA0855), mRNA 


NM 006178 


Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA 


NM 003116 


Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 


NM 018724 


Homo saniens interleukin 20 (IL2QA mRNA 

XXV/1X1V/ OU UXVAaU J.11I/VX XV M-XVXXX \J \ \ M \J J « XIJjLVL IX X. 


NM 019083 


Homo sapiens hypothetical protein (FLJ10287), mRNA 


NM 003114 


Homo sapiens sperm associated antigen 1 (SPAG1), mRNA 


NM 021097 


Homo saniens solute carrier familv R fsodinm/calcium exchant?erl member 1 

11VJ111W OCXX/JLV^AAkJ UV/IUUV VU111V1 lltillll V KJ \ O l/Ul LU.11/ VU.1 VI XX WAVllullgVl F, lllVlllUvl X 

(SLC8A1), mRNA 


NM 021102 


Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPINT2), mRNA 


NM 021101 


Homo sapiens claudin 1 (CLDN1), mRNA 


NM 021095 


Homo saniens solute carrier familv 5 fsodium-denen dent vitamin transnorter^ 

X JLV111V jjUk/lvllu JVlUlv uUlllvl XCXlllll^y ^kJ\_/V4-X Ulll Uv^^AlU-vAA » liimmi U. UHOL/V71 Lvl J , 

member 6 (SLC5A6), mRNA 


NM 021076 

X ^1 XVX \J j!J X W / \j 


TTomo sar»i en s neiiro filament neaw riolvnpritidp r900kDi rNHRPHi mPNA 

11U111U l5«X JJlV^llo llvUl \j XI ICLxx JLwll L, XXwCi V vljy J_» LIVJ-w y " V rvJ — ' y y^x^X_/X xxy, llXLVX^Xx 


NM 001751 


Homo sapiens cysteinyl-tRNA synthetase (Cx\RS), mRNA 


NM_021074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MST1), mRNA 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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INIVX Ul J J7Z« 


TTrvmn campnc npnral rvrolifp-T'AtifYn HiffpTpntifitirvn anrl nontvol 1 flSTPT^r^ 1 ^ 
XlU'illU odpicilo licuidl pitJliici dLll/ll, ui±±ciciiLia.u.i_Jii cuiu. ^ ui j. li vj j. 5 i ^injtju/v.-/ i 

mRNA 


TsJA/T 0904R9 


J71U111U oCtJJJ.CJ.lo dULlV dUJi VJJL V~>J-\ 1 /IVi. Ill Itollo ^rW-/! J} llJULVLNXi. 


1N1VI UI i fJU7 


T-Tr\mn canipnc Irralrpn-lilrp rRT<T 1 9^T34 1 ^ m"R~NTA 
jrivjllio odpiciio jsj.aJ\.cxi-iiJ\.c ^oiviz.ujlj^t. l j, llusj.vjt\. 


xtm" 00^1^9 


XJLOIllO SdpiCIlS XvCCOp, d IIlCHJLlC iCCUlllUllldLltJil dllU Mo LCI L-ILL (JllldllU CLlllCoHJll 

phosphoprotein of the rad21p family (REC8), mRNA 


inivi__u i ooyo 


£1.01110 SdpiCIlS CdlClUIll ClldllllCl, VUlLdgC-U.cpcllU.CllL, dipild IVJT oUUUlllL 

(CACNA1G), mRNA 




jnuiinj odpiciio iiydiui uiidii oyiiuidoc d ^itix^lo-j iijjlvinxi. 


NM 015193 


Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA 


IN 1V1_U I OZ U J 


XIOIIIO odpicnb pro Lc 111 KJXldbC, x^VJLr -dCllvdLCU, gdillilld Z IlUIl-Cdldiy Lie bU-LJUIllL 

(PRKAG2), mRNA 


1N1V1_UUU0Z / 


xiomo sapiens idienL ixdnsiorrning grow m lacLor ocid Dinumg protciri i {juidjt i ^, 
mT?>JA 

IIJLlvINzi. 


XTA/f 0094SA 


Pfnmn co-ni /=»-n c ^_rri/»+1n^/1+^'h"c»1^^7rlt*r\'fV^1 ot'^— linmnpvctpinp mf*i"lT\7lfT'!5'ncfjP"rcjCf : » 
XxUlllU odpiCllo J lllCLily ILCLldlly UHJlUldLC— llUillUCjf oLClllC 111C Lllj' 1 LI dllolCl doC 

TRrlnptaQp nVfnrRT?^ iTan^p'ri'nt vafinnt 1 Tnl^"NrA 

1 CCI-LlC LCloC ^ _L Vi ± JAJLV / , tl dJLJLo^l 1JJ L Yu.lld.lll JL , 11JJLVJL > XV. 


NM_001091 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 


1N1YJL UZitUIU 


J.J.VJ111VJ OdpiCllo 1HJ111CVJ UUA JJO \^J_ 1 wyVJU O Jy llJJLVl N jljl 


"MM 09401 S 


T-Tr»Tnr» Q^nipnQ hnmpn Hoy R4 ^TTO^^T-^4^ -mT? T\T A 

± ±.\JLLl.yJ OCiJJlCllO 1HJ111CU U\JA. J->*-r ^IJLVjyYJJT' 1 1 J-LXJ- > n 


NM 01S997 

1 N 1VJL \J L ±J Z*Z* / 


Homo ^aniens KTAA095R nrotein H<CTAA09S8^ mRNA 


NM 094410 


TTnTnn q ^t^i pn q Trrnl in p-dPTiTip-tVifPOTiiTif r>Vin < ?T>1iatfi<sP intpfflpfincr irrntpin 9 

XXU111U OClJJICllo UHJ1111C OCllllC Llll CvJlllllt/ Oj^/llCl LCIC5^_/ llILt'l tX^/tlllg |JHJLt/llJ. 

(PSTPIP2), mRNA 


NM OO^^RR 


TTnmn QpmipnQ pnllin ATK ^PTTT ATV\ rnR>JA 

XxUlllU odpiCllo L/Ulllll *-Ti3 ^V^U JLj'tJDJ, 11JXV1N-£X 


NM 016059 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPIL1), mRNA 


1N1V1 Ul'+'HoZ 


riomo sapiens lnLerieuKm zu receptor, aipna ^ju^zuxvrvj, mxviN/\ 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


"VTA 4" nn^n9i 

IN iViU U j> U Z I 


riomo sapiens smaii giuiamme-ricn leuaixicopepLicie repeat ^iJrxx.^-coniaining 
(SGT), mRNA 


XTA/T 0090^8 


xiomo sapiens mteneron, aipna-maucioie protein ^cione jlt i-o- 1 o) [\jirD j, 
transcript variant 1, mRNA 


XTA/T 099R73 
1N1VJL_UZZo / 0 


jTioiiio sapiens lnLcricion, dipiid-niuuL/iuic pioLcm ^ciunc jlti-o-io^ ^vjrijr j j f 
transcript variant 3, mRNA 


XTA/T 099R79 
lNlVl_UZZo / Z 


xiomo sapiens mteneron, aipna-maucioie protein ^cione liri-o- loj \vj irj j, 
transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant snort, nucieai gene encouing mitocnonanai protein, miviN/\ 


NM_003356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuciear gene encouing mitocnonanai protein, itltvin/\ 


NM_022810 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
^oJL/^ZD/Yi^, LTdnscnpt variant snori, nuciear gene encouing miLocnonuridi 
protein, mRNA 


NM_003355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCP1), 
nuclear gene encoding mitochondrial protein, mRNA 


mm 002231 


TTrvmr* canipnc trdncrQi 1 ( ennnrpecinn o "F "h 1 m cw\ crF'n \o\\~\j f\ •niT*p*c+5itp* f" 1 T~^R9 anticrpn 

1-AU111VJ OdpiCllo Jvdll^dl 1 ^olippi CoolUJI \JL LUIllVJl IgClll^lLy U, piVJoLdLC, vUOii dllLlgCll 

(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAIl),mRNA 


NM_004967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
II) (H3SP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin II, antidiuretic hormone, 
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diabetes insipidus, neurohypophyseal) (A VP), mRNA 


XfA/T 099R77 

lNxVl_UZ,Z,o / / 


Wnmn ciinipnc cnnrival r*"Fmrvfrvr npiirnn 0 P.pntrfYmerin fSlVTW?^ trfln^firint 

variant c 5 mRNA 




TTAmr\ conipnc cjnnrnrol AfmnfAr npnrnn 9 r»i=ri troTviP vip ^ S»A/TT\T9^ triincr^rirYf" 
XXUIIIU odpiCIlo bul VlVd.1 OX XIXUUJX IXCUXUXX Z,, I/CIXIX UXXXOX XO ^OJLVJ.I^IZ^, U CUXoV/X XJJL 

vcn*i ant tyiT?"NTA 

V Cll IdllL L>, 1 1 ixvx > Xi. 


N1VT 099R7S 


T-fnmn cnnipnG cnrvival nf mntnr npnron 9 pentromerip fSllvTN^^ trans print 

JJLUIIIU odjJIt'llo oUl VIVal Ul IIUJUJI 11CLUU11 V^G-llLl \Jlllt/l 1^ ^ 0 1YXX U. aiio^i ip L 

variant a, mRNA 


"MM 01741 1 

IN 1YJL W 1 / *"t 1 1 


TTomo saniens survival of mntnr neuron 9 pentromerie fS5TvfN9^ transprint 

X X \J 1 1 Ivy odL/lt/JLlO oUi. VI VCll Ul IX 1U HJ1 llvv 1X1 VJX1 UL>1111 vlllwllv \ UlVli > ,/ 5 UCUlOvllUl 

variant d 5 mRNA 


NM 005474 


Homo saniens Tri stone deacetvlase 5 rFTDAG^'i mRNA 

IXVlllV OCXL/XV^XXO XAXO LVJUv UvUV V IV V ±s \ — XV—/**/ 11 X 


NM 006037 


Homo sapiens histone deacetylase 4 (HDAC4), mRNA 


NM 001474 


Ufimn canipriQ a Hisintecrrin and metallonroteinase domain 19 fmeltrin alnha^ 

±±UlllU OClLJlV^llo d vXlOlllLC'gi 111 ClllVX lllvv LCXLLKJIJL KJ LV^llldC'C' vXUlllCXXXX X ^L, ^111^/1 U. Ill Cll LXXIU^/ 

fAT > jAlvT19^ transprint variant 1 mRNA 

^/1lL//j1V1 X Z# J , Ul ttllovl ip L Veil lull L 1, 1 1 XXVJL > xV 


NM_000344 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
A mRNA 

U., 1 1 XI VX > A 


MM 0??874 

1 > XVX V/Z^Z^O/'T' 


TTomo saniens survival ofmotor npnron 1 telomeric ^iSTVTNl^ tran sprint variant 

llV/lllv OdUivllO O L4-1 VI V Ul Wl iilv L vi llWLI.lv/ll 1 ^ LvlXJlllvl lv yUlYXL i 1 Li CUluvl VUIXUIJLI 

b, mRNA 


NM 006400 


Homo saniens dvnactin 2 fD50^ (DCTN2") mRNA 


NM_021969 


Homo sapiens nuclear receptor subfamily 0, group B ? member 2 (NR0B2), 
mRNA 


NM 091067 


TTomo saniens small "PDRTC-rich factor 1 A ftelomeric^ TSFRF1 A^i mRNA 

1 XU111U oClLJlvvlXO OlllClll I ,/l ./X\-1X-"*1 lull XclvvLwl 1/Tl ^LvvlvJlllv^llv^y ^OJUlvl lA^j 1 1 XL VX > XV. 


NM001515 


Homo sapiens general transcription factor HH, polypeptide 2 (44kD subunit) 


1N1VJL \J\Jjyj X 


TTninn QQ-nipnc cnln+f* porripr ■F<a , mi1"V7 9^ ^mitnr»Tir\nHT*i?i1 r* ^ f»t" V>r^in^ Tn< : *mViP»'r 14 
JTlv/IIlU od-piCIlo faUlLlLC L/dXllCX ldlXXXXy Z«J ^XIXXLLIvvXXvJXlvlX Xdi L/ dill CI, UXdlllJ, IXXCXXXUCX it 

(SLC25A14), transcript variant long, nuclear gene encoding mitochondrial 

nrntpin mT?7SJA 
pXUlvvXXl, llXJVXN^i. 


NM_004277 


Homo sapiens uncoupling protein 4 (UCP4), nuclear gene encoding 

TnitopVifYnrl'ri 5*1 TYrntpiii mR T\T A 
nil lUV-'injiiLii lai LJivjLdii, iiulvi n jc*. 


1 >l XVX VVT^J -J \J 


TTomo saniens Ha piiI oviral TAP rpneat-pontaininc* 1 rRTR(^!1^ mRNA 

iiuiiiu aapiwio uavuiu vii cii xrvi 1 v^^jv^cxl uwiitci.111111^ 1 ^uj_ln.v«/i j 7 iixlvx > xx. 


NM 000146 


TTomo saniens fsex determinino 1 region V^-T>ox 9 feamnomelip dvsnlasia 
autosomal sex-reversal) (SOX9), mRNA 


NM 001645 


TTomo saniens fa ttv-a pi d-C^oenTvme A lipase verv 1onp"-enain 1 fT^AC^VT.1^ 
mRNA 


NM 024409 

X > XVX \J 1 Ivy 


TTomo saniens natriuretic nentide nrecursor C 1 rNTPPC^^ mRNA 


NM 024410 

X > XVX \J jl-i 1 i X Vy 


TTomo saniens outer dense fibre of snerm tails 1 fOTTRI^ mRNA 

llvlllv OCIL/X^XXO UUlvl UvllijVj 11UJ.V \JX OjJwXXXX LullO X X J ^ HlXVLin. 


NM 004180 


Homo saniens TRAP familv member-associated NFTCB activator fTANK^ 
mRNA 


NM 024332 


Homo sapiens c6.1A (C6.1A), mRNA 


NM 024324 


Homo sapiens hypothetical protein MGC1 1256 (MGC1 1256), mRNA 


NM 024315 


Homo sapiens hypothetical protein MGC4175 (MGC4175), mRNA 


NM 024311 


Homo sapiens hypothetical protein ET (ET), mRNA 


NM 024309 


Homo sapiens hypothetical protein MGC4289 (MGC4289), mRNA 


NM 024306 


Homo sapiens fatty acid hydroxylase (FAAH), mRNA 


NM 024300 


Homo saniens hvnothetical nrotein MGC2217 (M&Q22\1^\ mRNA 

±XVXllv UUL/IVXXU 11 Y UV tlivtlvUl L'iVJtvJ.11 J,Yi,VJ vy>-*<u 1 / ^-L'AnJ 1 / / ^ iillVl, li X 


NM 024296 


Homo sapiens hypothetical protein MGC1203 (MGC1203), mRNA 


"NM 024294 

x > xvx \j ^-vz^y-r 


Homo saniens hvnothetipal nrotein 1VTGC4614 riV[GC4614^ mRNA 

X X v_y X X IU OIX LXX V^X Ilj XX J j-'^-' UXXv^LXV^CXX jJlulvlll XVXVJ V_^~ W X ~ ^ITXVJ VyTVJ IT X X 1 IXX. JT\. 


NM 024292 


Homo sapiens ubiquitin-like 5 (UBL5), mRNA 


NM 024012 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 5A (HTR5A), mRNA 


NM 024123 


Homo sapiens putative Ly-6 superfamily member (G6E), mRNA 


NM_021904 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
transcript variant 3, mRNA 


NM 021903 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
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NMJ301470 
NM 001858 


transcript variant 2, mRNA 

Homo sapiens gamma-ammobutyric acid (GAB A) B receptor, 1 (GABBR1) 
transcript variant 1, mRNA 


NM_0 15071 


Homo sapiens collagen, type XIX, alpha 1 (COL19A1), mRNA 

Homo sapiens GTPase regulator associated with the focal adhesion kinase 

ppl25(FAK); KIAA0621 protein (KIAA0621), mRNA 


NM_007329 

NM 023004 
NM 005371 
NM 023033 
NM 023032 
NM 014289 
NM 023089 
NM 023088 


Homo sapiens deleted m malignant brain tumors 1 (DMBT1), transcript variant 
2 5 mRNA 

Homo sapiens nogo receptor (NOGOR), mRNA 

Homo sapiens methyltransferase-like 1 CMETTLn transr.rint vnnW 1 tv,t?ata 
Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 3 mRNA 
Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 2 mRNA 
Homo sapiens calpam 6 (CAPN6), mRNA 

Homo sapiens calpam 1 0 (CAPN1 0), transcript variant 7, mRNA 
Homo sapiens calpam 10 (CAPN10), transcript variant 6 mRNA 


NM 023087 
NM 023086 
NM 023085 
NM 023084 
NM 023083 
NM 021251 
NMJ)05083 


Homo sapiens calpam 10 (CAPN10), transcript variant 5 mRNA 

Homo sapiens calpam 10 (CAPN10), transcript variant 4, mRNA 

Homo sapiens calpam 10 (CAPN10), transcript variant 3 mRNA 

Homo sapiens calpam 10 (CAPN10), transcript variant 2 mRNA 

Homo sapiens calpam 10 (CAPN10), transcript variant 1, mRNA 

Homo sapiens calpam 10 (CAPN10), transcript variant 8, mRNA 

Homo sapiens U2 small nuclear nbonucleoprotein auxiliary factor small suhnnit 

1 (U2AF1RS 1), mRNA ' 


NM_023031 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2) transcrint 
variant 13, mRNA wr^zj, transcript 


NM_023030 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2) transcrint 
variant 12, mRNA ; ' P 


NMJ)23028 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2) transcriot 
variant 10, mRNA A Transcn P t 


NM_022976 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2) transcriDt 
variant 9, mRNA transcript 


NM_022975 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2) transcrint 
variant 8, mRNA h transcn P t 


NMJ)22974 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 7, mRNA y 


NM 0??97^ 
NM 022972 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 6, mRNA v 

Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
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keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
byxxuxuxixc, iiciiici t>yiHxioiiic, j dOKboii- vv cifc>t> oyiiui uiiic^ ^jrvjrjr ivz^, ixanscript 
variant 5, mRNA 


NM_022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
t>yxxu.xuxxxc, x xcxixcx &yxxu.xuxxxc, jciL/jvbuii- vv ciob bynuruixxej ^rurj\zj, transcripT. 
variant 4, mRNA 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
aynuromc, xieixier synurome, jacKson- weiss synaromej ^JrvjjrivZj, transcript 
variant 3, mRNA 


7\nVT 099Q6Q 


xiuiinj fc>d.piciis> iiuiuuiabi grow in ±ac tor receptor z ^Ddcieria-expresseu Kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

cv/n /itwm p T^fif^i "PPf^T* c\mHi*nmp To r'l^c cw\ -AA/i^i c c: c\mr1rAmp^ /'Th fT-Tnl? 9 i iron cprir\+ 

oyxxux uxxxc, j: xcxixcx oyxxujujxxxc, Jdojvouii- vv ciao oyixuiuiixc^ yjOKJxrisjL,)^ ird.nscn.pt 

variant 2, mRNA 


NM 015850 


TTottio sanipTi^ fiTyrnlilast crrnwtli fn pfot* vpcf^ntcyr 1 f lSriQ-rp1ai"pri fx/rocin^ Irinao^ 9 
ocxl^iv^lxcj xi u'l uuiaoi gxvjwixx xcx\-> lui xcv/cjjiajx x ^iiiio lciatcu LyxuoXXXC XvXXXctoC z>, 

Pfeiffer syndrome) (FGFR1), transcript variant 2, mRNA 


NM 023111 

i. >1V1 \JJ^-J XXX 


Homo sanipTi^ fiHrolilfi^t ornwrfri fartrvr rppptitor 1 f frnQ-rplntpH rvrnci-nf* Irinsicf* 9 
J- iwiiiu oapivno xi L/i uuxaoi gxv_/wtxx iciv lui xcl/Cjjiajx x ^xxxxs xcxcxlcci LyxuoXXXC ivlildoC , 

Pfeiffer syndrome) (FGFR1), transcript variant 9, mRNA 


NM_023110 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 8, mRNA 


XNXVJ. VLJ 1V7 


1— i^Ym*"* CQTMPTIC TlhrAnl O cf rrfrtTxH'Tl TO f +A1" rpfpnf Ar 1 l fmc rpl ■f-i rrAO-irt c» Vi'mnna O 

xjujxxiu oapiciits iiuiuuidot giowtri xdcior receptor i ^lms-reiateQ tyrosine Kinase z, 
Pfeiffer syndrome) (FGFR1), transcript variant 7, mRNA 




nomu odpiens liurouiast growtn iactor receptor z ^uacxeria-expressea Kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis l, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant ll, mRNA 


NM 09310R 


xxuiixvj bdpxcixi*» xxuxuuxdoL gxowtix ldctor receptor i ^ims-reidteo tyrosine Kinase z, 
Pfeiffer syndrome) (FGFR1), transcript variant 6, mRNA 


NM 000141 

iN XYX \J\J\J 1*+! 


xioxxxo odpiens nurouidst growtn iacxor receptor z ^oactena-expressea Kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
byxxux uxxxc, jrxcxiier synurome, JdCKbon- weiss synurome^ ^Jr^jrxvZj, transcript 
variant 1, mRNA 


NM 023107 


xxuixx^ octpxexxo ixL/x*juxdot gx<jwtxx xctuLux xcccptox i ^iitid"*x cxdtco. tyrosine Kinase z, 
Pfeiffer syndrome) (FGFR1), transcript variant 5, mRNA 


NM 023106 

X l J- VX xJJLj^J X V.' W 


xx.\jxxx»j aciijxcxxo xxux^juxcioL gxuwLxx idt/Lux xcucptui i ^xxxit5-x cxdLctx tyrooinc Kinase z, 
Pfeiffer svndromei TFGFR1 i transcrint variant A mRNA 


NM 023105 


ffoTTlO sampns fibTobla^st crrowfii fnetew TPPPTitPiT* 1 ^'fiTiQ-'rpl^tpH h/fneinp Vinacp 0 

xxviiiu OCi. J.V^JL jlo llL/lUUiaoL glUWlll laVlUl ItOt-pLUl X ^XXllo X Cla LC-VJ. LyX^JoXXXt' XVXXXdoC' Z<, 

Pfeiffer svndrome i TFGFR1 f trans crint variant 3 mRNA 

J-^xxxv^j. u Ji V/lllv ^ y^X VJA XV X f, llUlliJVllpL VCXXXCXXXl/ *J , IJLJLLVl ix X 


NM_000604 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer svndrome • fFGFRl i transcrint variant 1 mRNA 


NM 024018 


Homo saoiens butvronhilin subfamilv 2 memher A3 rR'TN9A3i mRNA 

i3CXLyXWXXO L/d-L.J' X \J L^XXXXXXX, O LXL/XCXXX1XX Jf XllWlXXU/V/X jTlJ ^XJ XllZ«/Xj J , XlXXVX^IxV 


NM 017614 


Homo sanien"? bptainp-hnmnpv<?tpinp mptliv1rran«;fpraQP 9 r-TTVI nT9 i rnPTsIA 

XXVfXXXW OCXIJXV^XXO U\s LCXXlXw llUlllUCyj' O UV^lll^ 1X1^ Lllj' 1 UX CUloXvl Clot/ A* ^XJXTXLXVX X ^ ) ^ XXXXVXNxx 


NM 005434 


Homo saniens BENE nrotein fBENF ( mRNA 

OCX k^X V^llO XJXjJ.^i_/ LV_-ill y^X_J 1 /X > 1 / y j JUllXViliX 


NM 000351 


Homo saniens stprniH «m1fata<3P fmip.rn<3fima 1 1 «r\/1<:ii1 fatpep kn7vmp S r^T^l i 

AXWiiiu oapivllo oltlVTiu o LXlXCXLClo\-> i^IXIXVvX Uo^JXXXdXy , CL1 y loLXlXcXLcioC v^-, XoIJZjJ'XXXC' O 1 l) 1 l) Jj 

mRNA 


NM 024105 


Homo sapiens hypothetical protein MGC3136 (MGC3136), mRNA 


NM 024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 


NM 024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 


NM 024091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 


NM 024089 


Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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NMJ)24082 


Homo sapiens transmembrane gamma-carboxyglutamic acid protein 3 (TMG3") 
mRNA 


NM_024081 


Homo sapiens transmembrane gamma-carboxyglutamic acid protein 4 (TMG4) 
mRNA 


NM_024079 


Homo sapiens hypothetical protein MGC2840 similar to a putative 
glucosyltransferase (MGC2840), mRNA 


NM 024078 


Homo sapiens hypothetical protein MGC3 162 (MGC3162), mRNA 


NM 024075 


Homo sapiens LENG5 protein (LENG5), mRNA 


NM 024073 


Homo sapiens hypothetical protein MGC2875 (MGC2875), mRNA 


NM 024060 


Homo sapiens hypothetical protein MGC5395 (MGC5395), mRNA 


NM 024056 


Homo sapiens hypothetical protein MGC5576 (MGC5576) mRNA 


NM 024054 


Homo sapiens hypothetical protein MGC282 1 (MGC282 1 ), mRNA 


NM 024051 


Homo sapiens hypothetical protein MGC3077 (MGC3077), mRNA 


NM 024047 


Homo sapiens hypothetical protein MGC3037 (MGC3037), mRNA 


NM 024044 


Homo sapiens hypothetical protein MGC5 1 78 (MGC5 1 78), mRNA 


NM 024043 


Homo sapiens hypothetical protein MGC3101 (MGC3101), mRNA 


NM 024035 


Homo sapiens hypothetical protein MGC3 1 13 (MGC3 113), mRNA 


NMJ)24034 


Homo sapiens hypothetical protein MGC3129 similar to ganglioside-induced 
differentiation-associated protein (MGC3 1 29), mRNA 


NM 024009 


Homo sapiens gap junction protein, beta 3, 31kD (connexin 31) (GJB3), mRNA 


NM 024013 


Homo sapiens interferon, alpha 1 (IFNA1), mRNA 


NM 000521 


Homo sapiens hexosaminidase B (beta polypeptide) (HEXB) mRNA 


NM 000520 


Homo sapiens hexosaminidase A (alpha polypeptide) (HEXA), mRNA 


NM 006044 


Homo sapiens histone deacetylase 6 (HDAC6), mRNA 


NM 003883 


Homo sapiens histone deacetylase 3 (HDAC3), mRNA 


NM 004964 


Homo sapiens histone deacetylase 1 (HDAC1), mRNA 


NM_001492 


Homo sapiens growth differentiation factor 1 (GDF1), mRNA 


NM 018486 


Homo sapiens histone deacetylase 8 (HDAC8), mRNA 


NMJ)05089 


Homo sapiens U2 small nuclear nbonucleoprotein auxiliary factor, small subunit 
2 (U2AF1RS2), mRNA 


NM_004285 


Homo sapiens hexose-6-phosphate dehydrogenase (glucose 1 -dehydrogenase^ 
(H6PD), mRNA * g ; 


NMJ)07210 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 6 (GalNAc-T6) (GALNT6) mRNA 


NM_003774 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 4 (GalNAc-T4) (GALNT4) mRNA 


NM_020474 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 1 (GalNAc-Tl) (GALNT1), mRNA 


NM 015507 


Homo sapiens EGF-hke-domam, multiple 6 (EGFL6), mRNA 


NM 004942 


Homo sapiens defensin, beta 2 (DEFB2), mRNA 


NM 005218 


Homo sapiens defensin, beta 1 (DEFB1), mRNA 


NM_002474 


Homo sapiens myosin, heavy polypeptide 11, smooth muscle (MYH1 1) 
transcript variant SMI , mRNA 


NM 022870 


Homo sapiens myosin, heavy polypeptide 11, smooth muscle (MYH1 1), 
transcript variant SM3, mRNA 


NMJ)22844 


Homo sapiens myosin, heavy polypeptide 11, smooth muscle (MYH1 1) 
transcript variant SM2, mRNA 


lNlvjL__UU i / D D 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 2 
mRNA 5 


NM 016458 


Homo sapiens hypothetical protein (LOC51236), mRNA 


NM 020836 


Homo sapiens KIAA1446 protein (KIAA1446), mRNA 


NM 015407 


Homo sapiens DKFZP564Q243 protein (DKFZP564Q243) mRNA 
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NM 015062 


Homo sapiens KIAA0595 protein (KIAA0595), mRNA 


NM 019100 

X '11VX \J X X \J\J 


Homo saniens DNA mpthv1 transferase 1 -associated nrotein 1 (DA/TAPI i rnRT\TA 


NM 015442 


Homo sapiens hypothetical protein FLJ12890 (FLJ12890), mRNA 


NM 023948 

X^XVA \J 2~t^J ™ (J 


Homo saniens hvnothetical nrotein AF053356 CDS3 (AF053356 CDS13 i 

11U111U l_)CL LJ1 V^-llo ll^J J -1 ^ Lllvv LI well KJ Lvvlll z \ 1, \J ~J ~J \J \>X/lJ J \J- \J -J ~J ~J *J \J \sXSl-J*J I, 

mRNA 


NM 022036 


Homo saniens G nrotein-counled recentor familv O oroun 5 member CI 
(GPRC5C), transcript variant 1, mRNA 


NM_0 18653 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5 C i transcrmt variant 2 mRNA 


NM 000707 


Homo sapiens arginine vasopressin receptor IB (AVPR1B), mRNA 


NM 000706 

1>(XVA \J\J\J 1 \J\J 


T-Tninn enni F*n c afrriniTiP ennrpecin TP , c*(*r\tr\Y 1 A /" A\/T^T? 1 A^ ml? "NT A 

11U111U OdJ-llCUAo dlgllllllv^ VaoUpi&SolXl XKj\s\^LJL\JX 1jT\. \-£X V A XV x xTl lliXVJ. > xi. 


NM 021923 


Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), mRNA 


"NTM 00701 1 

JLN1VJL uv/-W 1 I 


aaUIIHJ t>dpiCIlfc> xlUlUUldaL gUJWLIl JLcl^LUi ICL'CpLUI *+ ^ P VJT JT ax.*+^ , LldlloCripi VdriculL 1, 

mRNA 


NM 09? 961 


TTnmn saniens "fibroblast orowtii factor Yf*re*r\tnv A. fFfTFTvid.^ trpm cprinit variant 0 

AAvllllvJ oapiCllo liUl W L'ldO L glvJWLll idv LU1 Iv^t^jJLUl t ^A vJA IVt Ll dllol/l 1 U L VdlldllL jL^ 

mRNA 


NM_022965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism i (FGFR3 i transcrmt variant 2 mRNA 

VJ.VVCLlXi.OHiy \^A VJ1 1VJ / j LlailOWlipL YCLlldllL Z*, 1 1 11 Vl > J\. 


NM_000142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism i HRGFTv^ i tran sprint variant 1 mPTsT A 

VX VY CXI XiOllly l^A VJA IvJ J , LI CLlloVwil. XJJ L VClllCLHU A, 1 1 UL VJ. > 11 


NM 022336 


Homo sapiens ectodysplasin 1, anhidrotic receptor (EDAR), mRNA 


NM 01 8654 


AAUIJLHJ oapiCllo VJ VJtVvlll \^WlX^llw\A 1 Cv^CjJLlJI , Idlllliy V-/, glUULJ J, IlldllUCI J_v 

rGPRC5D^ mRNA 


NM 002534 


Homo ^anipns 9 ! 5'-olip"oadp"nv1atp <?vntVipta<?p 1 (A(\-Af\ VT)i TOASH^ tran<5Prir»t 
variant E 1 6 mRNA 


NM 016816 


Homo sapiens 2 ! ,5 ! -oligoadenylate synthetase 1 (40-46 kD) (OAS1), transcript 
variant El 8, mRNA 


NM 014501 


Homo saniens ubiauitin carrier nrotein TE2-EPF^ mRNA 


NM 000595 


Homo saniens lvmnhotoxin alnha TTNF sunerfamilv member 1 i (J T A i mRNA 

J.1V111V UW^/lVliU J. y lli.L/llVlVJ/\.ill 1X1|_/11L-1- y^XX'IX O LXJ^/V>J. XCL1JL11AJ JLllvlllUVl X / yX_/ X JLX. J , IJLJJLvL lli. 


NM 007040 


Homo saniens ElB-551cF)a-a<3«?ociatpd TTrotein S TFITi-APSi mTJTsFA 

11U111U OCLLylV'llO IjLXI w/ JrUL/U UoOvUlClLL'U LJ1 \J Lv>lll 1 j i X XJ ILL ^/ 1, 1 1 IX V_L N fl 


NM 001232 


Homo ^anien^ cal^pmip^trin 9 fpardiap mn<?o1pi (C* ASsO*? i mT^lMA 

xxwinw ijupiuixi) vaiDL'UUvo Ll ill w i ual uiav lllLtov/Iv-' l l v^xi.ijVyZ< J ? 1 1 1 1\ I >i ^ V 


NM 001231 


Homo saniens calseoiiestrin 1 rfast-twifpli slcplptal mn^nlp^ Tf^ASlOl 1 nnrlpnr 

XXV/llXv/ OUL/lV/llO VUlOvLjUVO Ll 111 X l^XCLO L L W 1 Ivllj OlVVvlVv Lul lllUoUlLy / yv_^XXLJv^X 1, 11 LlV-' JL v>d.i 

gene encoding mitochondrial protein, mRNA 


NM 003925 


Homo sapiens methyl-CpG binding domain protein 4 (MBD4), xriRNA 


NM 002059 


Homo sapiens growth hormone 2 (GH2), transcript variant 1, mRNA 


NM 022558 


Homo sapiens growth hormone 2 (GH2), transcript variant 3, mRNA 


NM 022557 


Homo saniens erowth hormone 2 ( GH2 1 transcrmt variant 2 mRNA 


NM 022556 


Homo sapiens growth hormone 2 (GH2), transcript variant 4, mRNA 


NM 022562 


Homo sapiens growth hormone 1 (GH1), transcript variant 5, mRNA 


NM_022561 


Homo sapiens growth hormone 1 (GH1), transcript variant 4, mRNA 


NM 022560 


Homo saniens growth hormone 1 TGH1 i transcrint variant 3 mRNA 


NM 022559 


Homo sapiens growth hormone 1 (GH1), transcript variant 2, mRNA 


NM 000515 


Homo saniPTiS oroAX/th Ti r»T*m on 1 ( C^X-\ 1 1 \t^\x\^c % t\v\\' vafiatit 1 mT?i\TA 

AAVJlllvl OCXLJIV-'IIO giUWLll llvlX IIIVJIIC 1 ^VJAAl Jy LL CtlloOl 1 jj L Vallalll 1, llULVlNx^. 


NM 021801 


Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 


NM 077718 


T-Trvmn canipns tn 3 1 t*i "v -rn^f q 11 /^■nT*/^ in a O ^ ^AyTlV/rT^O S 1 Ir'nTicpfir^'f" "trot-ton 1- 0 

XAvlllHJ o«.LJlV-'110 lllClLllA. lllC La.IlvJJJl VJ LCllltloC jL*J ^xYAIVAA JZ*+sj 9 Ll CllJLoVvi. 1JJL VdlldllL 

mRNA 


NM_022468 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 1, 
mRNA 


NM_006690 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (MMP24), 
mRNA 


NM 004771 


Homo sapiens matrix metalloproteinase 20 (enamelysin) (MMP20), mRNA 


NMJ)02423 


Homo sapiens matrix metalloproteinase 7 (matrilysin, uterine) (MMP7), mRNA 
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JN1VL_ 


VVZ^ZZ 


xiomo Sapiens matrix metaiioprotemase d \s tr omerysm i , progeiatinase ) 
(MMP3) 5 mRNA 


ATA 4" 
iNlVl_ 




xiomo sapiens matrix metaiioprotemase 10 ^memorane-inserteci/ ^ivxivxrioj, 
transcript variant 1, mRNA 


JN1V1_ 


UZZ304 


xiomo sapiens matrix metaiioprotemase 10 ^memDrane-mserteoj ^lviivxrio^, 
transcript variant z, rnxsJ.N/\. 


IN1V±_ 


UUZ4Z 1 


nonio sapiens matrix metaiioprotemase i ^interstitial conagenasej ^iviivir i j, 
mRNA 




AA/1QQC 

_\)\J4yyj 


jtioiTio sapiens matrix metaiioprotemase 14 ^memDrane-msertea^ ^ivirv±.r i4j, 
mRNA 




UUZ4Z / 


xiomo sapiens matrix metaiioprotemase ij ^coiiagenase ^vjllvjxij j, rnivLN/v 


NM 


005940 


Homo sapiens matrix metaiioprotemase 11 (stromelysin 3) (MMP11), mRNA 


"NTAX 

JNJVl_ 


yZZ fyZ 


Homo sapiens matrix metaiioprotemase 19 (MMP19), transcript variant rasi-9, 
mRNA 


XTA>T 

JNJV1_ 


yzZ /yl 


Homo sapiens matrix metaiioprotemase 19 (MMP19), transcript variant rasi-6, 
mRNA 


JNM_ 


AOT7GA 

JJZZ /y\) 


Homo sapiens matrix metaiioprotemase 19 (MMP19), transcript variant rasi-3, 
mRNA 


JNIV1_ 




Homo sapiens matrix metaiioprotemase 19 (MMP19), transcript variant rasi-1, 
n livi >j i\ 


NM_ 


_004530 


Homo sapiens matrix metaiioprotemase 2 (gelatinase A, 72kD gelatinase, 72kD 
type jlv conagenasej ^iviivjllZJ, nxtviN/A 


NM_ 


_004994 


Homo sapiens matrix metaiioprotemase 9 (gelatinase B 5 92kD gelatinase, 92kD 
type iv conagenase^ ^iviivix y) 9 mixiN/v 


NM 


004142 


Homo sapiens matrix metalloproteinase-like 1 (MMPL1), mRNA 


XTA/T 

JNJV1_ 


JJUZ4Z4 


Homo sapiens matrix metaiioprotemase 8 (neutrophil collagenase) (MMP8), 
mX?xr A 


NM. 


.002428 


Homo sapiens matrix metaiioprotemase 15 (membrane-inserted) (MMP15), 
miviN/\ 


NM 


.002426 


Homo sapiens matrix metaiioprotemase 12 (macrophage elastase) (MMP12), 

mX?XT A 


NM 


002425 


Homo sapiens matrix metaiioprotemase 10 (stromelysin 2) (MMP10), mRNA 


jNjyi_ 


_UZZoU4 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 2, 
mRNA 


JN1VL_ 


UUDO /o 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 1 , 
mRNA 


1N1VJL_ 


uujuy / 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 1, mRNA 


JN1V1_ 


AOOOAQ 

UZZSUo 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 5, mRNA 


"MA/T 


AOQ OA7 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 4, mRNA 


iNlVJL_ 


UZZoUO 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 3, mRNA 


NM_ 


.022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant z, rnxviN/v 


NM 


022717 


Homo <5fl-nipn<? TT1 -<3nT2NP binrlincr nrotein hnmnlncr ^701^7)^ H11 SiKTRTsTPRP^ 

transcript variant 2, mRNA 


NM 


006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NM. 


.001400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 1 (EDG1), mRNA 


NM 


005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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NM 022978 


Homo sapiens small EDRK-rich factor IB (centromeric) (SERF1B), mRNA 


NM 023947 


Homo sapiens hypothetical protein MGC3234 (MGC3234"), mRNA 


NM 023942 


Homo sapiens hypothetical protein MGC3036 (MGC3036), mRNA 


NM 023933 


Homo sapiens hypothetical protein MGC2494 (MGC2494), mRNA 


NM 005471 


Homo sapiens glucosamine-6-phosphate isomerase (GNPI), mRNA 


NM 023925 


Homo sapiens hypothetical protein FLJ22569 (FLJ22569), mRNA 


NM 004076 


Homo sapiens crystallin, beta B3 (CRYBB3), mRNA 


NM 015717 


Homo sapiens Langerhans cell specific c-type lectin (LANGER1N), mRNA 


NM_0 12329 


Homo saniens monocvte to macrnnhap'e diffprpntiatifYn-aQcnriatRn 1 flWTA/ITYi 

-*- Avillu OU^lVilO lllV/liVvjr L\-/ IU AAldV/HJJLyiAdgt/ VJ.IJ.Xtii tlllldLIlJll _ di30\JUldLCLl ^IVI IVI 1 J 

mRNA 


NM_007020 


Homo saniens Ul-snRNP binding Trrotein hnmnlno- fVOVT)^ fTTI QXTR TvTPT^P^ 
transcript variant 1 , mRNA 


NM_006465 


Homo sapiens dead rineer (DrosonhilaVlike 2 (bright and dead rincrpri fTVRTT ?^ 
mRNA 


NM_000015 


Homo sapiens N-acetvltransferase 2 (arvlamine N-acetvltransferasei nSTAT2i 
mRNA 


NM 000496 


Homo sapiens crystallin, beta B2 (CRYBB2), mRNA 


NM 001886 


Homo sapiens crystallin, beta A4 (CRYB A4) 5 mRNA 


NM 023080 


Homo sapiens hypothetical protein FLJ20989 (FT T209R9 1 mRlMA 


NM 023039 


Homo sapiens ankyrin repeat, family A (RFXANK-like), 2 (ANKRA2), mRNA 


NM_021905 


Homo sapiens ffamma-aminobutvric acrid ^GARA"! "R rpppntnr 1 /TtA'RTVR 1 *\ 
transcript variant 4, mRNA 


NM_020554 


Homo sapiens T~cell leukemia/lvmnhoma 6 (TCT 6^ tran<?rn*nt variant TV^T £rH 

- M -- i - v ' x v J.V-'J.AU J- X VU1VV A A AAUY J.J' AAALJAAUAAAd \J \^ X I J \J J , LI dllov/1 1JLJ L- VdlldllL 1 V ./ 1 jf.H | .1. , 

mRNA 


NM_020553 


Homo saoiens T-cell leukemia/lvmnhoma fi fTCT trarwrrint variant TfT fi^i 

uuj^iviikj a. wii iviuwillliu A_y AAALJAAVJAAAd \J \^ A Ks\-/\J J ^ LI dlloL/I l^J L VdlldllL 1 v ^ 1 >t It,,* | ^ 

mRNA 


NM_020552 


Homo saniens T-cell leukemia/lvmnhnma 6 CYC*! ^ i trancrri-nt variant Tf~T 

AAUlllu Ljtl.jJA^'AAO J- V/V^AA Al/U-AVlsAAAAO./ A^y AllLJlUJHid U ^ X Xw'JLjVJ^, U. dllot/I IjJ L VdllctllL 1 L/JLDDlj 

mRNA 


NM_020550 


Homo sapiens T-cell leukemia/lvmnhoma 6 (TC*1 tran<3pn-nt variant TT 1 ! fca'X 

AV "*v ow.j^AV/AALj x vvii. AV/l^-AVV/AAAACl/ A^ A AALJ1AWA A1CA \J ^ 1 V^L/U LI dllctV^l IjJ L V Ctl Id 11 L 1 V ^ | f\)<\ J , 

mRNA 


NM_012468 


Homo sapiens T-cell leukemia/lvmnhoma 6 ^TCT 61 tran sprint variant TPT ^ia 1 
mRNA 


NM_014418 


Homo sapiens T-cell leukemia/lvmnhoma 6 (TCL6^ transcrir>t variant TCT 6a2 
mRNA 


NM 016730 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 3, mRNA 


NM 016729 


Homo sapiens folate receptor 1 fadulf) (TOLRl^ transcrint variant 4 mRNA 


NM 016725 


Homo sapiens folate receptor 1 ( adult) TFOLR1 1 transcrint variant 1 mRNA 


NM 016724 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 7, mRNA 


NM 016025 


Homo sapiens CGI-81 protein TDREVn mRNA 


NM_004406 


Homo sapiens deleted in malignant brain tumors 1 TDA/TRT1 ^ tranQ^rint variant 

uw^iviw uviv^L^u. AAA XJLJIUilgliaill Ul (llil LL+AA1W1 O A \^1 _r IVI 1 1 I 1 J ^ LI dlloLvI 1L/L VdlldllL 

1, mRNA 


NM 000197 


Homo sapiens hvdroxvsteroid dT-beta") dehvdroeenase 3 1~RV\ mRNA 


NM_001220 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
beta (CAMK2B), mRNA 


NM 019071 


Homo sapiens inhibitor of growth family, member 3 (ING3), mRNA 


NM 016731 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 8, mRNA 


NM 023018 


Homo sapiens hypothetical protein FLJ13052 (FLJ13052), mRNA 


NM 023016 


Homo sapiens hypothetical protein FLJ21870 (FLJ21870), mRNA 


NM 022911 


Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 


NM 021071 


Homo sapiens ADP-ribosyltransferase 4 (ART4), mRNA 


NM 022113 


Homo sapiens kinesin family member 13 A (K1F 13 A), mRNA 


NM 012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP) 
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mRNA 


NM 016*513 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


NM 014920 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


NM 014688 


Homo sapiens related to the N terminus of tre (RNTRE), mRNA 


NM 006640 


Homo sapiens MLL septin-like fusion (MSF), mRNA 


NM 006070 


Homo sapiens TRK-fused gene (TFG), mRNA 


NM 004809 


Homo sapiens stomatin-like 1 (STOML1), mRNA 


NM 000297 


Homo sapiens polycystic kidney disease 2 (autosomal dominant) (PKD2), 
mRNA 


NM 016307 


Homo sapiens paired related homeobox protein (PRX2), mRNA 


NM 003924 


Homo sapiens paired mesoderm homeobox 2b (PMX2B), mRNA 


NM 006902 


Homo sapiens paired mesoderm homeo box 1 (PMX1), transcript variant pmx- 
la 5 mRNA 


NM_022716 


Homo sapiens paired mesoderm homeo box 1 (PMX1), transcript variant pmx- 
lb, mRNA 


NM 000916 


Homo sapiens oxytocin receptor (OXTR), mRNA 


NM 000915 


Homo saniens oxvtocin nrenro- ( neuronhvsin T) ( OXT^ mRNA 

Xi-VIXlV/ uupiwiiu V^^XY W\_/WXX1* L-/1 XVI 1 11W Ul V Ull J gill XL J \ V«V-£ A- J. J j 111-LV1. IX X 


NM 006188 


Homo sapiens oncomodulin (OCM), mRNA 


NM 022664 


Homo saniens extracellular matrix nrotein 1 (ECMl^ transcriot variant 2 

11U111U uUL/l wiXO VitLlUUvllUlUl 111UU li\ XVI W Ivlll X \ X_/V — /1t1 X 11 UlluvllUL V Ul 1U111 J 

mRNA 


NM_004092 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1, mitochondrial 
(ECHS1), nuclear gene encoding mitochondrial protein, mRNA 


NM_022652 


Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 2, 
mRNA 


NM 004419 


Homo sapiens dual specificity phosphatase 5 (DUSP5), mRNA 


NM_004425 


Homo sapiens extracellular matrix protein 1 (ECM1), transcript variant 1, 
mRNA 


NM 004418 


Homo sapiens dual specificity phosphatase 2 (DUSP2), mRNA 


NM 004961 


Homo saniens j?arnTna-aminobutvric acid fGABA^i A recentor ensilon 

JLJLVyillV OCVL^IVXXl? ^U'XlllllU' U-llllll V L* Vil Y 1 1 v UvlU- \ V_J X XXVI X/ X X 1 VvvUlVl ^ vL/UllV/11 

(GABRE), transcript variant 1, mRNA 


NM 021990 


Homo saniens ffamma-aminobutvric acid ( GARA^ A recentor ensilon 

XXV/AllV JUL'lvilO wLlllllllLl Ullllll V U W- 1 J 1 IV UvlU- \ VJX \ I J J. XJ X X 1 VvvUlVl 3 VL/UllvAi 

(GABRE), transcript variant 4, mRNA 


NM 021987 


Homo saniens &amma-aminobutvric acid (GABA^ A recentor ensilon 

X. X- Vj» X X IVy uU. L'lVllU C1U-111111U W-llllllU L'Ul V I IV UvlU \ X^JX 1 M * J- X J X X 1 VvvUlVJ, j vpuiiv/ii 

(GABRE) transcript variant 3 mRNA 

1 VJ X XJ— »X V 1_/ J ^ \,X Ulluvl ip ^ T Wl XfcXXX \a w' 3 X X JUL VI 1 X X 


NM_021984 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, epsilon 
(GABRE") transcript variant 2 mRNA 


NM 004090 


Homo saniens dual snecificitv nhosnhatase ^ (vaccinia virus nhosnhatase VTT1 - 
related) (DUSP3), mRNA 


NM 001398 


Homo sapiens enoyl Coenzyme A hydratase 1, peroxisomal (ECH1), mRNA 


NM_001946 


Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 1, 
mRNA 


NM 001952 


Homo sapiens E2F transcription factor 6 (E2F6), mRNA 


NM 001950 


Homo sapiens E2F transcription factor 4, pl07/pl30-binding (E2F4), mRNA 


NM 001949 


Homo sapiens E2F transcription factor 3 (E2F3) mRNA, complete cds 


NM 005225 


Homo sapiens E2F transcription factor 1 (E2F1), mRNA 


NM_022977 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 
variant 2, mRNA 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM 021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), mRNA 


NM 001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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NM 021912 


Homo saniens Q"amma-aminohutvric acid fGAHA i A recentor beta 3 
(GABRB3), transcript variant 2, mRNA 


NM 021911 

J. >1VX \J X-i X S 1 JL 


TTonrin saniens primma-aminohntvric acid fGAHA i A recentor beta 2 
(GABRB2), transcript variant 1, mRNA 


NM 000814 

1 l 1 YX VVvO 1 " 


Homo saniens era mma-ami nohntvric acid fCrAT-iA i A recentor hpta 3 
(GABRB3), transcript variant 1 5 mRNA 


NM_000812 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, beta 1 
fGABRBl, mRNA 


NM„022650 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASAli transcriDt variant 2 mRNA 


NM 003259 


Homo sapiens intercellular adhesion molecule 5, telencephalin (ICAM5), mRNA 


NM 022377 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 
group (ICAM4), transcript variant 2, mRNA 


NM 001544 


Homo saniens intercellular adhesion molecule 4 Landsteiner- Wiener blood 
group (ICAM4), transcript variant 1, mRNA 


NM 002162 


Homo satjiens intercellular adhesion molecule 3 f T(~! A1VT3 i mRNA 


NM 000873 


Homo sapiens intercellular adhesion molecule 2 (ICAM2), mRNA 


NM 022308 


Homo sarviens islet cp11 antoantiopn 1 f rWkT) "i rrf^AI i transcrint variant 3 

XXvJlllW lSCXLsX^XIO lOlvl vvll txLl LVJCT.il LJL£^ CXI X ^ W ^ J\ 1 / J ^IV/iV X 1, Ll CllloVvi 1LJI/ VCHldXlL J } 

mRNA 


NM 022307 

-i > ivx \j x^ — ' v / 


TTo"mo saniens islpt cell antoantiopn 1 friQIrT) i fTC'AI i trnnQprint variant 1 

X1U111U DtxLJlV^llo loltl vL-il CXL4-L\JC111 Llgdl X yuy ^ ^IV/ixl 1, LI dXlol/l 1LJ t VclJLJLCiJ.lL X, 

mRNA 


NM 022581 

1 > 1YX \J 4-t X-i *J O 1 


TTomo sanipns chorionic soniatomarniriotronin bormonp-liVp 1 ( ("*S»T-TT W 

X XVJ111W L^lV^llO VvlJAJl lUlUw OW111<xL\J111C1X1X11X\J LJL wL/111 XXVJX XllVJXlt/ llJVt/ X ^^/OIIXjI J ^ 

transcript variant 5, mRNA 


NM 022580 


T-Tnm r\ cnniPTic r*TioT"ioTnp cnmfi I'OTTinTTiTVJoiT'OT^iTi TioTTnr\'nf a -.li1^"f i 1 ^ (^SsT— TT 1\ 

OClLJl^Xi.0 t/XXUX AUXU^s oUJLliClUJlliClXlIllUJLl UJJ11X X1VJ1 lllUllt/" , llJvC' 1 l^V_-OXXi_v 1 J 9 

transcript variant 4, mRNA 


NM 022579 


T-Tnm n canipnc plinnnnip oAmn i"r\iriaiTiTYir^iT*r\i / ^iTi linrrnnnp-1 1 1 / /^QXJT 1 "\ 

XXUJUUJ OCtLyX^Xlo IVJXllC' OVJ'XIKXLVJ'XIICIXIXLXXU Ll UJLjJLlI XlVJXXlUJllt/ XllVC X ^OJXXj 1 l ? 

transcript variant 3 5 mRNA 


NM 022578 


TTottio sanipris crioTiorxin somatomamrnotroriiri horrnonp-liVp 1 ^r^SH-TT 1 i 

XX\JXXX\J oajJlLllo vllVJl l\JXilw OWlllClLWlllClllXIXXU Ll U XHJX lll\Jllt/ IllVt' X I VUIXXj 1 / j 

transcript variant 2 ? mRNA 


NM 001318 


Homo saoipris chorionic somatomammotronin hormonp-liVp 1 rr^SUTT 1 1 

IXVJllltJ OcXJ^/l^/XlO V1X\J1 JLUlllV &\JXXXCXI*\JXXXCXXXXXXX\J\,X\JIJXXX 11\_71 HlVJllV/ 1 IXV^.' X ^VyUllXjl lj 

transcript variant 1, mRNA 


NM 022646 


Homo satiiens chorionic somatomammotroijin hormonp 2 tT^SsH'?i transcriiit 

X i-VlilV OClJw' IvllO 1U111V Ov/XXXCtlrV^XXXClXXXLXXV^ LA *J J.JLWJL X JLJLVJli.V^' jLi \ V^UliL /j Ll ClllO 1 L/ L 

variant 4 5 mRNA 


NM 022645 


Homo sanipns chorionic somatomammofronin Viormonp 9 ^f^Sli-T9 1 franscrint 

XXW111W OCLLJl^v'llij Vvll^l IWlllVv 0\J111CLLVJ111C11X111XV^ Ll \J LJ111 llUllllUllt' As ^V^LjXXZ^ Ll dlloV.1 1JLI L 

variant 3, mRNA 


NM 022644 

J. iXYX V/x-X/vJ 1 T 


TTnmn sariipns crjorionic <5omatomammofronin Viormonp *7 ff'STT'? 1 franQprint 

OCLLJX&lld VvllUXlWlllv OWlllCLLVJlllClXlXlllWLl ULJlll 11U1 lllVjllt' J* 1 v^OJJLZi J) Ll dllol/1 1 Yj L 

variant 2, mRNA 


TsJA/i" 020991 

l^ilVX U^Uyy x 


TTomn QSTiiPtic c\\ cw\ cw\ \ p cfM*n?» I'nrnQTriTTir^rrrir^i'n linrmnnp 9 /v~^qtto\ fr , o-t-icr , -t-i-r\i" 

J-XvllXlU OClJLJXC'Xlo V-'llOl 1U111U' SIJilldLlJllldlllllltJLl IJJJ 111 11VJ1 111\J11C Z. ^vyOliZf ^, Ll cllloUl 1 U L 

variant 1 3 mRNA 


NM 022642 


Homo sariipns cnorionic somatomammotronin Viormonp 1 fnlacpntal lactocrpn i 

X X\JXX1\J OdLJlWXlO vJLlVXl 1U111\^ OWllldLWllldllllXlWLl l^JLyill 11\J1 lllVJllt* X ^LJACll/WllLCxl XCX\sL\Jg\^lXJ 

(CSH1) 5 transcript variant 4, mRNA 


NM 022641 

x^ixvx v^av r j. 


Homo sanipns chorionic somatomammotropin Viormonp 1 ^nlacpntal lactocrpn i 

JLJL\JXXX\J ijClL'll-'XlO vilVJl lUlllv OWllldLv^XllCLXlllXXVJ Ll WtJlll 11VJX lllxJllt/ X I LJlcLWdl LCll IdL/LVJcidll 

(CSH1), transcript variant 3, mRNA 


NM 022640 


Hnmn sampnQ phonnnip Qr\ma ir^mammr^rrrinin TnrvrrYirxne* 1 f q r* F^n \r\ 1 l*ar»i"r*rrf»n i 

llUlllU OCXLJlWllo L/11VJ1 lUXLlXy o^llldLCFXlla-XlXlllVJLi WLJ111 11\J111HJ11C X 1 LJldL't^llLCll laV/lUgCil 7 

(CSH1), transcript variant 2, mRNA 


NM 001317 

J. N XYX 1J X / 


TTomo satiipns c\\ c\x\ cxx~\ \ o Qnmatomammotronin linrtnnnp 1 ( x\\ acp k x\\c\ 1 1 r*fr^ or f»tii 

11U111U oCXLJXtiXlo V^lUJl IVJlllO oUlliClLVJXIlCllllllXVJLl VJLJ111 11UX11HJ11C 1 I IJlCtlvdllCtl IdL/ LL/^Cil J 

(CSH1), transcript variant 1, mRNA 


NM_002371 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a, 
mRNA 


NM_022440 


Homo sapiens mal 5 T-cell differentiation protein (MAL), transcript variant d 5 
mRNA 


NM 022439 


Homo sapiens mal 5 T-cell differentiation protein (MAL), transcript variant c, 
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mRNA 


NM 022438 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant b, 
mRNA 


NM 001790 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 1, mRNA 


NM 022809 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 2 5 mRNA 


NM 021141 

x>XYX \J£J X ATX 


ITomo saniens X-rav r en air comnlementinf? defective ret*) air in Chinese hamster 
cells 5 (double-strand-break rejoining; Ku autoantigen, 80kD) (XRCC5), mRNA 


NM 022550 


Homo saniens X-rav renair complementing defective renair in Chinese hamster 

i.X\/llXV/ OCiL/iVllLj -£ JL t*- V i, VUUll V V/XI-iL/i wlliVll Lillg U-vJ.VVtl V V 1 VUUJll 111 wlllllVUV J. 11V1.JL Iuj Wl 

cells 4 (XRCC4), transcript variant 3, mRNA 


NM 022406 

X 1 ITX \J*-t*—l T\J\J 


Homo saniens X-rav renair complementing defective renair in Chinese hamster 

llUlllV VJiiL/lVIlu V. 1 CVV 1 VL/iill VVlilL/l VlllVll till & \^WJ.W' tl T W 1 vUUll 111 V^lllllVUV llUlllUtvl 

cells 4 (XRCC4), transcript variant 2, mRNA 


NM_005432 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 3 (XRCC3), mRNA 


NM 003401 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 4 (XRCC4), transcript variant 1, mRNA 


NM 022405 


Homo sapiens X transporter protein 3 (XT3), transcript variant 2, mRNA 


NM 016192 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
domains 2 (TMEFF2), mRNA 


NM 006786 


Homo sapiens urotensin 2 (UTS2), transcript variant 2 5 mRNA 


NM 021995 


Homo sapiens urotensin 2 (UTS2), transcript variant 1, mRNA 


NM 003353 


Homo sapiens urocortin (UCN), mRNA 


NM 021991 


Homo sapiens junction plakoglobin (JUP), transcript variant 2, mRNA 


NM 021737 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6d, mRNA 


NM 021736 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6c, mRNA 


NM 021735 


Homo saniens chloride channel 6 fCFCNrT) transcrint variant C1C-r7h mRNA 


NM_006536 


Homo sapiens chloride channel, calcium activated, family member 2 (CLCA2), 
mRNA 


NM 004000 


Homo sapiens chitinase 3 -like 2 (CHI3L2), mRNA 


NM 002641 


Homo saniens nhosnhatidvlinositol plvcan class A fnaroxvsmal nocturnal 

XXVillV uUU IC'llU IJ11VJ OUIIULIU V 1111VQ1 l»V/X tl V VUllj VIUOO A- I UU1 V A V Ollldl XX\J\S LIU XX(XX 

hemoglobinuria) (PIGA), transcript variant 1, mRNA 


NM 020473 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIG A), transcript variant 3, mRNA 


NM_020472 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIG A), transcript variant 2, mRNA 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


NM 021913 


Homo saniens AXL recentor tvrosine kinase ( AXT^l transcrint variant 1 mRNA 

HV/lllV/ uUL/lvllu 1 1< m-U 1 VvvJJlul jf VJOlllw IvlllLluV * £ V 1 ./ J j 11 UllU vl 1 IJ L V Cll ICllil 1 ^ 11JLLV1 "x 1- 


NM 016188 


Homo saniens actin-like 6 rACTL6^ mRNA 


NM_000509 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 
A mRNA 


NM_021870 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 
B, mRNA 


NM 005141 


Homo sapiens fibrinogen, B beta polypeptide (FGB), mRNA 




TTomo saniens fihrinocren A a Inha nolvnentirle rFGA^ transcrint variant alnha 

JLJLUxxxW oClL/iv/xxo x.x Ux ixxwg^xi, XV. CLx^JxltX jJ\Jiy J-'t'jJ LJLUx/ \^JL ^ J - f *-/3 LA "J-AOwx x^Jt VcllltallL CHL/iiCl, 

mRNA 


INIYI \J\J\J.J\JO 


TTnmn saniens fihrinocrpn A £»1tV1"15i •nnHm^ntirlf ^T^CtA^ transcrirvf vnrismt sjiiVha-T-i' 

mRNA 


NM_000920 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant A, mRNA 


NM_022172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 1, mRNA 


NM 021874 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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NM 021873 


Homo saniens cell division cvcle 25B (CDC25B\ transcript variant 3 mRNA 


NM 021872 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 2, mRNA 


NM 090990 


Homo <3anipn<? creatine kinase mitochondrial 1 fuhiauitous i (CK^MTl i nuclear 

JLJl.V_Jl.llU odLJIVvllo v/JL \^CX Llllw IV 11 1 CI O , 1111 LU V/ HvJ'llVJX XC-L1 X ^UUH-JUILVJUO J ^\_/i.VLTX X X y , llUvXwul 

gene encoding mitochondrial protein, mRNA 


TsJA/T 09106? 


Homo Qanipn<? active HC^R -related crpnp ( AHR i transcrint variant 1 mRNA 

X. WJ XxXXJ Ou.|J1L1Iij 11 V Ly JL* V^JLX. X wlAlwU gvllw \^.£xX_J x\.J , L.JL UlJlovi 1^/ L V Ctl J.C4.JLJLL X, J.XXXVX ^.ZA. 


NM 001092 


Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA 


i>ivi_uz i / y*± 


Womn ocjf^i^no a rl i c i i~p- rrr i n jand T"nF k +Ql1rvrvt*rvi"f a "i'nii cf^ Hnmpin ^0 f ATlAA/r^Oi 

XXUilJAJ OdUlCllo d U-lolllLC-Ji,! Ill dllll XXXG LdllwLJl Uldlld&t/ LXVJllldlll JU ^xTJ-/iilVX J / ? 

transcript variant 1 5 mRNA 


"NFM 001464 


Hrvmn QanipnQ a diQinfpcrrin and mpta1lorvrotpina<5P domain 9 ffprtilin hptai 

XXVJlllW ouUlCllo d Ul&XXll/Ogl XIX dllU. lllV^ LCLLLKJ LJ1. \J LL^lllCLOV-/ IXUXXldXXX ^XV^X IXJ, Hi \J\> VCX. J 

(ADAM2), mRNA 


TsJA/f 091 780 


TTnmn QanipnQ a di<2intpcrrin and metallonroteina^e domain 90 ( A"DA1VF99^ 

XlVJXXXvJ odLJXC'llo d IX1o1X1L(_/££1 XXX dlXVX XXlt 1 IdllU JJX LL^llldOL^ U.v/XlidXXX y £^AX J J ^ 

transcript variant 2, mRNA 


"MTV/f 091770 


Wn-mn ccinipnc a rl i c i n i f* crri n and m ^"fci 1 1 r^T^Tt^ff^^T) aop dnmain 90 ( A TiAA/T90 > \ 
JLlUIIlO odpiCIlo d U-lolllLCgl 111 O.I1LL IXlCldllUpxOlCxIldoC U-UlildUX Z_7 i^xHLX-'XTlIVXZ. -7^/ 5 

transcript variant 3, mRNA 


XTM" 014960 


TTn-mr* cam'pnc a dicin^f^orrin qtiH m ptQ 1 1 f\"nT*ntpi n 51 cp domain 90 ( A l^i A A/T9 0 i 

XXL/llXO odUxCllo d VXlollllCgl ill dlliX XXXC- LdlXWJ^X ULt/XXld&t/ VXUllldlll jL,Z/ yxxJL/xi-LVX^-7 / , 

transcript variant 1 5 mRNA 


7\JA/T 09 1 791 


TT/^Tvir\ cqtmphc q di ciTTi'< =k cjrT'in Qtin mpfo ]1 nnrntpms cp domain 99 ( A Tj A 1\/T9 9 i 

XXOlllU OdL/lClIo d vJ-loXXlLCgl XIX dllLi lllv> LdilVJjJl \J Lv^XlldoC/ LJ.VJXlldlll x^z- •^xTJU'xTLXVXZ^^-r^ ? 

mRNA 


NTVT 091799 


TTomn QanipnQ a di^iintpcrrin and mptallorvrotpina^p domain 99 T AT~)A1VT99 > 

X XVJ111VJ oaUlvllo d Lilolll Lv^^l 111 dlXvX XXX& IdXXU LJX \J LVvXXXdoW Lj.\JXXldlXX ^^iX_xxTJ.VX^^y 5 

mRNA 


"NTM* 091791 


T-Tnm coni p»n c q rl i cinf f» rrri n onH -mf^f 1 1 om^ofF'iTi cp domain 99 ^ A TjAA/T99i 
jlIOIxxU odpiCIlia d LLlolXlLCgl 111 dllli lllCUdllljpi U LCllldOC U-Ullldlll ZZ, ^^tJU'/tJ.VXZZ^, 

mRNA 


XTA/T 0161^1 

IN iVX__U lUJJ i 


T- T^m/~\ coni <=»tic! q di oiTTf<= k oT*in an/i m<=»"fo 1 1 rwwc\\f > ~\ na cp domain 99 ( AT^A1V/T99i 
JLXOlllO odUlCllO d U-iOllllCgl 111 dllU. UlCLdllUjJl U UC'llldoC U-L/XlldllX £*jL, \^Jr\AJJr\xyl.Z*Z*j 5 

mRNA 


"MAzf 091R19 


XXOlilU bdpiCllo d illolllLCgl 111 dllU- lllCLdliOJpi OLCllldoC U-Ullldlll 1 / i^lllll±LU UCW Ualo 

factor, alpha, converting enzyme) (ADAM 17), transcript variant 2, mRNA 


"MM 00^181 


T-fnmo ccmipnc q A\ cirtp crTin o-n d mf^toll c\vwr\'i'f*\T'\^\ cp domain 1 V ^ tiimnr npprncic! 

JLXVJIXIVJ odL/lCllo d iXlolllLCgl 111 dllLi 111C LdllL.']Jl \J ICllldoL/ VXiJllldlXX X / i^LUXHUX llV-V^l VJolo 

factor, alpha, converting enzyme) (ADAM 17), transcript variant 1, mRNA 


NM 001R1S 


T-Tomr* cj^rii f=»"n c n dicmf^crriri nnH mpfa 1 1 0TM^of riti ^ cp domain 1 S i mpfaTcidin i 

XXLJ111U odJJICllcJ d U-loXIXLCgX XIX dlXU- XX1C LdllU jJx \J LA^XXldoW VXVJXXldlXX L^J y^XXXt^ LdX gXVJ-XXl^ 

(ADAM 15), mRNA 


NM 091641 


TTomo csinipflc a dicin'fpor'in and tripfnllnnrntpiTiflCP domain 19 i mpl ffin alnnai 

XXvJilHJ &djJlt'Xlo d LllDJLiltwgl XIX dXXCl IllV^ LdllU LJL \J Lt/lXldOt/ LXVJllld-111 X ^ ^IXXI^XLXXXX dl LJllCXJ 

(ADAM 12), transcript variant 2, mRNA 


NM 091619 

IN 1YX \J jL, LSJ 1 


TTomo canipnc a dicinfpcrrin and mpfallonrofpinaQp domain 1 1 ( AT^AA/f1 1 1 

XXU111L/ odUlCXlO d LllolllLCgl Xll dllij. XXXt»tdlHJ]JHJ ICXlldoC LXVJlXldlXX X X ^x^JL/XTi_LVX X X.J } 

tranQcririt variant 9 mRTsTA 

Ll ulloL'llUL VdlldlXL jLi , llJXVL^/1. 


NM 0064^7 


Homo cianipn*? ADP-riTio^vltran^feracie HSTAD-}-* nolv ( ADP-rilio^e^ nolvmerase^- 

XXUillU OdlJXt'XX& IjJL/A. X 1U \JO y 1 LX CUlolvl dOv 1 linX/ < , LlVJUy irxL/l llL/UOvl U\J1 j lllVl ClOw 1 

like 1 (ADPRTL1), mRNA 


NM 001618 

X N _LYX V.' \-/ X VJ 1 X O 


Homo «5anipn<3 ADP-ri rjo^vltran^fera^p nsTAT)+" nolv ( ADP-rihose^ nolvmerase) 

X XV_/111VJ OdLJlt/lXO ' ^ l J l X X U\Jijy XLX CIXXOX^X ClOv I X>I\,I / 1 , L/VJljf Ifl 1 /I llUvOV/^ pL/lJlll^iaOv^ 

(ADPRT), mRNA 


7STM 021738 


Homo cianipnQ Qimprvillin fSVTT.i transcrrnt variant 9 mRNA 

XAVJ'lXXU odL/Xwllo oLXLJwX VXXXXXX V JU — i J , LIClllOvllUl VdXXCllXL 1XXLVJL 'I JT\. 


NM 003174 


Homo sapiens supervillin (SVIL), transcript variant 1, mRNA 


NM 00950S 


TTorYir* ocinipno ■nnr , 1<= k c»T' fr"^"n cr'T'iTiti on ~fc\ ptAf V ci 1t*\1tci /^TsTTh "V" A \ ■froncpfTnt Vflrifcnt 1 

XXOllllJ OdL/lCllo HtlL/lCdl tl ClUOvl LLJvLKJLl laOLUl X , dXLIlld 11>|X7 l^V/, Ll dXXoVvl 1JJ L VdXldllt X, 

mRNA 


TNTA/f 091 70S 


XXUIllO bdpicnb IlUXvlCdl LldlloL/lipilUll IdULOl X, dipild ^TNP X r\J, UdllaL/lipL VdlldllL Zr, 

mRNA 


MM 000R19 


xxomo sapiens giUTamate reL/epior, lono tropic, rN-meinyi xj-aspdrLdie i ^vjivxin i 
transcript variant NR1-1, mRNA 


NM 000673 

_L N J.VJL \J \J \J \J 1 -*J 


Homo <?anipn«5 alcohol dphvdroppna^p 7 ^c1a«;«; TA/i mn or sioma nolvnentide 

(ADH7), mRNA 


NM_000671 


Homo sapiens alcohol dehydrogenase 5 (class III), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class H), pi polypeptide (ADH4), 
mRNA 
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NM 001832 


Homo sapiens colipase, pancreatic (CLPS), mRNA 


"MTV/T 0917CK 
1N1VL__UZ1 /yj 


xxoiTio sapiens ij/i^iv'4-, iix o-uomain protein ^oivi accessory proiem 1 j ^Xj/JLJN/f J, 

■f-t*QYi cpfi Txt variant In m T? T^T A 
tlallovlipt ya.Lxa.Lll U, liJLivx >xi. 


"NTM" 091 70Q 
INIYX UZ»1 f\jy 


xioino sapiens /-uinuing ^i3iva^ pioiciii ^oxv^rxy, ixaiioviipt variant z, nxKJ.N/\ 


NM 006497 


XXU11HJ oapiCllo k^X-JjL 1 -UlllLllllg ^Oivay pUJtClll ^OIV Aj, UalloUIJ.pL Vailalll 1, IllXvlN^V 


NM 091K04 


TTnmn c cini pn c an en r^tf^n om T f^rvnv^rtmcr f^n , 7vm< a i i^f^i^ti / iv; - ! _H "tnp'nti H q o^ A i 9 
xxuniu oapiciio aiigiuLCiibiii x vunvci iixig enzyme ^pcpiiu.yi-u.ipcptiu.abc r\.j z 

(ACE2), mRNA 


NM 09090R 


XXU11KJ oapiCllo J\. LiailopUIlCI piUtClll D \^A1 Jj, LIcllloUIipL Vailalll X 5 lllXvlNxA. 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (2^NF14) 3 mRNA 


IN lVX 


xiomo sapiens xvnesus dioou group, iwCxie anugens ^xvri^jj/^, rnxviN/v 


TsJlVT 01^9^9 
INIYX U 1 OZJZ, 


xxomo sapiens lnierieuKin i recepior-iiKe i {ii-, i xvx^ i miviN/v 


NM_001680 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
iiaiiscnpi variariL a, mxviN/\ 


NMJ)21603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
iranscnpL varianu d, nxtviNiA. 


NM 005387 


Homo sapiens nucleoporin 98kD (NUP98), mRNA 


KTIVT 09 1 £09 
1N1V1 UZ 1 OUZ 


xiomo sapiens ^xj/yr> anxigen ^lmmunogioDunn-associateu Deia^) ^L/U/yx5j, 
transcript variant 2, mRNA 


TsJA/f 000£9£ 
IN 1VX_U U V) OZ O 


xiomo sapiens i^xj/xd antigen ^lmmunogiODUiin-associaxea oetaj yy^D jyD)^ 
transcript variant 1, mRNA 


"MA/T 091^01 
lNxVl_UZ 1 OU 1 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 2, mRNA 


ATA A n9 1 ^QQ 

iNlVx_UZl jyy 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 2, mRNA 


IN 1V1 U U O y o o 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tnromoosponain type 1 moiii, i ^j^xjaivxxoIJ, nixviN/\ 


lsjivf 004060 

1N1VX \J\J'-T\J\jy 


xxomo sapiens auaptor-reiateu protein complex z, Sigma i suuunit ^Ar Zoi J, 
transcript variant API 7, mRNA 


TMA/T 091 S7S 

1N1VX UZ 1 J / J 


xxomo sapiens auapior-reidxea protein complex z, Sigma 1 suounit (^ArZoi ) 9 
tonscript variant AP17delta, mRNA 


TMIVT 091574 


xiomo sapiens ureaKpomt cluster region yr>\^,x\.), transcript variant z, niiviN/v 


"NTlvT 004^97 


xiomo sapiens ureaKpomt cluster region ^Di_jtvj 5 transcript variant i, miviN/Y 


XTlvT 007^97 


xiomo sapiens giutamate receptor, lonotropic, iN-metnyi u-aspartaxe i ^vjxvxin i j, 

tidlloOlipt VallallL l>Xvl - 3, IIlXvlN^Y 


NM 091 569 


XXVJ111U £>apiCH£> glULalllaLC ICL/CpHJl, lUIlOtropiC, 1N-II1C Lliyi X^-aspartate 1 ^vJrXvXiN 1 

tran^criiit variant TSTR 1 -9 m PNA 


NM 020984 


oapicuo C/injiiiic clUCLyitiallolCla&C ^v^XTXzx X LlallSL/Iipt VaXlallt Xv, IIlXvlNxv 


NM 020985 


TTomo saniens choline «rptv1fran<;fpra<3P ^r^l-TA'T^ trnn^rri-nt variant TsJI rrVR"NTA 


NM 020549 


Homo sanien^ P,ho1ine applA/ltranQfpraQP ff^T-TATl franQprinf variant A/T mT?TsIA 
xxuiiiw octi^/x vxxo vixvjiiiic avct_y iti aiioici aoc ^v>ixx\ x /, Liaiio^iiLJL vaiiaiiLivx, iixrvx > rx 


NM 001615 


Homo sanien^s actin era mm a 9 cmnotli miiQpIp e^nte^rir 1 ( Af^Tfr^^ mT?XTA 


NM 020986 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA 


NM 01R669 

XN1VX UIO UOZ 


xxuiiiu oapiviib uibxupteu. m scmzopnrenia i ^fiuv^ i inxviN r\ 


NM_0 18406 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


"MA/T 01778^ 
1N1VX U 1 / / Oj 


xiomo sapiens nypotneticai protein r LjJA\jdd i ^x^jzujd / ), mx<JN/\ 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


XTA/f 01 991 ^ 
IN xVl__U 1 ZZ 1 D 


xiomo sapiens meningioma expressed, antigen o v. n y^mroniaasej (MCjxiAD ), 
mRNA 


NM_020326 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NM_020325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM_020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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transcript variant 3, mRNA 


NM 09019'} 


Unmn caTn'pric ATP-iiitirHrior pnccpftp qii Vv-farnilv 1") f AT T*J l rnprnhpr A. ( bJWC y X > \&\ 

JLXUXXXU odUXCXXo -t\. X 1 -UlllVxlllg, OaooCLLC, olXL/ JLClllllxjf i-J \T\.\ j.ISJ 3 IHV^IIIUCX *"T I xxXJ V^X-XT' ^, 

transcript variant 2, mRNA 


"Knv/f 09090R 


l-Tnmn cQ-nipno A TP „l~\i nrlino r»Q ccpffp cmT^-famil'*/ C~* ( T-^TT? /IvTT? T-M m PinKpr Q 
X7XOXXXU bdlJXCXXo A J. XT "Ulllvilllg, LooisCLLCj bLXU-XdXXXXXy v> \^V>X X Xv IvlxVx 1XXCXXXUCX 

(ABCC9), transcript variant SUR2A-delta-14 5 mRNA 


tsja/T 090907 


Pfnmn cfinipnc AHTP-Tiinrlincr P5»q<3pH"<=» ciiK-fn-milv ( T^TT? /TV/TT? Pi mpmhpr 9 
XXOXXXU bdjJlCXXb xtlX ST -UXXXiXXXXg taoDULLt, oLXL/-ldXXXXXy ^V_>JT X Xv/lVXXvJT^, XXXCXXXUCI _7 

fARPPQS tran<3prir»t variant SIT TR9"R mRNA 


NM 021270 

1 > 1VX \J Z-i L X-i I \J 


Homo ^anipn^i IpnVopvtp-as^ioniatpd Tcr-lilcp rpppntor 9 (J ATR2 } tran^nrint variant 

2, mRNA 


NM 00998R 


TTnmn <3anipn<3 IpnVnpvtp-a^^npiatpH Tcr-liVp rpppntnr 9 A 1 R 9 i tran^iprint variant 

1 mRNA 


NM 020983 


Homo saniens adenvlate cvclase 6 ( ADCY6 1 transcriDt variant 2 mRNA 


NM 015270 


Homo saniens adenvlate cvclase 6 f ADCY6 1 transcrint variant 1 mRNA 


NM 020987 


Homo saniens ankvrin 3 node of Ranvier Tanlcvrin Gi TANK3 i transcrint variant 
1, mRNA 


NM 020977 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 2, mRNA 


NM 001148 


Homo sapiens ankyrin 2 ? neuronal (ANK2), transcript variant 1 ? mRNA 


NM 020481 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 8, mRNA 


NM 020480 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 7, mRNA 


NM 020479 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 6, mRNA 


NM 020478 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 5, mRNA 


NM 020477 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 2, mRNA 


NM 000037 


Homo saniens ankvrin 1 ervthrocvtic (ANK1 1 transcrint variant 3 mRNA 

JL JLVJ1I1W UUL/XVXXU UliXVY 1 111 _L ^ jf till W J L>1 W 11 ^ JLV ± J y i/1 C411LJ VI 1 L/ t Y Ul 1U111 <—* «| 11ULVL IX Jk. 


NM 020476 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 1, mRNA 


NM 020475 


Homo sapiens ankyrin 1, erythrocytic (ANK1), transcript variant 4, mRNA 


NM 021056 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 3, mRNA 


NM 021055 


Homo <;anipn<s tnhpron*? <5P.1pro<H<3 9 r r TSiP 1 9 i tran^p/rmt variant 9 mRNA 


NM 000548 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 1, mRNA 


NM 004041 


Homo <2anipn<5 arrp<5tin lipfa 1 ( AT^T^"R1^ tran sprint variant 1 mT?"NTA 


NM 020251 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 2, mRNA 


NM 000S79 


jciuxxxu octpxexxo j-xxyuxoAy Lxypidxxxxxxc ^tscxoioxxxxx^ xcLcptux / ^dLxcxxyxdic oyoxa&c- 
coupled) (HTR7), transcript variant a, mRNA 


NM 019860 


TTrvmn ccini c ^ — n'\7/it*ri , v"\rh*\/t^tciTYii'nf :i ( cprntnrnti 1 Yf^cf^rxtrsY 7 / m/^ttv/I ci'hf^' pt/pIcicp- 
XXv/llJLVJ oclJJl\^llo +J~X.iy \J±vJJ\.y LX y JJLO.XXXXXXC ^oCX UHJXXXXXy ICLCULUi / \ciKX\^liy lal\D L/Vv/XcloC"" 

coupled) (HTR7) ? transcript variant b, mRNA 


NM 0198^9 


TTomn <5anipn<? S-nvHroYvtrv/ritnniinp proton in i -rpppixtfiT* V ^adpnvlatp pvplaQP- 

coupled) (HTR7), transcript variant d, mRNA 


NM 004998 

1 N1V1 \J\j'-r A^JL O 


xnuxxxu odjjxcxxo jjxcuxvb lx xxx xxuxxxLixogyj ucl/ ctxxu. ouxxcLi/ t/vjxx txijxxxcixxxo ^y LUXXCoXXX- 

2) (PSCD2), transcript variant 2, mRNA 


NM 0174S7 


TTomrv csTMPnc ppVc'trtn nAtnr^lnm/ nnH ^oil^ri/ooil nATTifiiti<3 9 i r^^/^^ri^cin — 
iXUXXXLI OClplC'XXo ^JXCL/Xvo LX XXX XXUXXXLIXUgJ' , OCU / CtlXU- U^JXXC/U/ LU11 LHJlllCvIllo Z, \ \^y HJXXCoXXX"" 

2) (PSCD2), transcript variant 1, mRNA 


NM 004109 


XJUJXXXO bctJJXCXXa clL/LXVXXX ri XC^CptUX 5 type 1 r> ^AV.' V XV LID J ^ LXdXXot/XXjJl VaXXclXXL x ? 

mRNA 


NM_020328 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 3, 
mRNA 

11 IX VI N xx 


NM 020327 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 2, 
mRNA 

1 1 11 VI > -TV 


NM 012082 


Homo sapiens Friend of GATA2 (FOG2), mRNA 


NM_000578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLC11A1), mRNA 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3),mRNA 


NM 003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3 -alpha hydroxy steroid 
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dehydrogenase, type H) (AKR1C3), mRNA 


NM 000735 


Homo sapiens glycoprotein hormones, alpha polypeptide (CGA), mRNA 


NM 014272 


TTomo saniens a disintecn*in-1ilce and metallonrotease fYfinrolvsin tvnp^ wifln 

X XV X X XV-/ tjU'L/XVXJlk} LX 111 x llvv CXXXVX lllv twill V L/Jl V IvCVO V 1 1 vL/1 vl YOlll L V L/v / VY1L11 

thrombospondin type 1 motif, 7 (ADAMTS7), mRNA 


NM 019863 


Homo saniens coagulation factor VIII nrocoaeulant comnonent fliernonhilia A i 
(F8), transcript variant 2, mRNA 


NM 000132 


Homo saniens coagulation factor VIII nrocoatmlant comnonent rhemonhilia 

li.V/iliU OUjJlVllO ^^"^o X.CI.W lAJJ. V XXlj JJX Vj'WVU.^U.lU.llL wV^XXXl-,' WXXV^X X L 1 XX^XXXWJLJ XXXXXCt Xx / 

(F8), transcript variant 1, mRNA 


NM 019616 


Homo saniens coagulation factor VII ( serum nrothrombin conversion 

X UUL/ X VAJIU WU&UlUvlvyil 1UV Ivl V XL \ UVl tiJLXl L/l V/ till V/lllUlll v VX1 V VI IJlv/ll 

accelerator) (F7), transcript variant 2, mRNA 


NM_000131 


Homo sapiens coagulation factor VII (serum prothrombin conversion 
accelerator) (F7), transcript variant 1, mRNA 


NM 007219 


Homo sapiens ring finger protein 24 (RNF24), mRNA 


NM 021010 


Homo sapiens defensin, alpha 5, Paneth cell-specific (DEFA5), mRNA 


NM 016250 


Homo sapiens N-myc downstream-regulated gene 2 (NDRG2), mRNA 


NM 020525 


Homo sapiens interleukin 22 (LL22), mRNA 


NM 006774 


Homo sapiens indolethylamine N-methyltransferase (INMT), mRNA 


NM 014310 


Homo saniens similar to mouse Ras dexamefhasone-induced 1 (HI AS1T)1 i 
mRNA 


NM 020322 


Homo saniens amiloride-sensitive cation channel 3 testis fACCN^ transrrirvf" 

J-XVJlllv/ OUkyiVllO U1111XUJ. XUv OUlloill V-^CX LIUIJ. V/XXCXXXXXwX ~J , LvO LXO ^.iW-'V^X> *J 1, LX CXXXOvyX LLJ L 

variant 3 5 mRNA 


NM 020321 


Homo saniens amiloride-sensitive cation channel 3 testis f Af^f^lST} i fran sprint 

J- iviiiv ou-^/ivixu aiiiiiui iuw owioiu Vv v'cxuxvxx wxxcxxxxxv^x *j , i^/cllo \ AvvJliJ /, LI cxxxol^x 1UL 

variant 2 5 mRNA 


NM 020334 


Homo saniens a disinteerin and metallonroteinase domain 30 ( AD Alvf^O i 
transcript variant 2, mRNA 


NM 019559 


Homo saniens coaeiilation factor XT (nlasma thromhonlastin antecedents fF 1 1 i 

11V111V OU^-'lvlliJ WUglUUllUlJ. VJL 1 piUOlllU Ull VJlllUvUlClijLlll CULXvVvVVVrU>V^J.J.I« / IX X A /• 

transcript variant 2 3 mRNA 


NM 000128 

X 1 XV A \J \J \J X v_/ 


Homo saniens coacnilation faetor XT fnlasma thrnmhrvnljHsfin antpppHpnti fT^I 1S 

XX\J111W OCXLJXV'XXiD Vy VJCL^ LXXCXLXVJ'XX XCIV^ LU1 /VX ^LJXClOXXXCl LXXX VJXllUVJ jJiclo LXXX CXXX It/L/CLICXX L / 11 JL X 1, 

transcript variant 1, mRNA 


NM 000443 


Homo saniens A TP-hind in p - cassette siih-familv T% (1\ATYR /T AP^ mpmhpr zl 

XXU111VJ OCi-LJX^XXO IXXX U» XXXV-lXXXg vdOOv L-Lw, O LX U» XCXXXXXX X_X ^lYJLL/JLX/ 1 / V 1 1, lliC-XXXUCL i 

(ABCB4), transcript variant A, mRNA 


NM 018850 


Homo saniens ATP-hindincr cassette siih-familv T\ {\/\TYR /T A PS mpmhpr 4 

AAvlllW OtX j_/XV^XXO jlx. X X L/XXXVXXXll^ t/uoijL'LLWj oLXU ±fxXXXXl.jr X-J VX J J X_V/ X. ilX lj IXldllL/Cl *T 

(ABCB4), transcript variant C, mRNA 


NM__018849 


Homo saniens ATP-bindinff cassette suh-familv 13 rMT)R/TAP i member 4 

•*--»- *-'iii»-' un^/iviw ^ a. jl jl L/lll\J>lllg vuljuvUvj l}UU X-Cl-XXXXX^y ^iv I ^ix/ i / * i / 2 XXXwXXX L/ wX 

(ABCB4), transcript variant B, mRNA 


NM 020038 


Homo saniens ATP-hindini? cassette sub-fami1v C ^CFTP /MR P^ memher ^ 

J.A.WXX1\J UU-JJl^llO JL X JL JL L/llXVJ-XXlg VUijOVLLVj OUL/ X_cXXXXXX V \_y IV 'X X XV/ XVJLJLVX Ij XXXwXXXL/V^X J 

(ABCC3), transcript variant MRP3B, mRNA 


NM 020037 


Homo saniens ATP-hindiner cassette suh-familv CI fPFTR/MPP^ member 1 

^-VAAlv/ wi+^/lvlia -t- V JL. JL LJ'XllVJJ.lXXg vUuuv vwj OUU JLC4JLXXXX Ix^X X XV XYXXVX lj XXXV^XXXL/ vJ. *J 

(ABCC3), transcript variant MRP3A, mRNA 


NM 003786 


Homo saniens ATP-bindint? cassette suh-familv C rCFTR/lVTPP i member % 

-■•-■-'^'ni*-' 'Ju^'iviilj x x. jl JL lj>iiiviixx^ vu-uu i-i.v^j ouu jLexxxxxx^y v .x x XV 1VXAVX /j xxXwXXXLJV^'X ~j 

(ABCC3), transcript variant MRP3, mRNA 


NM 019624 


Homo saniens ATP-hindini? cassette suh-familv R riVTDP/TAP^ memher Q 

iiviuu OU|J1v11l} ilXX L/XXXVXXXX^ vduOvUlVj ouu xcxxxxxx^y XJ ^1VXX_/JLV/ X- / V 1 Ij Xllt-lllUC'l _7 

(ABCB9), transcript variant 2, mRNA 


NM 019625 


Homo saniens ATP-bindinff cassette suh-familv R flVTDP/TAP i memher Q 

iiviuu <j cx-^j ivjiio ixxx uxxxvj-xxxg, voddv t-uv^j ouu xctxxxxx^y xj y±yxJ^/±\J X. rxJL lj llit^lxxLJv'l Z7 

(ABCB9), transcript variant 1 , mRNA 


NM 004996 


Homo saniens ATP-hindinp^ eassette vSuh-familv ^r^FTP/lvrPP i mp>mrif=»r 1 

- B - J1 -VJ'iiivJ | o up 1 v^l Xlj rXXl L/iXXVXXXX^ LuOovllvj OUU XdxXlliy y\^sX 1 XX/ ivl fx I 1 ^ llxCllJLLj'Cl X 

( ABCC1), transcript variant 1, mRNA 


NM_0 19902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC 1 ), transcript variant 7, mRNA 


NM_0 19901 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC 1 ), transcript variant 6, mRNA 


NM 019900 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
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(ABCC1), transcript variant 5, mRNA 


NM" 019R9Q 

X^XVl v/ 17077 


Tlnmn <;am*pn<3 ATP-hinHincr paQQpttp Qiib-familv C~* fT^RTR /A/TR P 1 mpmhpr 1 

XXU111VJ odLvlt/110 A X X — U111VX111££ L'a&OVUUj 9UU Xdllllljr V>» \^V-^X AXx/XVXX\JL lllt/lXXUft/l X 

TABCCli transcrint variant 4 mRNA 


NM 019898 


Homo saniens ATP-bindin^ cassette sub-familv C f CFTR/MRP^ member 1 
fABCClS transcrint variant 3 mRNA 

1 X XJmJ V_>* V—^ JL / * Ul VilxUVl JL L/ U V CXX 1U11 1/ ' J X XXJL VJL li X 


NM 019862 


Homo saniens ATP -binding cassette sub-familv C ( CFTR/MRP^ member 1 
(ABCC1), transcript variant 2, mRNA 


NM 019903 

X > X V A \J X *s \J ~J 


Homo saniens arldiipin 3 ( framma^ ( A F)F)^ transprint variant 9 mRNA 

XXv/lilV/ OUL/iwllO UUVlUVilJ. ^ CpClllllllCL / ^ L 1 1 -> 1 fi J / ^ LI CIIIlJUI 1 U L VCtJ.JLC4.llL ^ .1. J L 1 \. 1 > / 1 


NM 001640 


Homo saniens N-acvlaminoaevl-nentide hvdrolase ( APT-H-H mRNA 


NM 019858 


Homo sapiens protein A (A), transcript variant A-2, mRNA 


NM 000407 

X >XVX \J \J \J*T\J / 


Homo sanipns crlvponrotpin TK fnlatplpt^ bpta nolvnpntiplp f(*~TP1T-lT^ mT^^TA 


X N J.YJL \J X *J \J 1 ~J 


Homo <?aT>ipTi^i orowfTi atrpcst anH T^^NTA-dairiacrp-itifiiipiHIp bpfa ^(^rATjPjZlST-^^ 

mRNA 


NM 016824 


Homo saniens adducin 3 ( t?amma^ ( AP)P)3^ transcript variant 1 mRNA 

llvlllv OUULwllO *-*-V-*-V4- L-*-V^ 111 ygUllllllU / 11 >X/JL/ J lj UUllovl 1UL VUliUllL 1 j 1 1 1 1 V 1 > / V. 


NM_020039 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcrint variant 1 mRNA 

L-X UllOvl \~ ViX XCi'XX U X ^ XXJLJL l^X, ^1 JL JL 


NM 005388 


Homo sapiens phosducin-like (PDCL), mRNA 


"NTM 017S8S 

X>IXYA V7 X / JOJ 


XHJIIHJ odpiCIJLo oLIlU-UC' L/d.lJLiCi xctlllliy Z» ^IctlylllLctlCLl glUOUaC LI dllS>pUI LCI^ ? xllCIIlUCx O 

(SLC2A6), mRNA 




XxUIllL/ OctpiCllo lixllCI UCIILUJIXICIC jJIULCill dllLigCIls \^X_jJlsJ_^ 5 1 J JJLvL/ J ^ JLi > XJ/IN X ^, 

mRNA 


NM_006908 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 

L/lJLJUXlxlg, IJlviLv/lXX XvclVx 1 ^ ^Ivri\_/1 LI ciiloUl 1 IJ I VclIlctllL IVaUlj IIXJlvxNxjl 


NM_0 18890 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 

Hindin cr trrofp in T?ap1^ ^T?Ar~^1^ rranQprint variant T?pir*11^ mT?"KTA 


NM_0 18891 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD) 5 BM600 

^X VV^JLSJL^^, XJLClllLZi J UllL/lUJlldl C^JlLlClilllJiy olcs UUllUba^ ^XjXTl1V±V^^^ 5 lldlloClipL VdlldxJ.1 

2 mRNA 

11XXVX>^jl 


NM 013430 


l-Tomo Qani^nQ cyAXYWWA — crl 1 7f'fiTvi'\/l tran QlSpr'!^ 1 (C~^C¥X*W +T , ^ticr > T'i"nT < " T/pfidtrf* *\ 

XXVJ11HJ oapiC-liL) gdlllllld glL+LdlllJ' 111 dlloXt/l dot/ X \ VJvJ X 1 /j Ll dllO vl 1 yj L VdlldllL J ? 

mRNA 


NM 013421 

X > XVX \J X «7 i ^ X 


Homo ^anipn^j craninna-O'liitarnvllTan^fpraQP 1 (C^tCt~VW tranQr'T'i'nt "v^ri5»"n+ 
iiuiuu oapiwio gcxixiixid—giixtdiiijr iuaiioi&i dot/ x ^vjvj i x i ? Li diiot/i i \J L VdlldllL -<i« 5 

mRNA 


NM 004954 


Homo satjien*? PT l^T motif* Vina<5P rPA/TTC^ tran<3r»rmt variant 9 mT^TST A 

11VJL11U OCLjJlV^llo XvXjIVXj lllkJ L1X JVlllCXOV/ ^X-^XVJ-lV X IX dlloOX 1 L VdlldllL Z/ 3 1 1 XX VI > XX 


NM 017490 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 1 ? mRNA 


NM 004105 


Homo samen<? T^iT-'P-pontainino' "fibnlin-liVf* p^vrrapplliilar marri^r nrnfpin 1 

XXt/lll*J C5ajJiUHO XjVJI VvWllLClllllllg X1L7L11111 lllvt/ t^ALldt'C'llU.liXX IXldLll-A. jJlULClll X 

( "R"FF.lvfP 1 ^ tran sprint variant 1 mRNA 

^1— 'X X/1VJX 1 UCUliJvllJJL Vullulll Xj 1 1 XL VX > Xv 


NM 0CP403 


Homo saniens miprofibrillar-a^^opiatpH nrotpin 0 rivfRAPC**^ tran<5print variant 9 

11U111U OClJL^i.^/110 llllVvl VJX1LI1 111UX ao^UL/iaLLU jJltlLt'lll l^XYXx iu. -"/j LI dllot/l 1 JLF L VdlldllL 

mRNA 


NM 017459 


Homo s aniens mi profibrillar-a«; ^opiated nrotpin 1 C\A "F AP9^ tran«?print variant 1 

XXW111W kJUjJLVlLO XllXwl \_/Xl L/l llld-1 ClOOUvJlU L^^X LJLVJLt/Xll ^XVXX ill J ? Li CXlloV/1 1LJ L VdlldllL Xj 

mRNA 


NM 005115 


Homo saniens maior vault nrotein HVIVP^ transcrint variant 2 mRNA 

XXV/X1J.V/ Ul^t-^-f XXX4-XJ V/X Y 1^4- X k/ pi V twill ^IVX V X J y UCillUVl IjJV V Ul lUllt •) llli v 1 1 * > 


NM 017458 


Homo saniens maior vault nrotein fiVTVP^i transcrint variant 1 mRNA 

X X V/ X X IV kJUpivlXu XlliiJ V/l V LiU-1 L |J1 VJ Lwlll y_L V JL V X J ■) U CUJLOvl ipi V Ul 1U11L 1^ 111XV I J \ 


NM 018894 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(EFEMP1), transcript variant 2, mRNA 


NM 016519 


Homo sapiens ameloblastic enamel matrix protein (AMBN), mRNA 


NM_0 17492 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 2, mRNA 


NM 007193 


Homo sapiens annexin A10 (ANXA10), mRNA 


NM 019102 


Homo sapiens homeo box A5 (HOXA5), mRNA 


NM_018971 


Homo sapiens G protein-coupled receptor 27 (GPR27) 5 mRNA 


NM 003379 


Homo sapiens villin 2 (ezrin) (VIL2), mRNA 


NM_016830 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP 1), transcript variant VAMP-IB, mRNA 
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xnv/r o 1 ao ^ 1 


u nrnr v ccmipnc ^T-f^ciVlp-a Qcnpin tpH mpmivranp "nrotein 1 fsvnantobrevin 1 l 
(VAMP1), transcript variant VAMP-1A, mRNA 


XTA/T 017ZI8Q 

inivi_ui /Hoy 


tlnmn canipn c t^lrvmprir* r(*-ne*z\t Kin diner faptor HSlTlvf A-interactmP"^ 1 fTlTRTn^ 

XlUIilvJ QdUlCllo ICHJlllC'l 1L/ 1 CUt/dL Ulllvllllg Xtl^ LU1 ^x^XXYX-tx xxx Lt»i cxv/ uxxig,/ x ^ixjm ly, 

transcript variant 1, mRNA 


XTA/T 00^918 


Unmn enrripne tplomprir' rf^-n^n t hinHin cr factor rNTA/T A-i ntpractmcA 1 fTERTn^ 

XXUllxU odDlCllo IdLllUG! 1L> lt/jJCa-L Ui.lXU.lllg law LVJ1 yxy±xv±.rx, ixxiAsl cx\s L-xxxgyj x y x J-jXVI xy, 

fro-n c frinl ^/aricint 9 mR~NTA 
LI d.lloL-1 ipi VdlldilL Z,, llxx\JL>jrV 


TsjA/T 017455 


"HVvmr* ccmipna Qtrnmal ppII HprivpH fa n,tor rpnprvfor 1 f STVFR 1 i irflnscrint variant 

X1U111VJ odUlGilO OUHJllldl L/Cll Llt'llVt'VJ. ICt^y LU1 lUCvV^L/lUl X 1V1 / ? K.L ullovi VClllCHiu 

nlnliQ mRNA 

dl LJlld, IIXXVI^ZTl 


KTA/T 007008 
1N1VI UU/U70 


TTomo Qanipn<5 rlathrin h pa vv no1vripr>ti de-like 1 ((TF/TCTLl^ transcrint variant 2 
mRNA 


NM 017451 


TTomo saniens B All -associated nrotein 2 fR ATAP2Y transcriDt variant 2, mRNA 


NM 017450 


Homo sapiens B All -associated protein 2 (BAIAP2), transcript variant 1, mRNA 


NM 001617 

J. XVX \J\J X \J X / 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-1, mRNA 


NM 017488 


Homo sapiens adducin 2 (beta) (ADD 2), transcript variant beta-4, mRNA 


NM 017487 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-6b, mRNA 


NM 017486 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-6a, mRJSTA 


NM 017485 

X > XVX. V/ X / — T U 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-5a, mRNA 


NM 017484 


Homo sapiens adducin 2 (beta) (ADD2) ? transcript variant beta-3b, mRNA 


NM_0 17483 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3a ? mRNA 


TsTlVf 017482 


TTomo <?anien^ adducin 2 fbetai TADD2i transcrint variant beta-2 mRNA 


NM 018561 

1N1VX vlOJUl 


Homo saniens DKFZP5 8 6D2223 nrotein fDKFZP5 86D2223) mRNA 


NM 01 841 ^ 


Homo ^aniens chondroitin 4-sulfotransferase TC4STi mRNA 


NM 0178^5 


Homo ^anien.s chromosome 21 onen reading frame 59 rC210RF59\ mRNA 


NM 01 8??6 

JL > XVX v/ X O — ^— ■ VJ 


Homo «;ariipn<j armnvl aminonentidase raminonentidase B Vlike 1 rRNPEPLl^. 

11V/111VJ O tX UXvllO ill gill V 1 ttllllll v k/ vu L1V1UO v i miiiiiv 1/ vl/ tiuuij v j—r j jlaxv-w a j — i a -* — / 1 ^5 

mRNA 


NM 018204 


Homo sapiens cytoskeleton associated protein 2 (CKAP2), mRNA 


"MM 018900 


Homo ^anipri<; bicrri-mobilitv crroun 20 A fHMCr20A^ mRNA 

XXwlllv-i odjjitPllo lllgil iiivj uxxi Ly ^LvJiXjj ^ \j j. x yiiivivj*^v/i iiii-vi^ii. 


NM 017595 


Homo sapiens I-kappa-B-interacting Ras-like protein 2 (KBRAS2), mRNA 


ATA /I" 017611 
1N1VJL ul / Di J 


TTnmn etinipne Hmxmcfrpflm npicrhnor of ^lON^ rT^)07\T.^sON^ mRNA 

jnHJlllL/ odplClla VJ.VJ W llo Ll CCllll llClgllULJl \Jx JUl^ ^X/U1>U\J1^I J j IXXXVXijTV 


NM 017596 


Homo sapiens KIAA0449 protein (KIAA0449), mRNA 


XTA/T 0174^6 
xNlV_yl /^4O0 


TJ/^*wir^ canipnc t-\1 e*r* Xrcirr^n Vinmnl r\cr\r Qf=»r»7 QnH c r\i 1 p» rl In c\\ 1 rlr^mcii'nc 1 ^f*\/i*r*1iPCiTi W 
xx OHIO bapiCUiS piCClvbLllIl IlUIilUlUgy, uCt / dHU. L/UllCLl/L/VJll LHJllldlllo 1 \yj HJllColll xj 

(PSCD1), transcript variant 2, mRNA 


IN JLvl_U 1 OoZj7 


Unmr» conipfic 8 f\~v r\ m i q n itip T^iTsTA rr1\7r»r*cA7l q c<=> /'f^ifr-f-rl ^ Til ir*1 pfir ctptip PTipr^rlm cr 

xxuiiiO odpicno o-UAUgUdiiiiic ju/injtv giyuuoyictoc ^vjvjvji nuoiccii gciic c-iiouu-ixig 

mitochondrial protein, transcript variant 2e, mRNA 


"NTA/T 0 16898 


xxomo sapienb o-OAOgu.d.iiiiic jl^in/t. giyL/O&yidoc ^uu\j i iiu.C'icdi gciic ciiL'iju.iiig 
mitochondrial protein, transcript variant 2d, mRNA 


TsT\/f O 16897 

in ivi \j i ooz / 


xiomo sapiens o-oxogudiniic urvrx. giynjbyidbc ^wvjvj i iiuc/icdi gene diouu-ing 
mitochondrial protein, transcript variant 2c, mRNA 


XTA/f O 16896 


nonio sapiens o-oxogudiimc jl^in/^. giyco&yidoc ^vjvjvjt i j 9 iiu.L'icdi gene ciiL-uu-ing 
mitochondrial protein, transcript variant 2b, mRNA 


"KTA/T 016891 


T^r^vm^ ca-n-t^nc! 8 Avnm laninp T^iTvTA rrl^/r^/^cA/l qcp ( C*\(~~\(T\ 1 ^ "nnr*1<=*5i"r ctptip pnpnHmo - 
XxOlTlO SdpiCUo O-OAUgtldlllllC JLVl n jtV. giyC/Ut>y laoC ^v_yVj VJ 1 J } IxU.L/lC'dl gCllC ciiouu.iiig 

mi fnc nnnH"riji1 r>rotpin iran^pri'nt variant 9a ttiRNA 

UlltUL/lUJllUXldl LJlULC/lll, LI ailDV/1 IJUt VallaXXl Z-Cl, 11XXVX ^zX. 


NM_0 16820 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 

rrii tr»r»T"»r»nrlri al nrntpm iran^nrint variant 1 c tnRNA 

llllLVJV^llVJllUJL Idl LJlLJLC/lli, LldllO^/lllyL VdilClllL X X1XXVJ. > XX. 


NM_016819 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 

■m i tr\r» In rvn H t~i qI Twrit^n triJjnQPTlTYl* van ant 1h mR"NTA 
1111 lULaxUlxUx Idl piUlClll, LldlloV-'llpl Vdlldlll X u, llxx\_l> jTv. 


NM 002197 


Homo saniens aconitase 1. soluble (ACOl^ mRNA 


NM_0 16841 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, 
mRNA 


NM_016835 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 1, 
mRNA 


NM 016834 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3, 
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MM" ftlfiQ^S 

1M 1VL \J 1 KjyD O 


XlUlllU odpiCilo JCVJJT -OUllLdlillllg llL/Ullll-llJvC CAXld.lsGllU.ldl HldLilA piULClll 

(EFEMP2), mRNA 




jnUIIlU i>dpiCllfc> i^ilVJL mJilldlll JvlIldoC Z, ^l^l±VirvZ< J 7 LldlloLdLipL Va.Ild.llL -£d, IIUSJLN^Tl 


NM 016733 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2b, mRNA 


JNJYL WZj LH 


xiomo sapiens i_,iivi aomam Kinase i ^iiviivi ) 9 transcript variant i, mKJN/\ 


NM 016735 


Homo sapiens LHVl domain kinase 1 (LIMK1), transcript variant dLIMK, mRNA 


JNM._UUuo J J 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 1, mRNA 


"kTA/T A1£/^T 

JNM._UlooD / 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retenLion receptor d \jsjjjo,Ljjkd ), trdnscirpc variant z, mx\XN/\ 


NM_002101 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 

1 ryiT?"MA 
1, ILLLviNr\ 


NM_016815 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 

Z, mJtsJLN/V 


NM 005242 


Homo sapiens coagulation factor II (thrombin) receptor-like 1 (F2RL1), mRNA 


XTA/T A1 /^Q 1 Q 
lNlVl_U10olo 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 2, mRNA 


TvJA/T AA/1Q 1 ^ 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
^/\xjv^ot i transcript variant i, miviN/v 


NM_002542 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
iniiucnunuridi pruLcm, LidnbcripL vd.nd.iiL id, iiLtviN-rV. 


NM_000665 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 

JC/H--JC/0, mJKJN/\ 


NM 013999 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 2, mRNA 


JNM.__UUoyZ / 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
1, mRNA 


"XTA/T A1 ^QQO 
1N1V1__U IdodZ 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
testis-specific, mRNA 


1N1VL_UUZ J o*+ 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
4, mRNA 


xnv/r ai 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
PCM1, mRNA 


ATA/T fll ^C/l^ 
XN1VI_U1 jo40 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
1, mRNA 


XTTV /T A 1 < O A ^ 

JNiVL^Ul 0o4O 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
2, mRNA 


"NJA /T A 1 ^ O /I A 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 

1 mP\TA 

rriiviN/\ 


1n1V1__UUZ:> 1 1 


riomo sapiens ngase ill, ijjn/V, ai x^-aepenaent ^liliJ ), transcript variant beta, 
mRNA 


NM 013975 


Homo sapiens ligase III, DNA, ATP-dependent (LIG3), transcript variant alpha, 
mRNA 

lliXVlN-TA. 


NM 0141Q0 
inivl yjLHiyyj 


JLLUlilU &apiCllfc> dU-tlUClll 1 ^dipndj \r\\-J\-J L J, LldlltsUlipL VdlldUL O, ILLtvLNiA. 


"KTM 0141 RQ 


XlUiliU oapiCllb dU.U.UClll 1 l^dipndj Y J, Uailot/iipL VdildUL Z y ITLLVlNiA. 


"Mlx/T AO 111Q 
1NJV1 UU1 1 iy 


nomu sapiens aaaucm i ^aipnaj {i\±jlj i trdnscnpt variant 1, nxtviN/v 


NM 015831 


Homo saniens anetv1n1iAlinp<3tprfl<5F k ^YT blood frronrTl ( Ar^TTP ,> \ frnnQmnt vnri^nt 
E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T~cell receptor interacting molecule (TRIM), mRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (TOB2), mRNA 


NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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NM 016247 

x > lvx \j x \j£*T i 


TTomn sanipns intpmnotorpppntor matrix nrntpoplvcan 200 (SP ACTRC! ANi 

XX\JXX1XJ O&piVllO XXXLKsX LJLX\J\>VJX VvWp 1>\JX UlCLLllxV LJX \J L\~>\JgXy \SCXLX X^\J\J \*~*X X xV^lVV^i J ^ 

mRNA 


NM 016334 


Homo sapiens putative G-protein coupled receptor (SHI 20), mRNA 


1MM 016194 


TTnmn sanipns Rbpsns TVlonii crronn P) anticrpn fR T4 O i rnR~N[A 

XXVJ111VJ OCljJlt/llO XVI 1 O LL O UIVJVJU. gUJLip, IS Olll/lgV^ll \X\ 1 11/^; JL 1 IX VI > XX 


NM_015865 


Homo sapiens solute carrier family 14 (urea transporter), member 1 (Kidd blood 
OTnnn. (ST CM4A1i mRNA 


isnvr m 61 1 ? 


TTfYm/i car\ipnQ rtr^lvpvctip Virlnpv fiicpacp 9-1iVp 1 f"Pl<rPi9T 1 i mT?Xf A 
iiuinu otipiciio ijuxy \**y oliw ivivxiiG < y uiiscaoc z^-iijyc/ x y^x xvju'z* j_j x j y iixiviNxx 


NM_016318 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 

lllXVx N XX 


x^xVX l/JlUUJj 


TTrvmr* cjinipnc ctf^rilf^-alriTia m r\1 1 "F q n rl 1f*npirn=» r 7iY\i~\f*t* fOTifQininfr Irinaop A 
XX\Jxxi\j odpiCllo olC/lllC ciipila. lllvJlll cxllvi lC/lxvvlllt/ Z/ippci LvVJllLctlllllis^ IVllldoC' x^A /L<xV 

(ZAK), mRNA 


xNxVX W1UJJU 


Homo sanipns frT1 QR pomnlptp ORP fTlTTlvTrTTI OR A^ m"RNA 

XxUlllU odpiCllo vj X OUlIipiClC WxvT ^IlUlVlvJl xyOjr\.)^ IIIXVIN ^rx 


TSJA/T 0164^1 


XxUXllU odpiCIio IlULUgCXl-dL/LlvclLC/U. piUlClli KilldoC O lllLCIdL/UIl^ piULClll ^ 

rMAPK8TP2, mRNA 


NM 016377 


Homn <?atiien«i A Icinfi^e (PPTCA^ anrlinr nrofpin 7 T ATCAP7^ mRNA 


NM 016346 


T-Trvmo <?aTjipn<? miclear receiitnr «mHf*ami1v 9 otoi in T< mpmhpr ^ n\HR9T : ''^ i 

IXUlllv Od-J^l^llO 11 LXV^XV-/C1X IL'VLpil/l lJ LI L.'X Clllll 1 Z*, ^IWLXLJ -1— '5 IJ.J.^'li.J.L/t/X — ' 111 XVXl^ J 1 lj 

mRNA 


NM 016325 


Homo sar>iens zinc finder nrotein 274 r7TNF274 1 mRNA 


NM 016324 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


NM 016293 


Homo saniens bridffinQ' intpprator 9 rRTNT? i mRNA 


NM 015909 


Homo s aniens neuroblastoma-amnlified nrotein rT,0(~^51 504^ mRNA 


NM 015890 


Homo ^ariiprm snondvloftTiiTiiiV^pal dv^tila^ia lafp ■n^pnrloQ'P'np ^Sll-''P)T Pi mRNA 


NM 015885 


Homo sapiens PCF1 lp homolog (PCF1 1), mRNA 


NM 01S9Q1 


TTrvmn ciinipnc pntrcnl f^Tn/^nf" pnintifMipnf 1 n ct 1 r\r* r\TnT"\rYtn /^rrf" qIt^Tiq a rr"\f^Y^"H c\ i=» 

xiuiiiij odpiciio L/Oiiipiciiiciii uuiiipuiiciiL i, l[ buuvvUxiipuiJLCiiL, dipiid, puiypcpiicic 
(C1QA), mRNA 


NM 016701 


XIUIIIU bdpiCIlo x^CxlLaLl CUllCCl-uUll piULClll ^l^v^^Jr ^, IIllVlN-rx. 


NM 0161S7 


X-LAJ1111J t>cipiCIlo LIUpillUlIl ^ x IvWJ, lllxvi > r\. 


NM 015869 

JL > XV X \JX*JO\JZs 


T-Tr\mri QiiTripTit: nprnvi cnmp t-v-rr^l i "Frtq+i \r/=» QntiTrci f^H ff^r'f^T^+rw rrcimmci /pp A T? 

XxUlllU OCtpiC/llo pt/l VJxVloUlJ.lC/ pUJUxt/l CLLx VC ClL/Ll VdlCU ICVvCpUJI, ^Ctlllllld X ixIvVJ 1 ? 

mRNA 


NM 016615 


Homo ^atiiprm *?o1iifp carripr familv 6 rnpnrotraii^miii'pr iransmortpr ^rAT-i A i 

llWlllV i'tlj| ' 1 ^-llo OUlUlv V> Cll x IVvl XCl-lllll^y VJ ^llVv Lil \J LI Clllollxl L LV^/1 UullopUl Lvl j UxxUxxlj 

member 13 fSLC6A13 , mRNA 


NM 016389 


Homo saniens NS 1 -binding nrotein (NS 1 -BP) mRNA 


NM 016648 


Homo saniens HDCMA18P nrotein THDCMAl 8Pi mRNA 

lJ.V/li.XU UIXj-/XVAAiJ JLIX/V^ITIX X X Ul L/X V Ivlii ^1 JLX/ Vlf JUX 1 Ul illXVX iX X 


NM 016527 


Homo saniens hvdroxvacvid oxida^p 9 Hono" pbain i THA09 • mRNA 

IIV/UIV OUUXVvllO lljr VX1 \J/^Jf tlV^lXl UAlUClOVv ^lUllg V/lld.111 J I lliXvyA 1 1 IX VI N XX 


NM 016263 


Homo <ja H nipii < ? PttI nTofpin fP7R 1 ) mRNA 

llvlllU OupiVvllO X £-iX X \JX\JWsXXX 11 Z-/1V 1 /, 1 1 IX VI XX 


NM 016602 


Homo saniens O nrotpin-ponnlpd rpppntor 9 frirPP9) mRNA 


NM 015892 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


NM 016187 

X 1XTA \J X \J X \J 1 


Homo sanipns TyH c\ crin c ititporatoi* 9 fT-^TN^9 i mRNA 

xXV^lllW oapi^ila UXXSJL^xXX^ lllLVvgl aLUl ^ yXJX_LN -^y 5 llilvLNxx 


NM 003373 


Homo sapiens vinculin (VCL), transcript variant VCL, mRNA 


NM 014000 

x > xvx u nuuv 


TTomo sanipns vinpnlin f\/C^T i frn n Qrririt variant mpfa-A/f^T mR7\TA 

11U111U oa-pi^Ho V111L/U-1J.1J. ^ V \sX~ijj Ll CU.l&l'l ip l VCHldllL lllVvLCl V V-'Xjj lllXVlN Jrx. 


NM 013992 

X 1XVX \J X *J S S 


Homo sanipns nairpH hny crpnp R rPA^TR^ transprint variant PA^RT-i 1 mRTsJA 

11U111U od-J^lvvllo pail^lx U\JJ\. ^L/llVv O ^X iLA. O ^/ , tlCtllo^/lipt V Cll IClllU X ix/VOljj 11JXVJ.N XX 


NM 013988 

x > xvx \j l Jy uu 


"PTomfi QJimpn? ParViriQon Hicpacp ( sntncnmnl rpfpccivp invpnilf^i 9 ncirLH-n 

Ix^JlllVJ od.piVvJ.lo X CLllSxllovJll UloL/doL' ycxLI LvJoVJlIItxl 1 CV^VvOOl V t>, J 14- V VvllllVv^ xl 5 pdlJSJULl 

rPARR"2i tran srrint variant ^ mRNA 

yX xxlVLx^j LI CXI lijullUl V CU IcUll ~J 5 1 1 IX VI > XV. 


NM 013987 

X ^ XVX V/ X ~J K> f 


Homo sanipns ParVinson Hispasp ^autosomal rpppssivp invpnilpi 9 narlrin 

XXVJ111W OCipiv/llo X CLL XVlilOvJll vllOVvdOVv ^CXLl LVJo VjlllCil 1 WvvOOi V Vv, J IX V VvllllVv J p«X Xvlll 

("PARK2 1 tran sprint variant 9 mRNA 

\^X iXlvlvX/ / , IX ClllOv/l 1L/L VCUXCUll X-i, 1 1 IX VI N xy. 


NM 013985 


Homo sanipns npnrpcrnlin 9 rMRrr9^ tran sprint variant 6 mRNA 

11U111U OCX LJ IV^llo llV^ Lll C & LXllil jL> 11 > IvvJ / ^ LI ClllO v/1 XVJ t VCLllCLllL X/, 11 IX VI > Xi. 


NM 013984 


Homo sapiens neuregulin 2 (NRG2), transcript variant 5, mRNA 


NM 013983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neuregulin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, mRNA 


NM 013964 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-alpha, mRNA 


NM 013962 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF2, mRNA 
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NM 013961 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF, mRNA 


NM 013960 


Homo sapiens neuregulin 1 (NRG1), transcript variant ndf43, mRNA 


NM 013959 


Homo sapiens neuregulin 1 (NRG1), transcript variant SMDF, mRNA 


NM 013958 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta3, mRNA 


NM 013957 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta2, mRNA 


NM 013956 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-betal, mRNA 


NM 013955 


Homo sani ens NADPH oxidase 1 nSrOX"l^ transcrint variant NOH-lLv mRNA 

i-XV/lllv/ uClUlwilU X ix JL.I S JL JL JL w/VlViUuv X ^X ~ ^ — J X, X J y LX UllUVl Ik/ l» V £4X 1U-1X t> X 1 V_-^ X X X 1 / V y XX XX XX- ~ -i- X 


NM 013954 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1S, mRNA 


l^lXVJL \J 1 J77J 


T-Tmnn <2anipn<3 1v<;o<Nomal-a«:QOPiatpf1 mprnTrranp nfofpin 9 fT A A/TP 9^ tran«3P/rint 

iiuiiiu ocvjJiwiio xy &\J\j\JxLXCLX dojUviaiLfU xxxv_/xxxcx ctxxv-/ ijx\jl\^xlx y^x^rxiy xx \*xcxxxo\jxxij\, 

variant LAMP2B, mRNA 


INxvl \J\J / JJl- 


Unmn cani f^n c 1H ilpr* pp11 ippttn— 1i1^"P TPPPTviwr ciiTvfsiTifnl'v T*) TnPTrVhpT" 1 fTc^T T?T"j 1 1 

xxUliltJ SdJJiClio IViliCx l*/Cil lCOLilx - iiiVC 1 oU-Uldlllliy J-/, ilxClllUCI 1 ^XV J_/1VJ_/ 1 J, 

transcript variant 2, mRNA 




TTnTnr\ ccini f^n c Iri 1 1 r»p11 Ipptin— IiVp c f*v\i~r\Y ci iT"\"fV}TVii1\/' T*\ mpm"hpr* 1 T? 1 ^ 
XxVJIIJLU OdLJxCiJ.o xvlllCl L-Cll ICL'Llll AliVV' X \sL>\syJ\\JX oU.Uldlllllj' JL-/, lliClllUC'l 1 1 l ? 

transcript variant 1, mRNA 


INIVL Uljy / O 


nuniu oapiciio giuLaiyi-^ociiZiyixic /tl u.ciiytuu^ciicic>c ^urv^i^n^, iiuuicai gene 
encoding mitochondrial protein, transcript variant 2, mRNA 


IN 1V1 \J LDOH- L 


XjLOIIIU oapiCIIo aU-CIlUblllC LiCalllllldbC, xviN/A.-bpCOlllL/ ^Al/rllxjj LlalibL'rJLpL variant 


NM 015840 

1 > 1YX V/ 1 JO*Tu 


Hnmn ^aDipn^ aHpno^inft HftainiTiasft RNA-^npnifin ^ AP) AT£^ IraTi^p'riTit variant 
ADAR-b mRNA 


NM 001111 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-a, mRNA 


NM 014925 


Homo sapiens KIAA1002 protein (KIAA1002), mRNA 


NM 014905 


Homo sarviens fflutaminase TGPS^ mRNA 


NM 014833 


Homo sani ens KTAA0618 gene nroduct rKIAA0618 > i mRNA 


NM 014863 


Hninn ^anipn^ Tl npll RACt aQ^oniatpd Tifntfiiri HRR AG^ inPlST A 

X lull 1U O Cl L/ 1 V_/l 1 u XJ vvll IVTIVJ CIO OVJvldLwU. Ul U LV_-11 1 ^UIVTIVJ Jy 1 1 XX\J_ > ±X 


NM 015646 


Homo sapiens RAP1B, member of RAS oncogene family (RAP1B), mRNA 


NM 015423 


TTnTTif» ^aTiipn^ atinirinaHinatp-^PTTiialfiPrivrlp H pli\/rlroo"PTi?i ^p~i^ Vio'sTiTio't'iiHTitpf Iipiti vl 

XXU111U oapiLlla dl 1111 L\J CIV11 yja.\X^ oV^lllKHvlV^llj^ \JL\*s VX^llj^ V_ll Ug^llaoW LJllvJO LJllWlJCllll-^LllV^Xllj/ X 

transferase fAASDHPPT") mRNA 

liUllOlvlUOV IX XX lUX/111 X_ X_ J 2 XXXXJVX^IX X 


NM 015523 


Homo sapiens small fragment nuclease (DKFZP566E144), mRNA 


NM 014397 

_i_ xvx v/ x rj / 


Homo ^atiipn*? TSTTIVf A Ttipvpt in mito^i^ o"p,tip a^-rplafpd l^ina^p f\ nsTRl^fi^ ttiP 1ST A 

xxuiiiu ocx p'xv^xxo i > nviii ^iiovwi in nil Lujio guiiL' ci- j i^iaiwu. xvxxicxow yj y^xyx-jXr±.\J j y iiixvi>rx 


NM 014249 


Homo ^aTiipri^ Tinplpat* TPP-PTitof <?nlifami1v 9 otoiiti "P mprnHpf ^ nSTR9T^'^^ 

XlWXXXl^ DCXLJX V^XlO llLlL/lV^tll 1 V^V-'V^ LUl OLlL/lCllllllji' Z*, glv LllJ JLj, HlV^lllU'C/l *J y± N IViLXjJ J , 

mRNA 


NM 014361 

x ^ xv jl \-f x r»_/ vy x 


Homo saniens contactin 5 TGNTN5^I mRNA 


NM 014341 

X > XYX \J X~^s~ X 


TTomo tjanipTi^ TnitopliOrirl'Hal patriPT liomoloc 1 rA/TTr^TTI ^ Tniplpai* o"ptip 

1HJ111U OCllJlC'llo illltVJL/llwilLll 1C11 \jCVX 1 X\~iX X\\JXXX\JX\Jf^ X ^1VJLXV>XJL1 IXLXv^iV^Cll gt^llV^ 

encoding mitochondrial protein, mRNA 


NM 014556 


Homo sariipns P,1li^ van Orpvpld ^vtidromp ^P-VOi mRNA 

XXV111VJ C5CX L^XV^XXO J_jlllo V CX11 V>1^ V vlU O^yilVJ.1 WlllV-' \x—' ' >■ — ' } 5 1 1 XX VX > IX 


NM 014306 


Homo sapiens hypothetical protein (HSPC1 17), mRNA 


NM 014593 

l 1 x yx v/ njy j 


TTomo QaTiipn*; C^tiCt V>inHincr nrofpin rr^rrT^P^ mPT^JA 

ll.^JXXXV_/ OClLylt/llo v_^|J VJ UlXXdXXXg jJlCLt-111 ^v--VJXJX J ; X X XXXJ. > I \. 


NM 014567 


Homo <5ar>ipn<? hrpa^t panppr anti-p^trocrpn rp«Ni<3tanpp 1 TRr^ARI i mPlSTA 

XXU111U OCXLXX^XXO Ulvuijl V^CXXXV^v/X CXXXtX LI UgV^ll 1 V^olO LClllV^^ 1 1 IJvrilVl I, lllXVL^il. 


NM_0 14273 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thromhosnondin tvne 1 motif 6 f ADAMTS6 1 mRNA 

11 11 \JlllL/VJdLJUlllllll \>y VJ^r X XXXVJ LX1 , \J ^ZXX_-'XJlXVX X LJKJ J j XXXXVJ. > MX. 


NM_0 14244 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 

firtVYm TincnfYn/iin fxmp 1 mnti ^ 9 i A Pi A AyT r T'Sl9 > i 1~ra"n cpriT^f ^rmrinrit 1 mT?7^TA 
L1JLL VJlllUViopWllVllll type x 111UL11, \JrXx^f jr\±y x x. O /J J , U.&llol/lI|Jl- VdllctllL X, llxxVx > /A. 


NM 014449 

1> 1YX \J X i 1 1 .X 


TTr^mr* cam'pnc r\rr\t~f*iY\ A ( A i ir'ancpfiT^i" T^aTiarTf" A— 1 mPWA 

■1-HJxxlAJ oCtjJlCllo UlVJLClll Jrx. yjr\.j2 ll cxllovl 1[J I VdilCUlL Ix. 1 ? llX-CV-LNxV 


NM 007319 


Homo QaniptiQ nrpQpnilin 1 ( AI'zhpimpT* Hi^pa^p ^1 ^T^SlTJ'TsJI ^ franQpririt variant T- 

ilVJillU ocljJldlo UlCot'lllllll 1 ^xVlZjll^-'llllt'l VJ.XO^CloC' J 1 M O XJ/X N 1 1, LI CilloL/i 1 jj L VclllClllL X 

374., mRNA 


NM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8B, mRNA 
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NM 013945 


Homo sapiens paired box gene 7 (PAX7), transcript variant 2, mRNA 


NM_0 13942 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3B, mRNA 


NMJU3411 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2B, mJRNA 


NM_000631 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4) ? transcript variant L 
mRNA 


NM_013416 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 2 
mRNA 


NM_006125 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
3, mRNA 


NM_0 13427 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
1, mRNA 


NM^O 13423 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
4, mRNA 


NMO 13422 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
5, mRNA 


NMJ)01174 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
2, mRNA 


NM 013436 


Homo sapiens NCK-associated protein 1 (NCKAP1), mRNA 


NM 012310 


Homo sapiens kinesin family member 4A (KEF4A), mRNA 


NM^O 13449 


Homo sapiens bromodomain adjacent to zinc finger domain, 2A (BAZ2A) 
mRNA 


NM_007333 


Homo sapiens killer cell lectin-like receptor subfamily C 5 member 3 (KLRC3), 
transcript variant NKG2-H, mRNA 


NMJJ07328 


Homo sapiens killer cell lectin-like receptor subfamily C, member 1 (KLRC1), 
transcript variant NKG2-B, mRNA 


NM_002259 


Homo sapiens killer cell lectin-like receptor subfamily C, member 1 (KLRC1), 
transcript variant NKG2-A, mRNA 


NM_004214 


Homo sapiens fibroblast growth factor (acidic) intracellular binding protein 
(FffiP), mRNA 


NM 006350 


Homo sapiens folhstatm (FST), transcript variant FST317, mRNA 


NM 013409 


Homo sapiens folhstatin (FST), transcript variant FST344, mRNA 


NM 013324 


Homo sapiens cytokine inducible SH2-containing protein (CISH), mRNA 


NM_012486 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 2, 
mRNA 


NM_012485 


Homo sapiens hyaluronan-mediated motility receptor (RHAMM) (HMMR), 
transcript variant 2, rnRN A 


NM_012484 


Homo sapiens hyaluronan-mediated motility receptor (RHAMM) (HMMR), 
transcript variant 1, mRNA 


NM 012483 


Homo sapiens granulysin (GNLY), transcript variant 519, mRNA 


NM 006433 


Homo sapiens granulvsin (GNLY), transcript variant NKG5, mRNA 


NM 001930 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 1, mRNA 


NMJ313407 


Homo sapiens deoxvhypusine synthase (DHPS), transcript variant 3, mRNA 


NM 013406 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 2, mRNA 


NM_013229 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 1, 
mRNA 


NM 013251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3) mRNA 


NM 013396 


Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 


NMJH3255 


Homo sapiens muskelin 1, intracellular mediator containing kelch motifs 
(MKLN1), mRNA 


NM 013290 


Homo sapiens GT198, complete ORF (HUMGT 1 9 8 A), mRNA 
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XlUlilU odpiCllo XdovviC-UldLlUU dllU ClVJllgcLLlUll piULClll ZCLd z, ^z.ygni 1_L J ^iTJClZj^), 

niRNA 


NM_004830 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 3 

n 30kD"> rri^siP3 1 ttYrna 


NM 009588 

X ^ XV X vv7 JUU 


xxumtj oapiciio iiipinjLv/-<viii uclci i^xinj? oupciidiiiiiy, mcniuci ^jl> jl jl>^ 3 transcript 
variant 2, niRNA 


NM 013227 


nO?nn enm Pn <5 n OOTPP/in 1 1 r nnn H r*rn tin cn1 tfit*^ nrntpnrrK;pQn 1 1 arcrf* a rrm-^» rvo^~i-t-» rr 
xx^AlJAJ odk/itaio dggi t-V^dll 1 ^/IIUIIUIUILIII oUlXdLC JJlULCUgiyL/dU 1, IdlgC dggTCgdling 

proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
transcritjt variant 2 mRNA 

U. UllOVl Xyj k VUilUllL ? X1JLLVL iXl. 


NM 012475 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 012428 


xxuiiiu oapiciit> ouuiiiai ucu ucuvcu lat Lor reccpLor i ^oi^jrjtvi transcript variant 
beta mRNA 


NM_0 12226 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 


NM 012369 


Homo ^flDiPTi 5 ? olfantorv rprpntnr fjamilv 9 cnlvfVirm'K/ T? mpmlipr 1 fOT?0T?1"\ 

mRNA 


NM 012218 


Homo saniens interlenTcin enViannpr T^inHina fnrtnr ^ QOVT^ ^TT P"^^ mT? TvT A 


NM_0 12324 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8EP2), mRNA 


NM 012405 


Homo sapiens isoprenylcysteine carboxyl methyltransferase (ICMT), mRNA 


NM 012070 


Homo 9an»iPti<i attrapfin ( AT^RTM^ mT? TsJA 

JLX^lllW OClLJlV^lXo dill &Ks till ^^VXXViNy, 1 1 JJLVJ. N Xi. 


NM 006874 


Homo 9flnipn<? T<V4-1iVp faptor 9 ^pfQ Hnmain fr5tncpri-nfir\n fqpfnr^ /'IhT ^^9^ -ml? AT A ! 
Aiuiiiu ociL^i^/xio X-j I ~t iiiv.^ iciv/lVJI Z# UVJlildlll LldlloL'IipLlUH IdL/UJI ) \ 1 < F Zr J , 1 H fx J N /\ 


NM_007308 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
fvSNCAi tran sprint variant 1ST A r"P1 1 9 mPi\TA 


NM_000345 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 

fSTNTPAi tranqprint variant MArTM AO mT?7\FA 

\^ ox > k^jtx ) 7 ijl allovl 1 jJ L VallallL J^riV^r IW, IllXvl Nix 


NM 009589 


Homo sapiens arylsulfatase D (ARSD), transcript variant 2, mRNA 


NM 001158 


Homo QPiTil Pn ^ aminp O^riHaQP fnnner rnntninin rr 9 ^-rptinQ cr^rM-fir*^ ( A^^ 1 0^ 
xxvjiii^ oapicno diiiiiic *JA.iu.d&C, uuppci OvJIiLdHllXlg ^ ^1 C Lllld - bp C L>lxlKsJ y/\\-J\^jL, ), 

transcript variant 1, mRNA 


NM 005910 

X ^1 X T JL \J\J *J *S X \J 


Homo ^anipn*? mi protnhnlp-aQcnpi a tprl nrr^t pin fan /T\/f AT > ^^^ i-raner»-n*-r»+ A^o-ri onf O 

j-xvjiiiu odpjL^iics iiiiL/iuiuuuic-ci&ouL/idLcu. piuLciii Lctu ^iyi/tlit ± j y Lid.nocripx variant .z, 
mRNA 


NM 007338 

X N 1V1 \J\J I J JU 


xiuiiiu bdpiciit) ucicLcu in lung dnu. esopnageai cancer i ^l^jl-Jc/L,- i ^, transcnpi 
variant DLEC1 -LI, mRNA 


NM 007337 


nuiiiu acipiciib ucicLcu m lung anu esopnageai cancer i (jlji^jc/V^ i ^, rransenpt 
variant DLECl -S3, mRNA 


NM 007336 


xiuiiiu bdpiciib uciclcu in iung anu esopnageai cancer i yxJx^xzX^ 1 ^, transcript 
variant DLECl -S2, mRNA 


NM 007335 


TTp*m<^ QJHiIphq r1p>l RtpH in Inner «anrl <=» cr*r\ Vi a rr<=>ci1 panp /=»>- 1 /'T^T Th^1"\ frnn o 

xx^iiiu sapit-iio Licictcu in iung aiiu cbupiidgCdi odiiLcr i i ^ i > rA .> i i 3 transcript 
variant DT VC\ -S 1 mT?"KTA 


NM_005106 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLECl -NT mRNA 

VUilCUXl J— -'J — /i-/V^- X X N i. , 1 1 1 1 VX > ii 


NM 005002 


TTomn ^aniens NADTT HpVivHrocpnaQP frirvirminrvnp^ 1 alnna QiiKpnnrnlpv Q 

J-J.v/llXV^ OCtLJiV_/llO i^^\_L/J.JL vJ.^/i.lj' Ul VJg^lldoC ^U.U1L[U-111U11C^ 1 dipild oUUC>UIHpiCA., Z7 

(39kT>) rNDUFA9i mRNA 


NM 003771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 


NM 000438 


T-fomn QfinipnQ nPlirpH l^r^Y frfnp ^ ( vA/cnavrl^nlMirTT cirnrlrnmp 1^ /TD A +-«-o-»-» o/-»-»-4i-%-f 

±xvjiiiu odpit/iio pdiicu uvja. gcuc d \ w ddi uciiDurg byiiuiuuic i j ^r/xj\j ), transcript 
variant PAX3 A mRNA 

V CIX ± CXAi. 1/ X iJa WI X, II ll\ | 1 t \ 


NM 007052 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1L, mRNA 


NM 006715 


Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 


NM 007325 


Homo sapiens glutamate receptor, ionotrophic, AMP A 3 (GRIA3), transcript 
variant flip, mRNA 


NM 005813 


Homo sapiens protein kinase C, nu (PRKCN), ixiRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
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gene encoding mitochondrial protein, transcript variant M, mRNA 


NM_007306 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
exon4, mRNA 


NM_007305 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-10-llb,mRNA 


NM_0U73U4 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltallb, mRNA 


XTA A 

JNM_0U73(J3 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltall ? mRNA 


\TA JT AAT5 /\0 

NM_0(J7302 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-10, mRNA 


\"nv jr aato r\ 1 

NM_007301 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal5-17,mRNA 


JNM_UU730U 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal4-18,mRNA 


XTTV/T AA7onn 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal4-17, mRNA 


XTTV/T AA70HO 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-ll,mRNA 


XTTV /f" AATOm 

NM_007297 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta2-10, mRNA 


NM_007296 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAla', 
mRNA 


XTTV/T AAT1AC 

NM__007295 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAlb, 
mRNA 


JNM_UU /294 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAla, 
mRNA 


XTTV/T AA^QOO 

JNM__uU/ 322 


Homo sapiens KAJN binding protein 3 (KAjNBr3), transcript variant RAJNBF3-a, 
mRNA 


XTTV/T AAT511 

JNM_007321 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 
mRNA 


NM_00732U 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 
mRNA 


xttv /T a rv rk T C y1 

JNM_00U754 


Homo sapiens catechol-O-methyltransf erase (COMT), transcript variant MB- 
COMT, mRNA 


XTTA/T AAT3 1 A 

JNM_UU/3 1U 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant S- 
COMT, mRNA 


"N.TTV/T AAA71 A 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR, mRNA 


XTTV/T AA^Q 1 1 
JNM _UU /3 1 1 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR-S, mRNA 


XTTV /I" AA1 Q 1 yl 

NM_007314 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant b, mRNA 


NM_007313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ivLSJLl j, transcript variant t>, mKJNA 


NM_005157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 

( AT^T 1 ^ frflnQprinf vari^-nt mP"NTA 

^ruJij 1 Jy 11 dlloOl 1|JL Va.llCiJ.ll d, 1.L11VJL. > XJl. 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NM_000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 1, mRNA 


NM 007289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2b, mRNA 
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NM 007288 

J. > i.VJ. \J\J 1 4*\J\J 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2a, mRNA 


NM 007287 

1 llVJL \J\J 1 U / 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant Ibis, mRNA 


NM 006481 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2), transcript variant b, mRNA 


NM 006884 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2a, 
mRNA 


NM 003030 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2b, 
mRNA 


NM_003005 


Homo sapiens selectin P (granule membrane protein 140kD, antigen CD62) 
(SELP), mRNA 


NM_006718 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
2, mRNA 


NM_005888 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant la, mRNA 


NM 006491 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
3, mRNA 


NM 006489 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
2, mRNA 


NM 007088 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CAL132c, mRNA 


NM 007087 


Homo saniens calbindin 2 ( 29kD calretinin^ fC ALB 2^ transcrint variant 
CALB2b, mRNA 


NM 001740 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2, mRNA 


NM_007292 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 2, mRNA 


NM 004035 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 1, mRNA 


NM_000632 


Homo sapiens integrin, alpha M (complement component receptor 3, alpha; also 
known as CD lib (pi 70), macrophage antigen alpha polypeptide) (ITGAM), 
mRNA 


NM 007097 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), mRNA 

£- 1 2 £- sLSl — £_ i — i LI 


NM 007099 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant b, mRNA 


NM 007177 


Homo sapiens TU3 A protein (TU3 A), mRNA 


NM 007245 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 1, mRNA 


NM 006487 


Homo sapiens fibulin 1 (FBLN1), transcript variant A, mRNA 


NM 006486 


Homo sapiens fibulin 1 (FBLN1), transcript variant D, mRNA 


NM 006485 


Homo sapiens fibulin 1 (FBLN1), transcript variant B, mRNA 


NM 006721 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-long, mRNA 


NM 006132 

i-l-LVJ. \J \J\J X. X-i 


Homo saniens bone morrvho genetic nrotein 1 fBMPIV trans cr in t variant BMP1- 
4, mRNA 


NM 006131 


Homo saniens bone mornho genetic nrotein 1 n3IVlPl\ transcrint variant BMP1- 

XXv/Xliv UU-L/lVXliJ I*-* VJM.JLV/ XXXv/X L/XXvc.wXXv IX V UX V/tvXXX JL \ JL-^ JU T. * / j tittiiuvJl IL/t V iiX XitXXt x_ Y JL JL J. 

5, mRNA 


NM_006130 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP 1 - 
6, mRNA 


NM_006129 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
3, mRNA 


NM_006128 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
2, mRNA 
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NM 002516 


Homo sapiens neuro-oncological ventral antigen 2 (NOVA2), mRNA 


NM 007008 


Homo saniens reticulon 4 fRTN^ mRNA 


NM 007046 


Homo saniens elastin microfibril interface located nrotein rKlVTTT.IN^ roPlM A 


NM_007037 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombosDondin tvne 1 motif 8 rADAMTS8^ mRNA 

%*XXX. KSXXA\-r\J\JJ*JKJXX\^XXX \*jf ^-J W X. X X 1U l»X J. j U W JLj-X X JlLVX ± kj /, XXXXVX 1 .ZX. 


NM 007038 


Homo saniens a disinteorin-like and mpta11onrntea<ip ^rpnrnlvQin tvne^ witb 
thrombosnondin tvne 1 motif 5 f aeerecanase-2^ f ADATVfTSIS^ mRNA 


NM 006799 


Homo s aniens nrotease serine 21 ftestisin'l fPRSS>21^ mRNA 


NMJ)06814 


Homo saniens nroteasome (nrosome macronain^ inhibitor subimit 1 rPT^I^i 

J.V/A11V/ ULipivllkj L/l v IvUUVlllw \ k/1 vUwlllV* llltiVl v/ L/Ulll f 111111 VJ X. LV/JL uLlL/LllllL X 11 X_/ 1 1 

(PSMFl), mRNA 


NM 003466 


Homo saniens naired box srene 8 (PAX 81 transcrint variant PAX 8 A in PIMA 


NM 006790 


Homo saniens titin immunoglobulin domain nrotein fmvotilin i f TIT Di mRNA 


NM 006782 


Homo sapiens zinc finger protein-like 1 (ZFPL1), mRNA 


NM 006795 


Homo sapiens EH domain containing 1 (EHD1) 3 mRNA 


NMJ)06588 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 2 (SULT1C2), 
mRNA 


NM 006694 


Homo saniens iumnine translocation breaknoint (TTB'l mRNA 


NM 006597 


Homo saniens heat shock 70kD nrotein 8 fFTSiPARl mRNA 


NM 006708 


Homo sapiens glyoxalase I (GLOl), mRNA 


NM 006703 

-L "X'l V \J\J 1 \J 


TTomo saniens midix Aindeosidp diriTifi^TYhate linVpd mni^tA/ Whmp mntif ^ 

xxuuiv oct-Lyxwxxo iluuiA \ Livl^UOXVj.^ \Xx LALUJo Ullulb 1 11 llVCvJ. IxxvJxwLY -/\. J L y UC i.xlUl.xx. J 

(NUDT3), mRNA 


NM 000655 


Homo saniens selectin L rivmnhocvte adhesion molecule 11 fS»T<T T 1 mRNA 


NM 006488 


Homo saniens ketohexokinase rfructokinase^ fi<CHTO transcrint variant b mRNA 

4.AV111V uupiviiu ivv/ i>vilVA.UlvlllUL) V y±l LUlvlllUO v / ^XVXXXv U CUlDVl Ipl VullUllL L/j 1 1 1 l\ 1 N Cy 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 (XRCC1), mRNA 


NM 006339 


Homo saniens hiffh-mobilitv oronn 9 OR f TTIVTfT? OT^^ mPTsJ A 

11W111W OCXJJXV-'XXO XXl^XX XXXKJUXXXX-y feXVJlXlJ JL^yjXJ \X. J__LVJ_ VJ j-*i\J X-J J 7 lllXVi-NZX 


NM 006469 


Homo sapiens NS1 -binding protein (NS1-BP), mRNA 


NM 006340 


-txvJlllU OaLJlClJLb Jj/tJ.1 -abbUV/laLCU piULClll jL \D r\±±\± jL)^ llanbL/ripX Variant J 9 niiviNirV 


_L > J.V J. \J\J i- ~J *J *J 


j- j-vjiiiL> oo-iyidio ciiLiu ivc iKj icu.u.L/Ld.oc laiiiiiy i 5 mciuDcr i i QinyciroQioi 
dehydrogenase 1; 20 -alpha (3-alpha)-hydroxysteroid dehydrogenase) (AKR1C1), 
mRNA 


NM 000202 


Homo saniens idnronate 9-^nlfata^e rTTnntpr QvndrnmfA ^TTj^s^ francr*rint \mrii*-n+ 

iiuiiivj oupiwiiL) x\j.ij.x\jxxciv\s 4* o Lxxxci Luov/ ^XxLillLt/1 ojf'llvxHJlllCy I J-L-'O / 5 LI dlloL/1 1U L VctlldllL 

1, mRNA 


NM 005890 


Homo saniens growth arrest-snecific 7 fGAS7^ transcrint variant b mRNA 


NM_006123 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 
2, mRNA 


NM 006053 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


NM 005990 


Homo saniens serin e/thrennine Vina<?p 1 0 fSiTTv 1 (S\ mPTsJA 

XXVlllV OCl£-/XV^XXO OV/1 lllv/ L11X W^Ulllll^ XVXlluo^/ XV/ IiVlV/Jj llliVlNxx 


NM 006019 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


NM 006041 


TToTnr^ cuni^nc \\e*r\crrcK-Y\ cnlfotA ^ fTliir«Acami-np^ ^ f~i oi il £r^-hmn o-f*<=»T-o I'D 1 

xjn^iiivj &apj.ciic5 iicpaiaii ouiid-ic ^giu.L/Oi5ariiin.c^ 3-v^~buiiOLransierase jjdi 
(HS3ST3Bl),mRNA 


NM 006042 


-tj-^xiiv/ oapiciib iicpaidii ouiiaLc ^giuoobaiiiin.c^ j-w-suiioxxansicrase ~> r\. 1 
(HS3ST3A1), mRNA 


NM 006043 


xauiiiu jsapicxib iicpaidn suiiaxc ^giut/Ubaininc j j-v^-suiiouansicrase z ^nojoizj, 
mRNA 


NM_000557 


Homo sapiens growth differentiation factor 5 (cartilage-derived morphogenetic 
protein- 1) (GDF5), mRNA 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NM 005751 


Homo sapiens A kinase (PRKA) anchor protein (yotiao) 9 (AICAP9), mRNA 


NMJ305691 


Homo sapiens ATP -binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NM 005688 

X i XV X U U J u u u 


TTomn <?anipn<; ATP-hinrHna rnccpffp Qiih-farni 1v (C i T^ r T 1 R. /A/TRPi mpmV»fr ^ 

XXAJXXXU OCXLJIV^XXO jTVXX L/llXVXlllg, UOoij l.LC< ? OUU J.ClX±XIXy \ X ~ /J - JLVXXVX H1CII1UCI «^ 

(ABCC5), mRNA 


NM 005730 


Homo saniens oon^prvpd p-pnp amnlifipd in n^tpn^arpnmfl TOS»4^ mP 7\T A 

X X\JXXX\J OwL/lwlXO vUliijW VvU gvXJlv CXXIX^/ XXXXV^vX XXI UiJlvUiJCll vUlllu Jj lIJXvINxv 


NM 005562 


Homo sanipns laminin camma 9 fnippin flOOVTji Valinin finSVTY\ T^A/T^On 

liuniu ocxpxv^xxo xcxxxxixxxxx., gciiixxxxci ^iii^t/iix wjvl/ ij xvciiiiiiii I ivJxSJL/lj XJxVXUUU 

f1 OOlcDi TTpr1it7 iiinntional pnidprmolvQis 1ni11os»aii fT AlvTf^i fraticprint 

^iv/ujxl/^j xxv^x xi lzj j uiiu uivjxxcxx 1 v_iv^l JL 1 1AJ i y o J o L/ LilXvJQCl / J 1 XjxjlxVXV-^^* l 5 II dliowl 1UL VdlldllL 

1, mRNA 


NM 005534 


Homo saniens interferon oamma rpnentor 9 fintprfpron cramma tranQrlnppr 1 i 

JLJlVJlllV^ OCXLyXv/XXO XillvllvlUil gCXXXXXliCl I UvV^JJLUl j—< \ 111 1^1 XCX Ull JiCXlllXllCl LI CLllOVXlXvs^'I X 1 

(TI-NGR2), mRNA 


NM 005682 

1 lltl. UV*/ vux* 


Homo ^anipn*? Ct rvrotpin-pmmlprT vFTPntnv fYTPT? mPTsJA 

-X XVJ111VJ oc*.LJX^/XXO VJ j^XWL^/lll L^\JL4.|Jit/VX 1 t/wt'^ LvJl *J \J ^ VJ JL IVJ / 5 ilxIvxN Xi. 


NM 005666 


Homo sapiens H factor (complement)-like 3 (HFL3), mRNA 


NM 005503 

X N XVX V/ V/ ^ w> \J ~J 


xxuiiiw odpiciit) aiiiyiuiu. ucict ^/iL^T y picuuiijui pruicin-Dinuiiig, Icllxlliy A 5 ITlClTlDCr 
(XI 1 -like) (APBA2), mRNA 


NM 005431 


T-ToTTIO saTlip"n <; ? Y-rav rpr>piT' PomniPmpntino" Hpfppfivp rpnnir in f^ninpcp linmctpr 
xxuiiiu oajjiW'iio ufV x cxy x y^uJCLiL ^✓iJXiXjJit'Xii^iiLxiig UvxCvll VC iCUall lix v>xxlllCoC ilctllloLCI 

cells 2 (XRCC2), mRNA 


NM 005465 


TTomo Pfi v-fllct ini iritiP tTivrnoTTin viral rvn c o crpn p linmnlno ^ ^nrn t^in Iri nticp 
xxuiuu oajpxwxxo v u-xvL xxxixxxxxw/ lxxj'IXX^jxixci VxxCLx \Jlx\s\j£^H\s xx\JxLx\JL\Jg D I UHJLClxl JvlxlcloC 

B, gamma) (AKT3), mRNA 


NM 005446 


TTfiTTin QatlipTTS Til lTITlPrQIP r-ppf^-i-vffAf P9"V-lil<r<=» 1 nmVici-n T-*=>r , ^-r\f ^P1T?"VT 1 ^ 

mRNA 


NM 005336 

X > XVJL UU J fc ' — / 


TTfiTTin c ptt *n Tliorri HpTi^itv linonrntpin T^inrlincr rvrrirpin ( \t-\ m ^11T~P\T ~DT)\ 
j.x»jxxilj oapiciia xngn U-diolLy lipopiULCill UIHU-JLIJLg piULClIl ^Vlglllli.^ 1 XiJ^JUJDJ; ), 

mRNA 


NM 005265 


TToTTin ^fmiPTT? {TP i^lTTia-Crliita'n'IV'l tran QTPracP 1 ( f~T(TT 1 ^ fr*ancr»i-ir^f ^rorianl 1 

AxVFXXlW OCipXV^XXo ^<xXlXXlld~glU-LCllllj' 1 11 CX11£>± t/1 doC 1 ^VJVJ 1 XJ^ LI cllloUl ip I VdlldllL lj 

mRNA 


NM 005243 

X^IXVJL \J \J *J Z-i r *J 


TTottio ^anipTi 5 ? P'wincr Qflrpnnifl HfpaVriAirTf' TPorinn 1 ^T7AA/QT? 1 ^ tr , Qnor»vir\t TT-at-icinf 
J-J-^x-i-ivj ociiyxvxxio J_/WXixg oa.L\s\Jlxla. L/l ccixvpvjllxt 1 CgliJll 1 ^XZrVVOXvx l 5 LI ailoUI lUl VaildllL 

EWS, mRNA 


NM 005236 


TToTTin QaniPTIQ PVP1 Q1 OTI Vf*V\ 3 1 T" Pt*r\CC-Pnmtl1pTnpritin a T/^irl^n^ rp»r\air rl^^i r»i pnp-\7 
J--i-v/xxx\j ociiyiv.'Xio v^yvv^ionjix I t/jjctii wuoo C-VJllxjJlClllCllLllxg HJU.CI1L ICpdll tlCIlL-lCIlL/j' ? 

complementation group 4 (ERCC4), niRNA 


NM 005075 

X > XVX V/V/w'V/ / .J 


xj.wi.uaj octpiciis ouiuic L/diiici idiiniy z, i ^uigoiiii' dnion trdnoporxer^j memoer o 
(SLC21A3), mRNA 


NM 005050 

X i XV JL \J \J *J \J *J \J 


TToTTin ^anipnQ ATP-Hinrlincr rnccpffp ci iV\_pomi l^r {AT T~\\ mpml^pr A ( A"R^^"^^4^ 
ocipidlo Jr^x. X 1 -UlilU.111^ UdabCLLC, 5>UU-Xdlllliy xJ \Jr\.x-j\-J)) IxieiXLUer H yr\ry\ A ) L \ J, 

transcript variant 1, mRNA 


NM 005006 


TTomn cani Pn Q TsTAT^TT HpTiA/rlTOcrp'nacp AilYimiirin-np^ 17^ _C nm+pin 1 /^'7^1aT^ > \ 
xxuiiiu ocipx^xio l>nJ-/xi VXdij'U.HJgC'XldoC ! LXUIU UllIlUIxC 1 X^C~0 piOLClIl I 1 / D s\JLs ) 

(NADH-coenzyme Q reductase) (NDUFS1), mRNA 


NM 005135 


TTomo KaniP/n^ <?n1lltP Patripr familv 19 A^ntaQQiiim/pVilrvrirlf^ tranennrfpro^ mpmKpr 
xxwiiiw octLjxv^xio l5viulv^ vciix x^/i xcixxixiy i \p^J ido ol Lull/ L/llUJl ILLC LI dliopui LCI o 1, II1CII1UCI 

6 (SLC12A6), mRNA 


NM 004968 


TTomo sanipn*? mlpf PPlI ailtoatiticrpTi 1 ( f\Q\cW\ fTC* A^ tVancpri-nt \7arianf 9 

xxuiiiu ociL^XV-'XXiD XOXl^L Lwll CXLX LWCIXI X \^\JZ7J\J-sJ ^IvA J. y ? LldllowiipL VdlldllL ^i< ; 

mRNA 


NM_005114 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1), 
mRNA 


NM 004958 


TToTTlO saniPTiQ T^T^SO^ T^inrlincr nrnfpin 1 ^ -ron^m^/^m q c c r\ r> i cj ic* r\ nrAtpin 1 

xxuinu ocxpiciia x xvjuu uLiiKiiLi^ piuLciii xjL"L dpdiny uiii dooucidLcu. proicm 1 
fFRAPH mRNA 


NM 001478 


Homo sani en S T JDP-N-a pptvl -a In Via ~P)-aa 1 a rfn^nmin p • rKF-a p pt^/ln pi ira min\/1 1 
A iv/iiiv oci.L^xv.'XXiD x^*x x > cit/wuyx cxxpxicx X-/ gaiau HJocixxxxixC'. I XN a^CLV 1IIC U.1 dlllliiy 1 1~ 

galactosyl slucosvlceramide N-acetylffalactosaminvllran^fpra^p ( OalTsJ Ar-T i 

^i*xu<v i^iw-vv/kJ J U.J.JL11UV X ^ UV/ V/ L J x guiuv LV/OCXXXXXXX V 111 Ullijlvl UlJV \ VJ CXXx N /XV X 1 

(GALGT), mRNA 


NM 004031 


Homo sapiens interferon reenlatorv factor 7 TTRF7 1 transcript variant d mPNA 

'-'wj-'aw aau IVgUJLUlVl Jr J.UV / ^XL\X / J ^ UCUlkjUllUL VCIXXCXXXL VXj III IX 1 1 V 


NM 004030 


Homo sapiens interferon reeulatorv factor 7 TTRF7 1 transcrint variant c mRNA 


NM 004029 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant b, mRNA 


NM 004034 


Homo sapiens annexin A7 (ANXA7), transcript variant 2 5 mRNA 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1 5 mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2 ? mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1, mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
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"B and C fVAPB) mRNA 

XJ ClllvL Vy ^ V JTxJl. XJ y, 1 1 AA.VA. > y_l. 


NM 004774 


Homo saniens PPAR bindini? nrotein ( PP ARBP") mRNA 


"NM 004819 

1 >l ±VX \J U 1/ 


Homo sanipns svmnlelcin* Huntinorin interactine - "nrotein I fSPK). mRNA 

XXWAAAVy OClL/lvllO O Y XxXvJ A wlVlll , J.X1411L111^1111 AA X IvJL <-t-Vy l/XXXfj^ pi \J LV11X »** y*-'-*- ^-y 5 J. A4-»-^JL ^ X 


NM 004169 


Homo sapiens serine hydroxymethyltransferase 1 (soluble) (SHMT1), mRNA 


KT\A 0041 R6 


T-Xr\mr\ canipnc op»mn H nm in n i mmi inn cl r\V\i 1 1 in Hnmniti i Tcr l Qnnrt basiP. nnmpnn 

X^vJlAivJ OdL/lCllo oCXlia vXlJlliaill, lllllllUXlvJ£,lVJL>UXlll UAJlliaill yxgjy OAAv^l L L/Cioivy IXvyXliaill, 

spprpted fspmanhnrin 1 ^F (SFMAIFi mRNA 

oCUlCLt/U, yOwlliaLJlAVyX xjLxJ JX ^OXj1VXaY.JX llllVl > ik 


NM_004730 


Homo sapiens eukaryotic translation termination factor 1 (ETF1), mRNA 


IN 1VI UU^t- 1 0 1 


T-Tr\mrt coni *^>n c T? A 1 m^>TViV\<=»"t* T? A ^1 nnpnftpnp "fQmi1"\7 /'T? A15 1 | TnT?"MTA 
JTLOlllU acipieniS JyLrtXJ X 5 IllC/ZIlUCr XvrVO UllCUgCIlC Idlllliy ^JXxtJLj 1 ^ ? 11JLXVLN jTX 


NM 004762 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 

/pcpp)1^ frnnQpritit vnrinnt 1 rvVRlMA 

\^JT O v- JL/ 1 ^ 5 LldlloL'IIjJL VctllCtlil ij 11 JJ.V1N oi. 




TTrvmn Q^nipriQ "nbr\Q"nb nil "nfl^f* A?-npfivfltino' "nrntpin TPT AAl Tnl^T^A 
XHJiiiL' octjJiciio jJiiwo iJii^Jiiiy clot; /rxz* a<s li v ciLiiig iyiuLt;iii ^jl JL//xr\.) ? iiulvj. > jtv 


7\TA/r 00456? 


TTAmn cqni F^n c T"1<^i ti c ah rHcpcicf* ^ nntncnmnl tpppqqivp mvpni Ip i ? nJifKin 

JL JLVJ111U OClJJlC'llO JL Cll IVllloVJll CLlo^aow ^CiLl L\J O Wllld 1 1 t^&OOl Vt,JUV ^llllt; y Z<, JLydllVlll 

rP AT^TC?^ tran^cri'nt variant 1 rnPNA 

11 X LIVlVw / ^ VJL CIJL JL O Vy X J. JL/ L V (U1U111 A., 111LV1 11 1. 


NM 004705 


Homo saniens nrotein -kinase interferon -inducible double stranded RNA 
dependent inhibitor, repressor of (P58 repressor) (PR1CPJR), mRNA 


NM 004883 


Homo saniens neureffulin 2 (NRG2^ transcrint variant 1 mRNA 


NM 004559 

lllVA \J Vy T %y _y 


Homo saniens nuclease sensitive element bin dinof nrotein 1 (NSEPl^i mRNA 

livJiiiw uupiviikj ijluvivuijv uwiuiu y v wiwiiivhi. lyiiiuiiig l/i vtwiii x y^i i tjiyi x y, iinviii v. 


NM 004646 

x mvx vy v.' r vy r vy 


Homo saniens nenhrosis 1 concrenital Finnish tvne rnenhrin^ rNPHSl^ mRNA 

JL JL Vy X XXVy UViL/XvXXu XXVUXXX VUXD X. ^ V VXXwvXXX lUX^ J- XX XX XXUX1 J r \ XAVL/XXX XXX / IX IX IXLr X XXXXVi ^ X X 


NM 004897 

i livi \J vy r vj _y / 


Homo saniens multinle inositol nolvnbosnbate nbosnbafase 1 nVTTNPPl^ mRNA 

JLJLv/XXXV/ uUL'XwXXO XXXlii UXL/Xv XXXV/uX tV/X yj L/XXV/UL/XICXVV JL/XXV^O L/XXCX IUOV X I XVXX1 IX JL X J ^ XXXXVI 1 i. X 


NM 004527 

A>l,YX vy Vy ~ z_i / 


Homo saniftns mesencbvme bomeo box 1 TM^FO^CI^ transcrint variant 1 mRNA 

x x vy l x a vy ouiyiviiij nivo^>iivii y iiiw iiwiiivv Ly vy yv x \ xvxx—/ jl i, li uiiowi ip l yuiiuiii x , iiuvi vi *- 


NM 004912 


Homo sapiens cerebral cavernous malformations 1 (CCM1), mRNA 


NM 001572 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant a, mRNA 


NM_004516 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM 00450S 


Homo sanipns uhiniiitin snfnific nrofpasp 6 TTrfi-? onnocpnp,^ (TTSP6i mRNA 

J. J. vy 11 Ivy ijtlU IVyllO LILy IvJ Ull Llll oL'^villv ]r LwClOV^ vy ^ 1 WllvUgvllv y \^ W U J. W yj 1 1 1A. V_L > JTi. 


"MM 004761 


Homo QanifTiQ T? AT^? mpiTibpT* T? A SI onpocprip familv-lil^p ^T^ ATl?T ^ mRNA 

X JLvylllvy oCtL/lVvllo lVr\lyZj 5 lllt^lllL't/l Ivrvij vJll^/vJgvyllC/ ICllllll^' lllvt/ ^IvjTlIJ /-JU ^, 11ULV1 N A 


NM 004495 


Homo sapiens neuregulin 1 (TSIRGl), transcript variant HRG-gamma, mRNA 


xjA/f nnAS?i 


nomo sapiens neari dna neural cresi Qerivdiives expresseu x ^in/^i > u i ^, mjxiN-rv 


IN aVx__U U^+^f D O 


rionio sapiens xaiLy-aCiu-v_yOenzyme j\ xiga.se, long-cnam *+ yr uanbcripL 
variant 1, mRNA 


"NM 00A0Q1 


I— l /~\in /-\ oQr\iPtic T7?T7 tTCkYi or , T"it - \'f"i nn TO^tAf ? iTh?TT? i mT? A 
IIUIIIU bapiCllb l2tZ,r LlalloUlipLlUll lauLUl {Cz^r Z,), lllrviN-rY 


"NM 004714 


XTxuiiivJ tsapxciio vJ.uai*"opcL/ixivvity tynjaiiic-^ x ^-piivJbpiivjiyiaiivJii xcguxaLcu. iviiiaoc xx> 

(DYRK1B), transcript variant a, mRNA 


7SJM 004RSQ 


Unmn onnipnc r»1cii"nt*in lipa\A; nirkl^/t^pt^tiHp ^T-Tr»^ ( f^T T -1 ^^ mT?"NTA 
jrivjiiivj oaiyiciio oiaLiii 111, iic-av^y jJuiyjJt'iJLivj.c ^xj-u^ jl v-yy, iiixvi^av. 


"NM 004Q?1 


T-Tnmn catiipnc pnlrtiTiHp pli^mnpl pf»1pinTTi s\c*\\'\tc\ 1*pH "Fsnnilv mptnhpr ^ (C~*\ (^A^ 1 
XAvJiiivJ oaijiciio ^iiiui ivj.c i/iiaiiiiwi, L/aiL/iu.111 auu vatt/vj., laiiiiij' liiv^iiiut^i J v v^jLjvyri.j y 5 

mRNA 


"NM 004^44 


Homo QarvipnQ ppntrin FF-band -nrotein ? fi^FTNT? i mlvNA 
jl jLvJiiivJ &a|Jicii& L/diuiii, JO/X naiivj. \jl wlciiIj x ^v^/i_/ x imz^, iiixvi >yr\_ 


NM 0041^? 


TTomn ctcnipnc niir^n^nA/l n"\7i*1rv»1a c^-lil^f* ( cprinp n^/HTo1i^QP' brpact PTMtVtplinl mnpin- 
xxLiiiivJ aaijiciic> ul jjiidiy i ii_y vj.i uiaoc liivt/ ^cscniic ii_y vj.1 uiaoL, ui^asi vyp,'iLiiviiai liiu.C'iii" 

associated antigen) (BPHL), mRNA 


AJlvr 00484? 


XT-UllXU oapiCIXo ri JvlliaisC ^X XVXV.TY J ailL/IlL>X pXULClll / ^iiXN^yrVJT / J 9 XlXIVX>jXTL 


NM_004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 

ml? XT A 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, rnRNA 


"NIM 00/1760 
IN 1V±__U \J*+ / D " 


xxomu Sapiens ainiiorivXC-bensiLi ve canon ondimei j 9 icolxc> ^^tlv^v^in j j 9 LianscripL 

valiant i, iiixvi >yr^ 


NM 0040?7 


tfnmn canipno in ncitr\1 T^rilA7T^nr\cT^nc»j"F»-A-T>nr\C'r\nQ la CP rvnp T 1 071VTi UP/1 A 

xT.vJiiivJ oapiciio iiiuoiLUX puiypiiubpiiaLC~H~pxivJopiiaiaoC/, ^y\J^ -«-, xvjf/xsjL/ ^jllni iha y, 

transcript variant a, mRNA 


NM 004003 

i v/ v/ i vy vy *j 


Homo saniens carnitinp apptvl transfprasp rORAT^ nuclear J?enp pnoodinp 

XXKJXXXyJ O Cl Ly 1 V^l 1 0 VvClllllLlll^/ ClVy V ly 1 IX CLllOlVvl Cl o ^VylVO. A y j 11UV1VW1 gjWIAV*' VyllVy Vy V-J-lll^ 

mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NM_002390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 1, mRNA 
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"MM 00 1 604 

XNXVX \J\J 1 UUt- 


XIOXXXU odpXCXXo pdllCCl UUA gCllC D ^dlXXl ILlld, JvCI dLLLLo^ yx Jr\y\.v) J 7 IIlXvJLN/\. 


nm ooiqqs 

i>jiv± \J\J-J y y ~j 


X1U111U oo.pj.CIXo XXdtlXUXCtXU pcpiXllC XCL/CptUX J_>/gUdXXyXdlC L/yL/ldoC Jj ^dinondtXlUreUC 
pcpHU-C XCOCpiAJX X5 y ^INJTivZf^j XXX±vTNZ\. 


NM 00^QQ4 


X71UX11U odpXCXXo XVI X llgdllU. ^XVl X X^<v_J J, XXXJVXN.TV 


NM 001063 

1 > 1VJL \J\J 1 UUJ 


TTr\Tnn cam f=»n c fT^ricfpTTiTi f 1 In ^ mT?NTA 
xxuniu ocipxc/iio iidiioit/ii 111 ^xry 5 iiixvinxY 


NM 00^000 


XlUlllO odpXCXXo pdXXCU UUA gCIXC ^irVAZ, ^, UdllSCiipL VdridlXL C, IllXviN /A. 


NM 0039RQ 


XJLUXXXU odpXCXXo pdXXCU. UUA gCXXC Zr ^rxiiAil- LXdXXoL'XXpi vdridxiL tl, XXXlViN/^. 


NM 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA 


NM 00^087 


xioixxo sapiens paireu, doa gene z ^r/\jvz,j 9 xranscnpL variani a, niKJ.N.rv 


NM 000978 

1N1VJL l/UUZ / O 


riUiiiu sapiens pairen doa gene z ^jt/va.zj, Transcript variant u, lxixviN/v 


NM 000991 


xionio sapiens Keionexoivinase ^irucxoKinase ) ^JtsJtiivj, nanscripi vanant a, iixjx1N/v 


NM 000115 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 1, mRNA 


NM 0007^ 


Homo sapiens carnitine acetyl transferase (CRAT), nuclear gene encoding 
miiocnonuridi protein, transcript variant mitocnonanai, liirviN/v 


NM 0019Q9 
IN ivl 


iiomo sapiens ^u^-xiKe Kinase j ^^i^ivj ), transcript variant pnciio/ idz, itikjn/\ 


NM 0019Q1 


xionio sapiens v^uv^-iiKe Kinase z ^v^jl-ivzj, transcript variant pnciKZ/uy, niiviN/v 


NM_001282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 

XXXXvXN/A. 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


NM 001 96R 


ijLomo sapiens cnromosome conaensation i-iiKe ^v^riv^ t x^j, mx\JN/\ 


NM 00071A 
INIVI UUU/j'f 


xiomo sapiens ljjja antigen, zeta poiypeptiae 1 1 1 j complex ) (LUjA), itiKJN/Y 


NM_000657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, ixxRI\TA 


NM_000633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant alpha, mRNA 


xta/T nnnn^^ 

INIVI UUUUCO 


Homo sapiens butyrylcholinesterase (BCHE), mRNA 


1N1V1_UU D D y"t 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 
mRNA 


XTA/T 001799 
1N1V±_UU.j /ZZ 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), 
mRNA 


nm 00^ a 


iiomo sapiens mterieuKin i receptor-iiKe i ^llikx^ij, ixikjna 


NM OOI 1 zlO 


Homo sapiens sex determining region Y (SRY), mRNA 


NM_003615 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 

/ ^olA^kfV/ J, mivlN/A 


NM_003759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 


NM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


009 sqo 

IN 1VL__U UZ 07U 


Homo sapiens RAS p2 1 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 1, mRNA 


1NIVJL__UU3 OZH- 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 
mRNA 


XTA/f 009817 
lNlVi._UUZo 1 / 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 

rPQA/TT"i1 ^ m"PXTA 
^X^olVlJ-J Lj), lTLKIN/\ 


TsJA/T 000zLd7 
IN JLVJL U U UH-H / 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 1 , 
mRNA 


xr\/f 000091 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
467 mRNA 


NM 002768 


Homo sapiens procollagen (type III) N-endopeptidase (PCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM_002656 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
1, mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
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member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant lb, mRNA 


NM 002584 


Homo sapiens paired box gene 7 (PAX7), transcript variant 1, mRNA 


NM 000280 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


NM 002555 


Homo saniens solute carrier farnilv 1TL forename cation transnorter^ memrier 1 - 
like (SLC22A1L), mRNA 


NM_000907 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NPR2), mRNA 


NM_002515 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
1, mRNA 


NM 003204 


Homo sapiens nuclear factor (erythroid-derived 2)-like 1 (NFE2L1), mRNA 


NM 003970 


Homo sapiens myomesin (M-protein) 2 (165kD) (MYOM2), mRNA 


NM 000899 


Homo sapiens KIT ligand (KITLG), mRNA 


NM 002394 


Homo saniens solute carrier familv ^ factivators of* dihasic anH "npntral amino 
acid transport), member 2 (SLC3 A2), mRNA 


NM 001879 


Homo saniens maun an -bin dine lectin serine nrotease 1 (C i 'A/C*'J activatincr 

X.X\JXXWJ OUL/lvllu XXXC-LXXXXC4-XX L/lllU-iiig XV*V»/L<XXX jvl lllv UlULvUDv X I V t^TI V t ^-v Ci^Ll V CI Llll ii 

component of Ra-reactive factor) (MASP1), mRNA 


NM 002353 


Homo saniens tumor-associated calcium sienal transducer 2 (TACSTTD^^ 
mRNA 


NM_002341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 1, mRNA 


NM 002294 


Homo saniens lvsosomal-associated membrane nrotein 2 (LAMP2^ transcrint 
variant LAMP2 A, mRNA 


NM 002264 


Homo saniens karvouherin alnha 1 ftmnortin alnha 5^ fFCPNA!^ mRNA 

* UW-JL/A VX1U XVUX j \/|/XXvX XXX vlX L*rXXL<t X ^XXXX|yv/X LX1X CilLJllCV ^.X/V-X, 1 ixxl ^ 2 lliXVl liX 


NM 002261 


Homo saniens killer cell lectin-like recentor subfamilv CI member 3 fTCT RC"-^ 

UU^7i.WllU 1V111V1 wvll 1VV Llll 111W 1 LW^J LU1 U UU1U.1111 J.J ^ lllVlllL/VjL «J ^ JL >^ J / JL X. V^/ «_V I, 

transcript variant NKG2-E, mRNA 


NM 002230 


Homo saniens iunction nlako^lobin TTUP^i transcrint variant 1 mRNA 

J-AV^ A. X JA_r L'upiwilj J ullvllUll piUlw^lvUHl JL y, LL ^ YCXXXCXXXl* X, UiXVL iJTjl 


NM_001566 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (INPP4A), 
transcript variant b, mRNA 


NM 002164 


Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (INDO), mRNA 


NM 003822 


Homo saniens nuclear recentor subfamilv 5 crronn A merrvher 9 rNTRSA^^ 

JLJLV^XXXVJ 1 VJMp'J.VJlliJ ilUVlvUl IV^vvjJLvl O UUiuillll Jf , X"^ XXXV-'XXXC/ V/X yii|l\JriL \ , 

mRNA 


NM_000836 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 
(GRIN2D), mRNA 


NM_000828 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flop, mRNA 


NM 002056 


Homo saniens elutamine-fructose-6-nhosnbate transaminase 1 (GFPT*n mRNA 

V/A4.J.V uw»|^j.vaau ^aUIUIXXXXXV XI UVluUv \-J L/XXV/OL/liiikv IX UXXOUXXXXXXUO v X y V 1 X. X. X, X J <j 1 1 1IV1 1 J V 


NM_000161 


Homo sapiens GTP cyclohydrolase 1 (dopa-responsive dystonia) (GCH1), 
mRNA 


NM_000159 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 1 , mRNA 


NM 003644 


Homo sapiens growth arrest-specific 7 (GAS 7), transcript variant a, mRNA 


NM 000817 


Homo saniens elutamate decarboxvlase 1 fbrain 67kD^ fGADI^ transcrint 
variant GAD67, mRNA 


NM 000813 


Homo saniens o:amma-aminobutvric acid ( GARAi A recentor beta 2 
(GABRB2), transcript variant 2, mRNA 


NM 000146 


Homo sapiens ferritin, light polypeptide (FTL), mRNA 


NM 001996 


Homo sapiens fibulin 1 (FBLN1), transcript variant C, mRNA 


NM 001995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACL1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 
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NM 003991 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 2, mRNA 


NM 001925 

_L > XVX \J\J X £**J 


rTnmn ^anipri^ Hpfpri^iri alriTia 4 portipo^ita tiri fF)FFA<4^ mRN"A 

XXv^XAXvJ OClLJi wlio VXwX wlXoiiXj dl LJXXCX *-f, LXwVJo LdLXXX y^XVX^X rit^j 1 1 XXVX 1 XX. 


NM_001359 


Homo sapiens 2,4-dienoyl CoA reductase 1 5 mitochondrial (DECR1), nuclear 

crf^nf> pnfnrli'n cr itii tr\pVirvriH"t*ia1 Tvrv^'fp'i'ri "tyiT?~NTA 

gwXlw wli.wVJlXXJL.lg XJLlXLVJwlXw'.LXvXXXdl JJlULwXxl, IXXXVi > jtV 


NM- 001337 

X>XYX \J\J X ~J *J 1 


Homo <?anien«; phpmokinp fCVX"3-Pi rrcmtnr 1 iTY^PRTi mRNA 

XXU111U odJJXwXXo wXXwXXXwXvXJLXw ^V-^**-/v«J**v^^ 1 wV_/w jj L\JX X ^V^A.JVyXvl ^, XXXXV1N Zv 


NM 001835 

J- > XVX \J U 1 (J J J 


Homo ^atiipn*? nlathrin hpavv i^olvnpi^tirlp-lilrp 1 fPT TT^T 1^ tran Qprinl* x/Qficmt 1 

XXw'XXXw' OClLJXwXXt3 wXcXUXX XXX, Xx\^CLV y yJKJiy LJwXJ LXVXw""XXXVw X \^\^X_/ X V_^X_v X ^ 5 IX dllOwI 1JJ L VdXXdXll 1) 

mRNA 


NM_001834 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), transcript variant 
n on brain mRNA 

XXVSXXl/X dXXX, JLlilVL lil 


NM 003992 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA 


NM 0039Q3 


XXw'XXXw 1 odJJXwXX& V_^JL-/V^-~lllVC JVXixdoC \K^X^iSS^jL J y 11 dllowl ip I Vdxldlll pilwlxvZ,, 1 1 lxVlN. xA. 


nm 001 


numu bapiciis onioxiue wndimei o ^^-Lv^in o j, transcript variant L,*it^-oa, iiT_tviN/\ 


NM_001285 


Homo sapiens chloride channel, calcium activated, family member 1 (CLCA1), 
mRNA 

XXJXvX^I^V. 


NM_001825 


Homo sapiens creatine kinase, mitochondrial 2 (sarcomeric) (CKMT2), nuclear 

(tptip pnporlincr initoplionHrial rvrnfpin mR~NTA 

gwXXt/ wXXwUUXXXg XXXXiAJwXXwXXVXXXd-l JJXULwXXX, 1 1 XXVX > JLX 


NM 003465 

X^lXVX \J\J ~\*J^J 


TTnmn qptiiptiq pliitiTia«;p 1 fplnitntrinQiHaQP^ ^r^TTTT'l^ mT^TvI A 

XXWXXXVJ odkJlV-'lXo V^XXXtXXXCioV^ X ^L/XIXLVJUX XvJoXkXCloC'^ ^V^-Xi-X X X XlXCvXN xV 


nm 001783 

X X XVX \J\J X / (_> ~J 


rTnmn «ja"niPTiQ PT^)7QA anticrpn ^iiTrrmiTiricrlol^iiliTi-ci ccnpi'^fFrl alWhcA ^^1^70 A ^ 

J-XI_/111U &cljJXC/Xia \~>LJ I £\. <lxxlxgCxx ^lllJlllU110^1iJUU.llll-clobUt/lclLCU. cLxyJxxcij \y^xJ 1 j/z\J ? 

transcript variant 1, mRNA 


NM 001199 

X > IVl V.' V.' x x y y 


TTomn ^atiiPTi*? linnp tti nmVi c\ cpti pf i p rsvc\t^iv\ 1 fHRA/TTM^ trcin cpfirit Trarin-nf "RA/fP1 - 
xxumu octLJxv^xxo uuiit; xxxv^x lyxxvjgC/XXC/LXw ljxulC/XXX x ^jjj.vxx l J, tictiio^xlUL ValldllL JjlVXx 1 

1, mRNA 


NM 001669 

J. > J.YX \s \J X \J\J y 


1-TfvmPi QanipriQ jit^/I cn1 "fji1"5i cp ^ AT?^H~i^ trflticprint \7Q-riciTi+ 1 ttiT?7VTA 

XXVXIXXtJ odLJXV^XXo <xxy lo LilXO-LCLoC X-' ^-fTLXVOX-'y, LI U-lloV-/! ip L VcHldllL 1, IIIXaJLNxj. 


NM 001170 


Homo sapiens aquaporin 7 (AQP7), mRNA 


nm rtoi 1 fin 


numu odpicixb dpopiouc proxed.se acLivaimg iacior ^/^j^/\jt i ^, transcnpi variant z, 
mRNA 


NM_001149 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
9 rrYRTSTA 

Jjy IIJXVIN -TV 


NM 001625 

X >XYX \J\J X 


xxuiiiu odpiciiD du-ciiyidtc xviiidoc z, ^/\ivz. ^, nuciear gene encoQing mitocnonaiiai 
protein, transcript variant AK2A, mRNA 


NM 001 1 3S 


nuixiu bdpicxib dggrccdii i ^L/nonuroitm sunate proteoglycan i 9 large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 

LJLdll&UIipL Vdlldllt 1, IIxxvxN^rV 


NM 001123 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-short, mRNA 


NM 003R19 

x>xVx \J\J3 OIZ 


rxoiiio bdpiens a aismtegrm ana metaiioprotemase aomam zo {J\xjj\nizj ), 
mRNA 


NM 001095 


xxuiii*j odpicixo diixiiuiiu-c-bciioiLivc cdLion cxidiinei ^, neuronal ^/\v^v_,rNz^ 5 
franscrint variant 9 mRNA 

U UllOVl l|y I V dX XC4JLX l XXXJLVX ^ XX 


NMJU6184 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin sunerfamilv member 6 ( CT PC^SP'fi^ mRNA 

Ivvklllj O up VX lUlJLXllJr XJLX.wXJ.XI_/wX \J ^^>XjXjV_/U1 \J J , XXXXVX^t-CX 


NM 003186 


Homo saniens transcrelin rTAGT.Ni mRNA 

XXV7XXXW QtipXWXXJ IXUXiugVXXXX y X -C i-V_J Jl j X l /, 11H\J.'(/V. 


NM 004084 


Homo sanietis Hpfpnsin altYha 1 mvplniH-rplafpH <?pniipnpp rT^THi-^AI^ mT?~WA 

XXVXXXXVJ 1 OCipiwllO \_lwX wXXOXXX, cXXLyXXCL X, XXXjf' vxUlVX X wXCXXwLX Ovl^Uvllvv ^ n * \ t\ A X J , 1 1 1 IX 1 >( r\ 


NM 022908 


Homo ^aniPn*; hvnothpfiral nrnfpin FT T1 944? (VI T1 9449^ mRNA 

X XWlllvJ OCXJJXwXXO XXjr LJV^LXXwLXwdX \JX \J Lwlll X X_/J IZittL ^X JLjJ X jL> T V jLs J ^ XlXXv_LN XX 


NM 022906 


TTfiTfff* cam Pn Q lr\rrY01"ll pf i P n 1 nrnfpitl T7T T1 ^1 Q ^ ci-milot* fr\ oirrvmol a-n+i rr*3>n ^ 

xxuiiiw odpiciia Liy^JKJ Liiwtiwdi jJiULCxil rxjJijijJ dlilllldl LU oUUIIldl dlxLlgCIl j 

(FLJ13195), mRNA 


NM 022903 


Homo qaniprK hvnotiipHpal -nrofpin FT T1 9800 fFT T1 9R00 i mR7\TA 

AJ-w'XXX^J OUpivllO XXy IJw'UXwXXwdX \JI\JIX^XIX X X_/J l^OUU ^X X-jJ IZrOUU ^, lIXXvlN -TV 


NM_022902 


Homo sapiens hypothetical protein FLJ12496 (FLJ12496), mRNA 


NM 022900 


Homo sapiens hypothetical protein FLJ21213 (FLJ21213), rnRNA 


NM 022895 


Homo sapiens hypothetical protein FLJ12448 (FLJ12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NM_020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA 
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NM 018557 


Homo ^aniens low Hpn^itv Imoirroteiii -related nrotein 1T$ f deleted in tiimor^ 

(XRP1B) mRNA 


NM 014921 


Homo saniens lectomedin-2 fFCTAA0821 1 mRNA 

XJLU1J.J.V OUUlvIliJ 1VV LVlllwUlii l—i IXVXTli WUJ«( Jl J J t J. A. 


NM 014112 

X >XVX V/ A "T X X ^ 


TTomo sflrviens Iri eh orhinonhal anneal «ivndrome T aene fTRPS 1^ rrfRNA 

XXU11JIU ljCXL^'XV./XXO LI XXXXXV LJXXdXCXXX^^/CLX O J 11VXX VJ'XXXw X £^ V>XXV-< ^llVl U J. / j lllXNXlZJ. 


NM 000539 


TTomo saniens rhodonsin Tonsin 2 rod niementi (retinitis mtrmentosa 4 

IXUlllv OUL/IVJ.IO 1 llvUV/UOXlJl I UUU XX X 1V/U Ulglllvlll / \X w l/XXXX Uu Ulglllwll l>UuU Tj 

autosomal dominant) (RHO), xiiRNA 


NM 012452 


Homo sapiens transmembrane activator and CAML interactor (TACI), mRNA 


NM 003564 


Homo sapiens transgelin 2 (TAGLN2), mRNA 


NM 003632 


Homo sapiens contactin associated protein 1 (CNTNAP1), mRNA 


NM 006506 


Homo saniens RAS r>2 1 nrotein activator 2 (RAS A2 1 mRNA 


NM 014427 


Homo sapiens copine VII (CPNE7), mRNA 


NM 006032 


Homo saniens conine VT (neuronal^ f(TPNFo"i mRNA 


NM 005338 


Homo sapiens huntingtin interacting protein 1 (HIP1), mRNA 


NM 021973 

X > XYJL \J x-> X _7 / 


TTomo sfmipns TipatT anH npural nre^t Hprivfltivp"? pvrvrp<5«3Pfi 0 (TTA"MT")'7^ mT?7\TA 

XlUlllU kJCXL/X^XlO iivul L CXI XVX XlV^LXl CXI l/l VOL 1X^/1 1 V CIL1 V vO W.A.Lxl V^OOv^VX J-> I llixl lJL//( J ? lllXVLN/x 


NM 005339 


TTomo sanipn^ hiintinPTin intpraetincr nrofpin 0 (HTP9^ niR TXF A 

XXV-JIXIVJ* oCXL/X wXXO XXLXIXLXXlg LI1X 1111/1/ J. <Wj LXXXg VJi \J IX/lll JL, 1 1111 XJ J j 11X1VX>XX 


NM 021920 


Homo saniens secretin (SCTi mRNA 


NM 016491 

J- 1 X YX. \J X V-/ I ^ X 


Homo saniens mitochondrial rinosomal nrotpin T,^7 HVTRPT ^7^ mT^TsTA 

X_ lUlllv aapiL/liO XX XX LWV^XXWXXVXX ICXX X I tw/»_/0\_/XXXClX piULvlll XjJ / ^IVXXVX l^i-J 1 1 1 iXVX > XX. 


NM 014211 


Homo saniens ffamma-aminoHutvric acid rCrATjiA^ A reoentor ni rOATiRP^ 
mRNA 


NM 004658 


Homo sapiens RAS protein activator like 1 (GAP1 like) (RASAL1), mRNA 


NM 004807 


Homo sapiens heparan sulfate 6-O-sulfotransferase (HS6ST), mRNA 


NM 002622 


Homo sapiens prefoldin 1 (PFDNl), mRNA 


NM 005186 


Homo sapiens calpain 1, (mu/I) large subunit (CAPN1), mRNA 


NM 001748 


Homo sapiens calpain 2, (m/II) large subunit (CAPN2), mRNA 


NM 014299 


Homo sapiens bromodomain-containing 4 (TBRD4), mRNA 


NM 007208 


Homo sapiens mitochondrial ribosomal protein L3 (MRPL3), mRNA 


NM 022838 


Homo sapiens hypothetical protein FLJ12969 (FLJ12969), mRNA 


NM 022837 


Homo sar>iens hvnothetical nrotein FLT22833 TFLT22833 i mRNA 

xxvj'xxxvj' ocxLyxv/xxo x x^y li x\_ l lx i ljx \j lv_/1xx x xjJj^Z/U j j \^x xjxjLUJ j y ., iiiL\x>n 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FLJ22347), mRNA 


NM 022819 

X > XYX v/<^U 17 


TTomo ^anipTiQ nrnoQTiTioli'nn cp A 0 oronti Tl h' TPT A 0 (~r r )T^^ -mT? TsJ A 

XX\JXXX\J OCXLJl^/llo LJXlSJoLJlXlJllLJCloV/ x x^-/ ? glWlXLJ XI 1 ^X X/rvXjVJZ.1 ^ 5 1 1 iXVX N XX. 


NM 020245 


Homo sapiens tubby super-family protein (TUSP) 5 mRNA 


"MM" 090061 

IN IVx \j 1 


xioiTio bapicnb opsin i ^cone pigments^, long-wave-sensixive ^coior onnaness, 
nrotan i ^OPMI T W i mPKTA 


NM 000513 

X > X VX UuvJ X w> 


XHJ111U otxpiClXb vjpolll 1 ^OUllC piglllCIlLa^, lllCU-lU-ill-Wct VC-oCIlolLl VC ^L-UIOI UliriUIlCoo, 

deutan") TOPNlMWi mRNA 

VXV'lX-l.CXXXy ^ V_/X X>l XXVI YV y 5 X X XX VX > XX. 


NM 001708 


Homo saniens onsin 1 ^cotip niprnent^ < sVioTi"-wavp- t ?pn<sitivp Tr.olor b1indnp<3Q 

Jfc J.VJLJLJLV vju|/JLV11u VXJLXOXXX X 1 vVJUv plgliXvXiliJ OllVJJ. L WUVu uvXIOllJ. V Ly \ L/W X Ul UllXXVXIXV-'Oo j 

tritan) (OPN1SW), mRNA 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 


NM 022139 


Homo saniens GDNF familv recentor altvha 4 ( GFRA4 1 mRNA 

-*-V/AAA\y ui*jji,vilvj VJJLyj. IX J.ttXXXXXJr X ^/ Lvl iXX ^XXXCX r ^\JX JL VX X r / ^ XXXJLVX-^IX X. 


NM 002485 

X Tx" X V/ v^rf T ww' 


Homo saniens Niimei?en breakage svndrome 1 (nibrin i rNRSI^ mRNA 

-•-AV/xaxv uuyivilu X ^1 JLJ XXXVgVXX L/lVUiVUgw .7 XXVXX VJXXX^ X ^XXX L-'X XXX J y^X. '1 1—f U X llJXVi. 1XX 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 


NM 005867 

X > XVX \J\JtJ <J\J / 


TTomo sanipn^i Down Qvnrlromp pritipal rptrinn cptip A. /"T^^lf^T? A\ mT?TvT A 

xxwinu ocxu/XWllo X/U Wll Oj/ VJI lit \sL X LlV^dl 1 t/gjlWll gt/llt/ *-r ^X/uV^xvT' y ? ilXxVX > fx 


"NM 005087 

X >XYX \J\J *J \J ij / 


TTomo ^aTiipn^ fracrilp ^ mpntal TPtardatiriTi an to q m ti n 1 In nmnl r% cr 1 rP^TT? 1 i 
xxvjxxxvj ociLJi^iio xxcxgiit/ iiidiLa.1 1 CLcxi vxctiivjiij cxLXLWoVJlilu.1 XXLII1HJX\J& x IxAxvJ. I 5 

mRNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 


NM 0004^3 

X > IVx U UWHJJ 


xxuxxhj ocipicxib iicixLi upiiii uyiuooiit/ idv-«Lui ^ujjyjj oiironiu granuiomaxous 
disease, autosomal 2) (NCF2), mRNA 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (xAR) 5 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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r?^orp»n^m tinrA f ^lf^ A 7^ mPMA 
Qcgencr aLlOIl^ ^OV^rW ^, IIJXviNjrV 


NM_003776 


Homo sapiens nuclear localization signal deleted in velocardiofacial syndrome 


NM 001Q41 


l-Tomn cqtm'pti c \A/i c1/"ntt— A1rlT"ir»Ti ci;n/'1mmf : »-1i1^'f a fAA/A^lT i TiiT^ I^A 
JTLUIIIU odpiCXlo YV loivU LL~XTl1U.1 lOll oj'llvJ.l UlllC~lllvC' ^ VV /iOXj^j llJJLVJLN^i. 


MM 0906R0 


TTnmn cq-ni p»n q "NT-tf^rmmal IrinQQ^-lil^f* fTXinTT^T i tyi"R"NTA 

JLXU11.1L/ odpit/llo IN It-l JLllilldl JvIildOW 111VC X 1\X/ J , illXVlN.fi- 


NM 09978Q 


TTnmn <5anipn<3 intprlpukin 17"F (W 1 7F i mRNA 

XJLUI1J.U OdpiC'llO lllLA^l It LUVlll X / J_/ yXX_/ X / A-Jj 9 111XV1 > jTV 


NM 0997K7 

JL N ±YX \JjL,^ /Of 


TTnmn <2qrYipn«; MA/TNT aHpnvlA/1tran<;fpra<ip* nipntinamiHp mnnnnnelpntirip aHpnvlvl 

XXU111U DdUlt'lliJ XNXVXXN d-VXt/llj/ Ly 1 LI dXlOXV^l CtOV^j lllV^U LllldllllVJ.^-' JLJXWlXWlXLlv/l^'tJlXvXt' dUCXlji' 1 y X 

tran^fpra^p fNTMNATi m"RMA 

LI dllold Clot^ I^X^XVXXN-TV X J} llXLVlNzV 


MM 0997R6 


TTr\mr» cpitiiptic 1iVp1\/ r\TfTir\lr*o* rifvpact AT?\/1 ( AT?\/1 i tnT^M^A 


NM 09978S 


xxuiiiu oapiC/iio ny puuicuuai uiuiciii x. IjJZijjoo i_/jZ(jjooyj iixxvi^xv 


"NTM 09977S 


TTnmn <;anipn«3 Vivnntriptiral nrntpin FT T99197 TFT T991 97i m'RNA 

lXUlXiU OClLllC'llo llj' UULllC/LlOCll UlULvlll X 1vJ^1Z>/ l^X JUJZ<i61^/ y 5 11 1 l\i N i \ 


MM 099771 


T-Tnmn canipnQ riv-nntriptiral nrntpin FT T196R1 TFT T19fiR1^ mT?MA 

XXUIIIU od]JIC'll& LLy UULllCLlL'dl U1ULC111 X X_/J IZ-UOl \^X X_/J 1 -6UO 1 lliXvlN Oi. 


"NTM" 099779 


TTnmn canipn? n\rnntnptipal nrntpin FT T91Q1S fFT T91Q1S^ mT?"NTA 


NM 022761 


Homo sapiens hypothetical protein FLJ23499 (FLJ23499), mRNA 


"NTM* 0997^£ 

1 > 1V1 UZZ / JO 


TTnmn canipnc nvnntn^tiral nrntpin FT T1 1 710 /'FT T1 1 71 Ci\ m"RMA 
XXUIIIU odpJIClllS IiypULIlCLlL/di piUUClll X7-L/J 1 1 1 D\J ^JTx^J 1 1 / DXJJ, xxxSSJ.\J-\. 


NM_022739 


Homo sapiens E3 ubiquitin ligase SMURF2 (SMURF2), mRNA 


MM 09979 < 
rNlvl UZZ / ZD 


xiomo sapiens i/dnconi anemia, cornpiemeniaxion group r yrr\±\^r ) } mxviN/\ 


NM 017646 


Homo sapiens tRNA isopentenylpyrophosphate transferase (IPT), mRNA 


xta/1 nncyi/ii 
JN 1VL_UU J 443 


Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPS SI), 

ml? "NT A 


ATM" 004^70 


xiomo sapiens d -pnospnoaoenosme d -pnospnosunaie synxnase z yx i\± o o z j , 
mRNA 


mm ooios4 

IN 1V1__U U 1 Uo4 


xiomo sapiens procoiiagen-iysine, z-oxogiuiarate o-aioxygenase d (iLUJJj 
m'RNA 


NM 022720 


Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA 


TsJTVT 007111 

iNlVX \J\J / JJl 


xxuiiiu odpiciivs vv uii-xxiroOJxnoiTi bynuxuinc Odiiu-icidic i ^vvriov^i j 9 iiixvi>/\ 


MM 007191 


T—T/^Tn f~\ ponnanc T Ten f^t* cimnTntvip 7 A l ontrtCAtvici 1 fpppccn?p tni In 1 / T TV1T-T9 A 1 

xxuixLO bapicna vj&ncr jsynoromc z,r\ ^aULUisuniai icl/Cssivc, imiu.^ y\J oxxz,/a. ^, 


NM 000553 


Homo sapiens Werner syndrome (WRN), mRNA 


mm oo^^i 


xiomo sapiens jrrooe nig/ j / ^jpoiycystic Kiuney Qisease, autosomal recessive, 

/'T^J717^ mT?MA 


MM 01RQ69 


xiomo sapiens jjuwii synarome critical region gene o ^jljoL/xvO ), mxxx>/\. 


MM 01 RR4R 


nomo sapiens ivicr^usicK-xvauiman synarome ^xVijsjvo ), itllvinz\ 


MM 017494 


riomo sapiens cat eye synurome enromosome legion, cdnuiQate 1 ^^x^v_jLvi j, 
mRNA 


NM 015889 

X > XYX V/ 1 JUOy 


TTnmn ^anipn*? TP A intinp>iV>1p crpnp-1 ^TT^-I^ mT?7\TA 

XXU111U oapivlliJ XX Xx. LXX\J.Ll\s LIJ XKs gt/llt/ X ^ X XVJ X llXXvXN ii. 


NM 016410 

-L ^ J. V A. V/ X UT^ v/ 


TTnmn <?anipn<s Dnwn ^vnHrnmp pritipal rporinn aprip S /TDSiC~ ,, T? mT?M^A 


NM_004414 


Homo sapiens Down syndrome critical region gene 1 (DSCR1), mRNA 


NM 011441 


XXU111U odpiCllo 1/UW11 aj'li.UlUlllC LIlLlL-dl ICglUIl gCIAC 1-lliv.C Z, ^x-/OV^xvl JUZ^, IIlXVlN-rV 


NM 019416 

JJN 1VX \J X AH 3 U 


XlOIllU adpiCllt) apcilll dtstsuL-ldLCU. dllUgCIl O ^OX rlvJO J, lllXVlNz-V 


NM 012227 


Homo sapiens Pseudoautosomal GTP-binding protein-like (PGPL), mRNA 


MM 007171 


nomo sapiens protease, serine, zj ^oJru viij, mrvi\/\ 


"NTM 000^01 
IN 1VX_JJU U Jill 


riomo sapiens eiastm ^supravaivuiar aortic stenosis, wiiiiams-rseuren synaromej 
(ELN), mRNA 


MM 00609^ 
JLN1VX UUOUZD 


nomo sapiens protease, serine, zz v.Jr 1 1 J, imviN/Y 


NM_005609 


Homo sapiens phosphorylase, glycogen; muscle (McArdle s^drome, glycogen 
storage disease tvnp VI rPYOA/T^ mRNA 


NM_004991 


Homo sapiens myelodysplasia syndrome 1 (MDS1), mRNA 


NM_004600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP), 
mRNA 
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NM_000551 


Homo sapiens von Hippel-Lindau syndrome (VHL), mRNA 


NM" 000469 


Ufimn Qfltiipnc liHirmitin nrntf»in 1icra<ip "P^A fl-irnnan nflrvilloTna vini^i ~P&- 

associated protein, Angelman syndrome) (UBE3 A), mRNA 


NM 001064 

1MVJL \J\J JL\J\J'~T 


TJnmn «?anienci tran^Vpfnlacip rWWrnnlcp-Kor^alcn'ff cjvndromp^ fTTCT^ mRNA 


NM_000356 


Homo sapiens Treacher Collins-Franceschetti syndrome 1 (TCOF1), niRNA 


NTVT 0004^ 


TT/"\-m r\ canipn c cp*r"in /fi^vf^nn^r) p» Ixi nncp 1 1 f Pri i"t"'7 r — Tp^cfTi f*vo. CAmHroniPl 1 SITT^ 1 1 1 
XxtJXXXL) odpXCXXo oCilXXC/ Llil COlllXIC JV.lllo.oC 11 ^X CIXLZ/-J CgXICI £> oyilUX vXLllC J ^OlJVl 1 

mRNA 


TSJAA 0093^1 


XlOIIlO odpiCIlo oXXZr UOXXXdXXX piULCHl I xv., X-SUXXlsdXX & IXXoCdoC ^lyilipilUpiUlllCidLlVC 

syndrome) (SH2D1A), mRNA 


"mtv/t nnfiii6 


xxoixxo sapiens souxuixx undixncx, iioiivoiLd^c-gaLcu. x, ucid ^i^iu.u.ic byiiuxtjxxxc^ 
(SCNN1B), mRNA 


lNlVx_UUU J D D 


xiomo sapiens souium cnannei, voitage-gaxea, type v , dipna poi3'pcpLiu.e ^iong 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


"MA/T OOOI 1 R 


nomo sdpiens peruAiaoiiidi iiiciriurdiic pioicni j yDOL\±jy zjciiwcgci oyiivJioinc^ 
(PXMP3), mRNA 


"MA/f OOO^ 1 1 
IN lVx_U UUj 1 1 


nuino adpiens prion pxuicxxx \p^c / -juj ^v^xcuLz.xcxo~jdx\.uu uxacdoc, vjcxoixxidxxxx- 

QfrQiic1pf_vp Tiffin XV^t* o^rfintfimp fci ^ci 1 to td i 1 i q 1 1 1~\ cnmti i q i l PI? \FP i ttiT?^\TA 
oLXdUoXCI~OL'lXCXXllvCl L5yiltlHJlllC 3 ldLdl XdXllllldl HloUllXXlld^l ^jrXSJ.NJ7^ 3 XlJJCvlN-rV 


NMJ)00299 


Homo sapiens plakophilin 1 (ectodermal dysplasia/skin fragility syndrome) 

^1 JSX X^, IIXXVLN/A. 


ATA/T" 00098^ 


X1U1X1U OdpiCXXo pXlUopilUtllCbLCldoC UD, UVJ1VJLJ: _ t>pCL/lllL/ 5 1UU, UCLd ^UUilgClllLdl 

ctntir^n an/ ni criit tSliTiflTiPQQ ^ antoQrvmal H nin i ti n n ^PP)T< 1 6R^ mT^^NTA 

OLdtll^lldl y lllglll U1111C111COO — ' ? a.L4.L\Jo\Jlll<Xl U-UllllIldlJ. ^J. X-/X-/\JU^5 lliLviNii. 


NM 003731 


Homo sapiens Sjogren's syndrome nuclear autoantigen 1 (SSNA1), mRNA 


NM 000960 

INIYX 


TTrYiTi/"\ cQiii f^n c TiiA/ocin \/TTA fi Ten f*v c\/nnT"rktnp 1 / cintncnmn 1 rprpccn/'P cf^TT'f^Tf* 1 1 
xiuiinj adiJiciio iiiyu&iii v iirv ^^"Xici o < yiiu.njiiit' i j~> ^ciLiLwovjiiicii lcocooivt/j scvciwy^ 

(MY07A), mRNA 


NM 00^720 


TTnTnn Qfi"niP"n<s Down svnHrnmp fTitipal Tporinn crpnp 9 fT")SlC~ v R9 i tnT?7\TA 

1 lVJillvJ Od-^JldliJ JL/UW11 OJy 1JLVJ-1 WlllV^ l^lltlwCll It^glCll gV'llW' ^ ^J-/UV^1V6* y ? 1J.-LLVX N XX 


NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


"MM" OO0 1 04 


XIOXXXO bdpXCXXS XiypOAdXXLXXXIXC pXXOapXXOXXUUbyXLldlXoXCXdoC 1 ^J-fCbL/ll-lNyildll 
oyilLll WlllC^ ^XJLJL XV X 1 1, 11JX\JL>I JT\. 


NMJ)00171 


Homo sapiens glycine receptor, alpha 1 (startle disease/hyperekplexia, stiff man 

o yiUXHJlilCy ^VJljIvri 1 y , IliXvl N XA. 


NM_003494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 

lCLiCoolVCj ^X-/ X OJT Jy 111XSJ.N/A. 


TsJA/T 0000R1 


XXUXXXIJ odpXCXXo ^XXCUxdlv-XXlgd&lll byiltXlOlllC X v V^XXl5X J 9 IllXvlNxA 


NM 0000S9 

1N1VX 


XXUXXXU odpiCllo XTlXX doC, V->Ll I ~ U.dXXC>pUX tXXlg, dipild jJUiypcpilU-C ^IVXClllVCo 

svndrome i TATP7A i mRNA 


NM_001635 


Homo sapiens amphiphysin (Stiff-Mann syndrome with breast cancer 128kD 

antoanticrf^Ti^ ( AA/TPT-Ti mPNA 

CltiLVJClJLlllgV'll / ^XTJ.VXXXXy, XlJLXVi. > X\. 


isjivr 029663 


Homo <?anipn<? PTAOF-I nrntein TPTArrF-1^ mRNA 

XX^JlliW OClLJldlO V_y X Xi. VJ X-/ 1 pi U L&lll ^ 1 XVVJ JU 1 ) 5 ll-LLV-LNXi. 


NM 022662 


TToTno <3a"niPtiQ TnpintiP PiippVT»nint T*pcrii1atnT* riVTOPR^ mRN^A 

XXVJ111W OCX^Jlt^llo lllClwLlO V'll^C'JVjJUlll L lug LILCXLkJL \±.\XK_sX XV J , IIXXVX^XTl. 


NM 022658 


Homo sapiens homeo box C8 (HOXC8), mRNA 


1N1VX ~> \JI7 


XXVJllliJ bdpiCllb J/U HdglllCllL Ul lgVJ, 1UW dXXXlllLy XXXd, ICUCpiVJl XU1 y\^X\J LKjJ 

rFCOR^A^I mRNA 

yX ^VJlVJxVJj 111XVJ.>XTl. 


NM 000802 


TTomn ^anipn*? folafp rppprvfYvr 1 farlnlti ^T-^OT R1^ Iran sprint variant 9 mRNA 

XXVrlll\J dapiWXlo XVJlCllv/ 1 UvvULUJL 1 ^UU-UI L / ^X VXX-/XV 1 J , LJL UllOvl J. IX L VlIIIcIIIL J. 1 i l.V-L > Zl 


NM 006991 


HftTno ^anipn^ 7"inp fin crpr "nrntpin 1 Q7 r7NT*1Q7i mRNA 


NM_0 18946 


Homo sapiens N-acetylneuraminic acid phosphate synthase; sialic acid synthase 
TSASi mRNA 

^UxlO J , 1 JL IX Vi. ^ Xv 


NM 003979 


Homo sapiens retinoic acid induced 3 (RAI3), mRNA 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAO), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM_012151 


Homo sapiens coagulation factor VHI-associated (intronic transcript) (F8A), 
mRNA 


NM 007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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NM 006285 


Homo sapiens testis-specific kinase 1 (TESK1), mRNA 


NM 016424 


TTomo saniens cisnlatin resistance-associated overext>ressed orotein fT,TT(T7 
mRNA 


NMJ312152 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 7 (EDG7), mRNA 


NM_007360 


Homo sapiens DNA segment on chromosome 12 (unique) 2489 expressed 
sequence (D12S2489E), mRNA 


NM 004924 


Homo sapiens actinin, alpha 4 (ACTN4), mRNA 


NM 001102 


Homo sapiens actinin, alpha 1 (ACTN1), mRNA 


NM_012128 


Homo sapiens chloride channel, calcium activated, family member 4 (CLCA4), 
mRNA 


NM 014551 


Homo sapiens hypothetical protein 384D8_6 (384D8-2), mRNA 


NM 018977 


Homo sapiens neuroligin 3 (NLGN3), mRNA 


NM 001103 


Homo sapiens actinin, alpha 2 (ACTN2), mRNA 


NM 022569 


Homo sapiens N-deacetylase/N-sulfotransferase 4 (NDST4), mRNA 


NM 005892 


Homo sapiens formin-like (FMNL), mRNA 


NM 016370 


Homo sapiens RAB9-like protein (RAB9L), mRNA 


NM 012135 

X lJLTX \J X X-i X *J 


Homo saniens DNA segment on chromosome 6fi minuet exnrpssprl 

X X W 1 1 1U oa^lvlXO XV J. "(i 1 Ovgllivlll Vll will vlilUOUlJ.lv Vyl lXJLJ.±y| UAv 1 jLi\J U vAL/lvOQvU 

sequence (D6S2654E), mRNA 


NM 007161 

1 llVl \J\J 1 X \J X 


TTomo sanipns DNTA seprnpnt on cTiromosomp (\ fiminnp^ 40 pirnrpsspH Qpmipnpp 

11U111\J OGIL71V-.110 X-J L >l JT\- O^/gjlllV^ll L VJ11 will VJlilWO WlllV^ \J ^LXlllLJ W\s } ^TZf t/-A.J^Jl bOOvu otiVJ UiC'AlWt', 

NK cell triggering receptor, p30 (D6S49E), ixiRNA 


NM 006114 


Homo saniens DNA seornent on chromosome 1 9 A minuet 1 177 exnresspd 

±.X\JXXX\J OUU IV IJIU J-^rX^iJ. X Ovglllvllk Uli Vlll UlllVOVlllv J- S \ U111U Uv / XX// VAU1 wOOwVX 

sequence (D19S1177E), mRNA 


NM 006014 


Homo saniens DNA seement on chromosome X funiauei 9879 expressed 
sequence (DXS9879E), mRNA 


NM_004699 


Homo sapiens DNA segment on chromosome X (unique) 9928 expressed 
sequence (DXS9928E), mRNA 


NM_003683 


Homo sapiens DNA segment on chromosome 21 (unique) 2056 expressed 
sequence (D21S2056E), mRNA 


NM 015484 


Homo sapiens GClP-interacting protein p29 (P29), mRNA 


NM 013263 


Homo sapiens bromodomain-containing 7 (BRD7), mRNA 


NM 022157 


Homo sapiens Rag C protein (GTR2), mRNA 


NM 014604 


Homo sapiens Tax interaction protein 1 (T1P-1), mRNA 


NM 001915 


Homo sapiens cytochrome b-5 61 (CYB561), mRNA 


NM 012188 


Homo sapiens forkhead box 11 (FOXI1), mRNA 


NM 016148 


Homo sapiens somatostatin receptor-interacting protein (SSTRIP), mRNA 


NM 022482 


Homo sapiens hypothetical protein FLJ21794 (FLJ21794), mRNA 


NM 022493 


Homo sapiens hypothetical protein FLJ21988 (FLJ21988), mRNA 


NM 022489 


Homo saniens hvnothetical nrotein FLJ22056 0^022056 1 mRNA 


NM 022485 


Homo sapiens hypothetical protein FLJ22405 (FLJ22405), mRNA 


NM 022464 


Homo saniens endonlasmic reticulum chanpronp ,STT 1 Inomolocr nf vensit /* QTT 1^ 

IXvlllU L?ajJiC'iii3 CllUV/piuOllllv 1 \s Llw Lll 14.111 V^IICIJlJV^I U11V_' U 1 I / X , XlwlllVJxvJ^ \Jx jf vUj L I OJLL/1 J 5 

mRNA 


NM_022456 


Homo sapiens hypothetical protein FLJ22548 similar to gene trap PAT 12 
(FLJ22548), mRNA 


NM 022450 


Homo sapiens hvnothetical nrotein FLJ22357 similar to eni derma! growth factor 
receptor-related protein (FLJ22357), mRNA 


NM 022443 


Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA 


NM_022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSN1), mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSD1), mRNA 


NM_020366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 
(RPGRIP1), mRNA 
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NM 016541 


Homo saniens ouanine nucleotide binding nrotein 13. gamma (GNG13^ mRNA 


NM 004204 


Homo sapiens phosphatidylinositol glycan, class Q (PIGQ), mRNA 


NM 014946 


Homo saniens snastic naranletna 4 (autosomal dominant" SDastirA (£>PG4 > 1 
mRNA 


NM 022146 


Homo sapiens neuropeptide FF 1; RFami de-related peptide receptor (OT7T022), 
mRNA 


NM 004885 


Homo sapiens neuropeptide G protein-coupled receptor; neuropeptide FF 2 
(NPGPR), mRNA 


NM 002958 


Homo sapiens RYK receptor-like tyrosine kinase (RYK), mRNA 


NM 002931 


Homo sapiens ring finger protein 1 (RJNGl), mRNA 


NM_021111 


Homo sapiens reversion-inducing-cysteine-rich protein with kazal motifs 
(RECK), mRNA 


NM 001655 


Homo sapiens ar chain 1 (ARCN1), mRNA 


NM 016639 


Homo sapiens type I transmembrane protein Fnl4 (FN 14), mRNA 


NM 006686 


Homo sapiens actin-like 7B (ACTL7B), mRNA 


NM 006687 


Homo sapiens actin-like 7A (ACTL7A), mRNA 


NM 005856 

X ^ -LV_1_ \J\J^J O *J \J 


TTnmn «3anipn«i rpp.pntor (ealeitonin^ aptivirv mndifvincr nrotein ^ ("RAIVTP'^ 

mRNA 


NM 005854 

J. > 1 Vi \J\J O >J T 


Homo «ianipn«i "rpripntnt* (ealei toning aptivirv modifvincy nrotein 9 TT? AA/fP9^ 

mRNA 


NM 005855 


Homo saniens recentor ( calcitonin^ activitv modifvinf? nrotein 1 TRAMP 1 ^ 
mRNA " * 


NM_000475 


Homo sapiens nuclear receptor subfamily 0, group B, member 1 (NR0B1), 
mRNA 


NM 005493 


Homo sapiens RAN binding protein 9 (RANBP9), mRNA 


NM 004634 


Homo sapiens bromodomain and PHD finger containing, 1 (BRPF1), mRNA 


NM 000140 


Homo sapiens ferrochelatase (protoporphyria) (FECH), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000031 


Homo sapiens aminolevulinate, delta-, dehydratase (ALAD), mRNA 


NM 000027 


Homo sapiens aspartylglucosaminidase (AGA), mRNA 


NM_000026 


Homo sapiens adenylosuccinate lyase (ADSL), mRNA 


NM 000025 


Homo sapiens adrenergic, beta-3-, receptor (ADRB3), mRNA 


NM 000020 


Homo sapiens activin A receptor type II-like 1 (ACVRL1), mRNA 


NM 000019 


Homo saniens acetvl-Goenzvrne A a cetvl transferase 1 laeetoaeetvl Cnpri7vmp A 
thiolase) (AC ATI), nuclear gene encoding mitochondrial protein, mRNA 


NM 000018 


Homo saniens arv1-PnpH7vmp A dpVivdrocrpnasp vptv loner pnain ( AC^ ATYVT ^ 
nuclear pene eneodinf? mitochondrial nrotein mRNA 

± X IA. V.' J. V_< Ci X gVXXV WXXwVU.XlXg, XXXXLVVIXVJXIUX 1U1 L/XXJLvlXXj 11XJLVL 


NM 000017 


Homo saniens acvl-Coenzvme A dehydrogenase C-2 to C-3 short chain 
(AC ADS), nuclear gene encoding mitochondrial protein, mRNA 


NM000016 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-4 to C-12 straight chain 
(ACADM), nuclear gene encoding mitochondrial protein, mRNA 


NM 000476 


Homo sapiens adenylate kinase 1 (AK1), mRNA 


NM 001830 


Homo sapiens chloride channel 4 (CLCN4), mRNA 


NM 022365 


Homo sapiens hypothetical protein similar to mouse Dnajll (DNAJL1), mRNA 


NM 022350 


Homo sapiens aminopeptidase (LOC64167), mRNA 


NM_022335 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 


NM 005259 


Homo sapiens growth differentiation factor 8 (GDF8), mRNA 


NM 001789 


Homo sapiens cell division cycle 25 A (CDC25A), mRNA 


NM_022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
mRNA 
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NM 020655 


Homo sapiens junctophilin 3 (JPEG), mRNA 


IN 1V1_UU^« OJJ 


Unmn conifnc T"\n1 i cwt\v~\ i q rf s r»f a i^tr»r-T , e1atef1 1 fTieme<5vi?"n<; enlrv TYIpHi P tor 

r±\jLLl\J oaUlCllo UUllUVli Uo ICwCjJLUl ~JL WlClLt'U. X yll^/ljJV^o V 11 LiO WlUj lllwU-lCllAJl V^, 

nectin) (PVRL1), mRNA 


IN IVl U 1 Z. J H \J 


TTnmn csinipnc nnr»1f»nr "Fnptor o*F jipfivatpH T-ppIIq pvtrvnl a <5Tni p palpinenrin- 

JtJLUlllU odL/lCIlo JLlU-VltCtJL IcxL/IAJl UJL ClAvll VClLv^U- JL "t/t/llOj Ujf LwJLJlcxolllll/, 1/Clll/llllL/lll 111"" 

HpnpnHpnt 9 fNTF ATC9 1 mRNA 

vxC|J tjiiu.t'iiL ^Li ^x > x niv^/Z( ij iiiivi n xx 


NM 006599 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 

IIJULVIN ix 




TTnnin QflniptiQ mieleaT" faptor of* apfivaterl nT-ppIl^; pvtonl ^ qtyii p palfYinenTin- 

JL lwlllVJ OClJL/1 t/llo lILX^ It^dl IdLlUl Ul Civ tl V CL Ll_ l^L _L Odlo ? LUjJlClOllll^'j uCUviilvUl 111 

dependent 1 nSTFATCl 1 mRNA 

Uv L/ vllU vJLl t X y^X>X X i. X J) XXXJL\J.^IX X 


NM 022061 


HnTTin saniens ribosomal nrotein T,1 7 isoloj? (1^0(^63875^ mRNA 


NM 022095 


Homo saniens hvnothetical C2H2 zinc fineer nrotein FLJ22504 (FLJ22504) 
mRNA 


NM 022091 


Homo sapiens dJ467Nl 1 . 1 protein (DJ467N1 1.1), mRNA 


NM 022084 


Homo sapiens hypothetical protein AJ102H19.4 (DJ102H19.4), mRNA 


NM 022077 


Homo sapiens hypothetical protein dJl 141E15.2 (DJ1 141E15.2), mRNA 


NM 022098 


Homo saniens hvnothetical nrotein LOC63929 fLOC63929^ mRNA 


NM 022081 


Homo saniens hvoothetical nrotein bK1048E9 5 TBK1048E9 5) mRNA 


NM 021081 

X > X VX \J ^ 1 VU 1 


Homo satviens erowtli hormone releasing hormone TCtHRH^ mRNA 

11VJ111U DU.pl V^JL JLO glVJ VV HI JUVJllllVllV 1 VlVUkJllJlg J.1V/JL J111VJ1J.V 1 V_l JL X JL VJL JL / j XXJJLX_1.^X Jk. 


NM 022168 

X > XYX \J ^ ^ 1 


Homo saniens melanoma differentiation associated nrotein ~~S nVTDAS^ mRNA 

X. ±V/lllv/ OdL/XwIXO lllVlfcillV/lllU UlllVl Vlll/lULlVll UuOv/vlUlvvl- L/X V/ tVXiX t^S ^1TXX/1 X f ^ llJLLVL X 


NM 022165 


Homo sapiens Lin-7b protein (LLN-7B), mRNA 


NM 022161 

X ilVi. \J MM X Vf X 


Homo sapiens livin inhibitor-of-apotosis (LrVIN), mRNA 


NM 022159 


Homo s aniens ETL nrotein fETL^ mRNA 

X. XV/111V/ O CX l*J X vllO .1 ■ / JU J — / i-/X V/ WW111 IX—/ X. X—/ # ^ nixvi ^ X X 


NM 022156 


Homo saniens PP3 111 nrotein <RP3 1 1 Y) mRNA 

XXV/X1XV JUpiVilO JL X *J J- A. _L piV/tVlll * JL JL •_/ X X JL /j XXJLJLVX. X X 


NM 022151 


Homo saniens TVTAP-1 nrotein f MAP- 11 mRNA 

11W111V/ UUpiVllU XV XX UL X pi V tvlll I J.T1X XI X J j iiiivi ™ x jX 


NM 022150 

X i X t X \J f t C > X «■/ Vr 


Homo saniens RF ami de-related nentide nrecursor TRFRPl mRNA 

X XW111VJ uCtUlVllO JLVJL CXI XXI VlV X Vltl t VVl L/ v L/ tlVlV pi VvUlUVl \^X X-X X_ N—L J ^ llllVl 11 X 


NM 022149 


Homo saniens MAGEF1 nrotein CMAGEFH mRNA 

X1W111V/ OtipivllU 1T11 X V — J Jl — i A. X L/l IV111 I ItJ.1 VVJX/1 X J ^ HUVJ. 11 X 


NM 022144 


Homo saniens mvodulin nrotein TLOC641021 mRNA 

iiviiiv uupiwiio 111 y VxiLiiiii pi \j tviii / v^^>v-j riUA^ /» iinvi n x 


NM 022141 


Homo saniens ^amma-narvin rPARVCrl mRNA 

1 1 V 1 1 1 V OUL/lvllu CXCIXXXXXXCX LXtXl V XXX 11 X XLV Y VJ /j 1 lllvl ^\ 1 X 


NM 022134 


Homo saniens fflvconrotein heta-Gal 3'-sulfotransferase TGP3ST1 mRNA 

11W111V UiipiVlliJ CI ¥ V Vpi VlVlll UvLU VJ Ul JUllvllUllulvlUUV \ VJ1 V^J X I y 11J1V1 il X 


NM 022131 


Homo sapiens calsyntenin-2 (CS2), mRJNTA 


NM 022129 


Homo sapiens MA WD binding protein (MAWBP), mRNA 


NM 022123 


Homo sapiens basic-helix-loop-helix-PAS protein (NPAS3), mRNA 


NM 022121 


Homo sapiens p5 3 -induced protein PIGPC1 (PIGPC1), mRNA 


NM 022120 


Homo sapiens hypothetical protein FKSG25 (FLJ00030), mRNA 


NM 022114 


Homo sapiens PR domain containing 16 (PRDM16), mRNA 


NM 0^2112 


Homo saniens n5 3 -regulated anontosis-inducin or nrotein 1 fP53ATPl^ mRNA 

IjVVIIIV kJiipiVllO k-/ 1 VgU-lUlvvL UpvpLV/OlO 11 IVl 1.1V 11 1 w pi v Ivlll X y^X *J *J J. Ill, X J ty UllVJs 11 X 


NM 022111 

X 1 X T A \J *—t j> — ' XXX 


Homo saniens homoloo: of Xenonus Clasnin ( CLASPING mRNA 

XAVlllv uupivllu 11V/111\_/1V/ Cj X/X y VvllV/pUJ V — 'XClkD pill 1 V>XJx XL/1 XX ™ / «j X XXX X_l» IX X 


NM 022101 

1 llVl \J JL* Xw X v X 


Homo saniens hvnothetical nrotein FLJ22965 (VU22965\ mRNA 

1JV.V/111V UUpiVllU 11 Y pV/ tllV tlVUl pi W Lvlli 1 X— ^ \J \ X UJ ^wX^y V/w/ J ty XX XX XX. 11 X 


NM 022087 


Homo saniens hvnothetical nrotein FLJ21634 TFLJ21634^ mRNA 


NM 022083 


Homo saniens nib an nrotein nsJIHANTi mRNA 

x. x w x x 1V7 uupivllu 111 U Ui-1 1 pi V lvlli ^1 111/1 XXI J ^ llllvL 11 X 


NM 022078 


Homo sapiens hypothetical protein FLJ12455 (FLJ12455), mRNA 


NM 022076 


Homo sapiens hypothetical protein IMAGE 109914 (LOC63904), mRNA 


NM 022072 


Homo saniens hvnothetical nrotein FT T92609 TFT T22609^ mRNA 


NM 022067 


Homo sapiens hypothetical protein FLJ12707 (FLJ12707), mRNA 


IN IVl VJ^ZfVjT-lV 


_L JLvJillAJ odpiCllb vJ~pHJLClll uUUpiCvl ICUCpLUl OO ^vJJT JLVOO J ^ llxJCvlN Jr\. 


IN IVl \JjLZ,\J t -r i -T 


i-XLilllVJ OdpiCllo oLIUllldl L/C11~U.C11VCLI lo-L^LLPl ^.""lllVC 1 ^OJU/JT Z*JO 1 J 9 IIJLLvInxjl 


NM 022042 


Homo saniens solute carrier familv 26 (sulfate transnorter^ member 1 

iiviiiv uupivllu OvlULv WCX1 1 IvA ICllllllj' i^V7 uiiutw li uiiup vl Lvl #j 111V1HL/ vl X 

(SLC26A1), mRNA 


NM_022039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed) 5 delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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NM 000093 


Homo satripns sarcocrlvcan alnha fSOkF) dvstronhin-associated slvcODrotein^ 
fSGCAi iTiRNA 


NM 005099 

x ~ x vx \j y s 


TTomo saniens a disinteerrin-like and metallonrotease frenrolvsin tVDcl with 
thrombospondin type 1 motif, 4 (ADAMTS4), itiRNA 


NM 016590 


Homo sapiens prostate androgen-regulated transcript 1 (PARTI), mRNA 


NM 014223 


Homo sapiens nuclear transcription factor Y, gamma (NFYC), mRNA 


NM_006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 


NM 002268 

XNXVX \J\J JZ*JZ*\J\j 


TTomo saniens Icarvonberin alnha 4 frmoortin aloha 3^ fKPNA4\ mRNA 

XXwlllW OUU1 Vllkj iVCil V V/ Ullvl 111 4*VXI~/XKX * IXXXXX/VX till til k/llW J \ X^-J- J. ^ A Jv I # «j J-axXvJ. ^o, 


NM 005229 


Homo sapiens ELK1, member of ETS oncogene family (ELK1), mRNA 


NM 021796 


Homo saniens nlacenta-snecific 1 fPLACl^ mRNA 

J. XUlllW OtVlJXVllO UXUVWllLU uL/vVlllV X \ X J — J J. IV X lli-Lvl ^X X 


NM 015596 


Homo saniens kallikrein 13 rKLK13\ mRNA 

XXV/111W UUU1V11U 1\U1JLXJlV1 V^ll X -+J \ -1-^. X S J } 1AU.VJ. IX X 


NM 003553 


Homo saniens olfactorv receotor. familv 1. subfamily E. member 1 fORl El \ 
mRNA 


NM 021926 


Homo sapiens aristaless-like homeobox 4 (ALX4), mRNA 


NM 021957 


Homo saniens frlvco&en svntbase 2 Tliveri (GYS2i mRNA 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA 


"NTM 001614 

XNXVjL uW1UJL*t 


TTomo sanipns apHn era mm a 1 f Af~^TCir1 1 ml^'NFA 

X XvJillw OCtLXJ-t/llO Llll, gCXllllllCX X ^r\V>l\J X l 5 1 JL XI V-L > XV 




TTomo Qanipn?: anolinoorotpin Ti/lS r^fpntor ( APCVR4.RT? i mRT\T A 


NM_005230 


Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), 
mRNA 


NM 00^816 

XNXYX UvJOlU 


TTomo <3ar»ipn<; a di^ii'ntpcrri'n and mptallonrofpina^p domain 9 fmplfrin cram ma } 

XX^-JIXXU OAUlvllO CI M-lDlllLwgl 111 CillVJ- lll&lClliUUl WlvlJ.XClDv IXUX11CIX1X _7 \ 111^11/1111 g,Cll J_i.J. J.J.CI / 

fADAM9i mRNA 

^n i /ixivj — ' / j 1111. vi > ± »- 


NM 000847 


Homo sapiens glutathione S-transferase A3 (GST A3), mRNA 


"NTM" 091 81 4 

±N 1YJL V/Z. lOit 


TTnmn cc?T\if a 'nc linmnlncr 0"f ct loner r'Tiain ah m^iah ttp fprl "fanHz apid ploncation 

XXUlllU OCILJIC/Ilo Ll\J±lJAJl.\JtZ VJX yCdoL lUXlg ^llCtlll LXV^l_y UllJlOtlLlXl CXLCXX XcLlty Cl^lvX tilVJllg£l Ll\Jll 

en7vme 2 fiTFT Ol ^ mRNA 

wiiZj^yiiiw ^xxx_/X-»v-/ x y 5 lixxvx^xx 


NM 021 62R 

X>XYX \J J-j 1 \JjZ-iKJ 


Homo «?aTxipn<? aracbidonatp 1inoxvp"ena5?e 3 ( AT,CYXnR3 !■ mRNA 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


NM 0146RS 

X>XYX V/ltUOJ 


TTomo QanipnQ homopv«itpinp-indnpinlp pnHon1a<?mir "rpfimiliini ^trp^-indiioiblp 

X XL/11 1W OdLJl^llo X1VJ1XHJWJ' O Lt/lll& HlVXLlv'lL/lV^, \_-l!U.VJ LJldOllllV*' 1 ^LiVtXlU.111 OUVyJO llXVXU-VXLylV^, 

ubiaui tin -like domain member 1 THERPUDl i mRNA 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA 


NM 004906 


TTomo ^aniens Wilms' tiimonr 1 -associating nrotein (TCTA A01 05^ mRNA 

X Iv/lllVJ OUL/lvJLlO TT XXXXXO LU-XXXV^LXX X liOOUwluUllg \ IVXi XX I.U X V/w* f j llJULVi 1/ V 


NM_003101 


Homo sapiens sterol O-acyltransferase (acyl-Coenzyme A cholesterol 
a cvl transferase^ 1 f SO ATI i mRNA 


NM 021965 

X>XVX \J \. Zt\J*J 


Homo sanipns nbosnTiocrliip.omiitasp 5 ^PGTVTS i mRNA 

XXL'lilVJ OuLflvilij UllVJOUUUgl LXV^'WlllLXtClO^ *J \X. VJIVX^ J 5 J- 1 XX V_L Xi I 


NM OOIS^S 

x>lxvx V/VJJ +J u 


TTomo sanipns ol fa ptoTv TpppntoT familv 1 snnfamilv Ct mpmbpf 1 rOR1(^r1 1 
XxvJixiu ocijJi^iio \j\.i.cx\^wjL y x t'V/ \s jj tvjx ? xciiiiiiy x ? olxl/xciiiiii^' vj 5 iiiwiiil/^x x ^vivivji y 5 

mRNA 


NM 003552 

X^IXYX \J \J ~J ~J ~J 


Homo saniens olfactorv recentor familv 1 sub familv D member 4 TORI D4^ 

xxv/iiiw ouuiviiij v/iiuv i>vi y i vv^ u lui ^ xuxxxxxy Xj juuiwniiij ihvual/vi t ^v^x\.Axy^yj 

mRNA 


NM 001345 


Homo sapiens diacyl glycerol kinase, alpha (80kD) (DGKA), mRNA 


NM 021620 


Homo sapiens PR domain containing 13 (PRDM13), mRNA 


NM 020999 


Homo sapiens neurogenin 3 (NEUROG3), mRNA 


NM 020227 


Homo sapiens PR domain containing 9 (PRDM9), mRNA 


NM 020226 


Homo sapiens PR domain containing 8 (PRDM8), mRNA 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDM1 1), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDM10), mRNA 


TsJA/T 01Ad19 

INxVx U JL OH- 1 Zr 


TTomo cdtiipnc in onlrfi—li \re* crrr\wr\~\\ "Po/^toT* 0 atrHcpticp Mit K / A Si mT?"MA 
XXUXIIU ocipiCIlo 1I1oU11i1~111vC glUWLll IdvLUX ^ 5 allLloCllibC ^J-VJX /--rvo ) , llJULVlNzx 


NM 006161 


Homo saniens neuroeenin 1 nSTEUROGl^ mRNA 


NM 005734 


Homo sapiens homeodomain-interacting protein kinase 3 (HIPK3), mRNA 


NM_001818 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3 -alpha hydroxysteroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 
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(CEACAM5), mRNA 


fNlvl UUZ OH- 1 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mRNA 


NM_002716 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 

Vio+o icn-fXrm /HPPP9P 1 "R\ *-*-iT?XTA 

OD ), Deia lSOIOrm {rrrZsKLD ), mxvlN/A. 


NM 001785 


Homo sapiens cytidine deaminase (CD A), mRNA 


XTA/T rtfkK^/l 

JNJVl_UU3 j j4 


Homo sapiens olfactory receptor, family 1, subfamily E, member 2 (OR1E2), 
mRNA 


xta/t no 1 
1N1V1_UZ 1 y o 1 


Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 
factor) (TEAD1), mRNA 


iNlVl^JJUZo^ / 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PTPRN2), mRNA 


xta/t cinnnsi 

1N1VX_UUZ / / o 


Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 


xta/t nonoQzi 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antipiasmm, pigment epitnenum derived ractorj, member z (pxiKJrMJNr z), mKJNA 


NM_000932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 

mPXTA 
11 lxviN J\ 


XTA/T 00070Q 


xiomo sapiens orancnea cnam iceto acid aenyarogenase jtji, aipna polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 


IN 1V1 UUIOOO 


xiomo sapiens xsxio vxixase aciivaimg protein \\j\jsj^\jp>J:h ), mKJN/\ 


XTA/T 09 1 R 1 ^ 
INlYl UZ lOl J 


xiomo sapiens soiuie carrier iamny d ^cnonne iransporterj, memoer / 

IlilVlN jTV 


XTA/T OIARS^ 


xiomo sapiens anapnase -promoting complex iu ^/\jrv^ i uj, mrviN/v 


XTA/T 09 1 Q/1Q 
IN1VX_UZ i y^+o 


Homo sapiens chondroitin sulfate proteoglycan BEHAB/brevican (BCAN), 

II1XSJ.N/TL. 


NM 021946 


Homo sapiens hypothetical protein FLJ1 1362 (FLJ1 1362), mRNA 


XTA/T 09 1 QzL9 
1N1VX VZ 1 yt-vjL 


riomo sapiens nypoxneucai protein rL>j iz / 10 ^rJLJ iz / loj, mJKJNA 


XnVT 09 1 Q40 


xiomo sapiens n3^poLneticai protein jtjlj id Ljy yrx^J Ld Ljy), mrviN/V 


XTA/T 091 Q99 


xiomo sapiens xducom anemia, complementation group ±i ^x/VLNL^xij, mxsJNA. 


NM 002644 


Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 


XTA/T 009470 
1N1V1 Ul/ZH/u 


xiomo sapiens myosin, nea\y^ polypeptide o, sKeietai muscle, embryonic 

^iVl X XI -J ^, IILCvInxA. 


XTA/T 001700 

1>1VX V/U A 1 \J\J 


xiomo sapiens dzurociam i ^canonic antimicrooiai protein d / ) j i j, niiviN/v 


NM 003949 


Homo sapiens huntingtin-associated protein 1 (neuroan 1) (HAP1), mRNA 


XTA/T 09 1 09 1 


Homo sapiens syntrophin, beta 1 (dystrophin-associated protein Al, 59kD, basic 
component i ) ^oin idij, mxvrN/\ 


XTA/T OlftQS'} 

IN IV L \J LOy*JJ 


xiomo sapiens nomeo uox ^xivj^vi^ o )^ nixviN/v 


XTM 012120 


xxuiinj bdpiciib v^/xyZf-associaLeu. proiem ^ujjzat mx\jiN/\ 


NM_007121 


Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), 




xiuniu bapicns suneiL o ^oUJvroj, mx\j.N/\ 


xnvr 006200 

1N1VX UVUZ<u \J 


xiuxiio sapiens proproiem convenase suutiiisin/Kexm type d ^xv^oxvjj, mKJNrV 


XTA/T 00^496 


xiomo sapiens uinyaropyrimiuinase-iiKe £\ \ \jsf i oi^^i-j, mKJNA. 


XTA/T 00^670 


xiomo sapiens epilepsy, progressive myoclonus type z, JLaiora disease (latonn) 

^FPA/T9A^ mPTsJA 
^ Hi 1V1 Z /\ j , mxsJLNrV 


XTA/T 006R77 

1>J.YX WVof vJ O / / 


xiomo sapiens guanosme monopnospnate reductase ^LrivlJrxCj, misJN-rV 


NM 004619 


Homo sapiens TNF receptor-associated factor 5 (TRAF5), mRNA 


NM._002627 


Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG), mRNA 


NM 002207 


Homo sapiens integin, alpha 9 (ITGA9), mRNA 


NM 002113 


Homo sapiens H factor (complement)-like 1 (HFL1), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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(GNB1"> mRNA 

\^ V — 1 J. >( JLJ X J , XXXJ.VX ^ jT*. 


NM 003733 


Homo saniens 2'-5'olie r oadenvlate svnthetase-like (OASLV). mRNA 


NM 002551 


TTomo saniens olfactorv recentor familv 3 subfamilv A member 2 (OR3 A2^ 
mRNA 


NM 002389 


TTomo saniens membrane cofactor nrotein f CD46 tronhoblast-lvmnhocvte cross- 

J.XVJ11XVJ Otipi vi JO llXVlliUl UllV VVJltlVlWl L/l VkVlll \ TVj I>1 w uiivy L> lUU t 1 Y 111U11V/V Y L w VI VVJU 

reactive antigen) (MCP), rnRNA 


NM 000870 


Homo sapiens 5-hydroxylryptamine (serotonin) receptor 4 (HTR4), mRNA 


NM 000613 


Homo sapiens hemopexin (HPX.), mRNA 


NM_000377 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS), 
mRNA 


NM 006981 


Homo saniens nuclear recentor subfamilv 4 sroun A member 3 (TSIR4A3^ 
mRNA 


NM 000368 


Homo sapiens TSC1 gene (hamartin) (TSC1), mRNA 


NM 017416 


Homo saniens interleulcin 1 receotor accessorv nrotein-like 2 fILlRARL2^ 

XXV/lilV/ k3 CX X VJLXO iii Ivi 1 V U-l\XXi. X X V*" W>Ly IV/l UVwvguV/X J JLrX VtVXXX 1XXVV J—i 1 XL/ X1VX 1 X-/.^ 

mRNA 


NM 003286 


Homo saniens tonoisomerase fDNA^I I fTOPl^ mRNA 

X1V/X11V/ uClL/XVXXtJ l/V/ LyV/XOV/XXXVX IXOV ^X^X^X i- J JL ^ X V^X X ^/ ■) XXXXVJ, V X 


NM 001068 


Homo sapiens topoisomerase (DNA) IT beta (180kD) (TOP2B), mRNA 


NM 020470 

JL 1 J. Y JL V/ X^ V/ I / \J 


Homo saniens nutative transmembrane nrotein* homoloo: of veast Golfri 

X X\_/XXX\J ulilJXvllU pU-tU'l'l Y V IX U'XXwXXXVXXXl/X UXXV UX WtVXJIXt XXV/XlXV/XV/g VJL ywixov vj vxgx 

membrane protein Yiflp (Yiplp-interacting factor) (54TM), rnRNA 


NM_006562 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 
protein lady bird late (LBX1), rnRNA 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 


NM 002925 


Homo saniens regulator of G-nrotein sienalliner 10 fRGSlO^ rnRNA 

XXVJlllU uu.pi wllu X VglXXLlLWX vX VJ L/XwtWXXX OXfiXXCiXXXXXC^ X U ^XVVJ k^l XV/ J «, XXXLvl 11 X 


NM 012263 


Homo sapiens tubulin tyrosine ligase-like 1 (TTLL1), rnRNA 


1 > 1VA \J\J 1Z< 1Z< 


TTr\tn c\ cnniptit! rnmnlpmpnt rnmnnnpnt 1 n ci iT^pr\TTinr\Ti pnt HinHina T^frttRin 

llUillU Od-^JldlO l^UllJLjJi.t/J.JLlt'liL l^UJ.ilJJ*JllWill/ lj V| C> UlL/Lv VJlll^JVJllLvllL L/lll\J.lll^ ^JlULtJlll 

(C1QBP), nuclear gene encoding mitochondrial protein, mRNA 


NM 000491 


TTrvmr* QampnQ fr»mn1 pmpnt pniTinnn pti^ 1 n QiiV>r*OTTiT\OTi< =i "nf l^f^+n nnlvriRTYt'iHR 

XXdXilvy OClLFlt/llo ^/VJlllJLJl t'lllt'll L w^JlllL/Ull&llL 1 ? \J O LI U'Lv vJl IILJ wJ-lwll Lj L/L^LCL yjyjxy Ut<U Ulvlw 

fClOB) mRNA 


NM 004720 

J. ^ IV JL \J\J~ 1 J—r\J 


Homo saniens endothelial differentiation Ivsonhosnhatidic acid G-nrotein- 

XXWlllv/ kJlXL/X vliu VXXVXU IXXwlXUX \J>XXXwX vXiLXCltXV/XX^ XV O vJJXIWlJ L'XXtlLlVllV UvlU V_J L/X V UwXXX 

coupled receptor, 4 (EDG4), mRNA 


NM 006217 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), 
member 2 (SERPINI2), mRNA 


NM 018723 


Homo sapiens ataxin 2-binding protein 1 (A2BP1), mRNA 


NM 004543 


Homo sapiens nebulin (NEB), mRNA 


NM 016151 


Homo sapiens prostate derived STE20-like kinase PSK (PSK), mRNA 


NM 016528 


Homo saniens hvdroxvacid oxidase 3 f medium-chain. (TTAOS^ rnRNA 

XXV/1XA\/ LJCt-^AvAlU li.J' Vl-l v/VJ' C4VXVX v/VlUUuv _/ yXXXvviX LXXXX VXXCiXXX J \JLJLX XVy *_/ J ^ XXXXVL ll X 


NM 000185 


Homo saniens serine ( or cvsteine^ nroteinase inhibitor clade D Thenarin 

XXV/J-llV LJfc*k-riWAXU Uvl lllv \V/X V V %J tVXXXV / L/X v IVXIXU'O V XXXllll/lkV/1 « VAUUv -1 — J I XXVL/iiX XXX 

cofactor), member 1 (SERPLND1), mRNA 


NM 005410 


Homo sapiens selenoprotein P, plasma, 1 (SEPP1), mRNA 


NM_005226 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 3 (EDG3), mRNA 


NM 005172 


Homo sapiens atonal homolog 1 (Drosophila) (ATOH1), mRNA 


NM 005109 


Homo sapiens oxidative-stress responsive 1 (OSR1), rnRNA 


NM 001498 

X i X t JL \J \J X T KJ 


Homo saniens slutamate-cvsteine lipase catalvtic subunit fGGTvCTl mRNA 


NM 003922 


Homo saniens hect Thomoloffous to the E6-AP fUBE3A^ carboxvl terminus^ 
domain and RCC1 (CHCl)-like domain (RLD) 1 (HERC1), mRNA 


NM 002061 


Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA 


NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), mRNA 


NM 021828 


Homo sapiens heparanase-like protein (HPA2), rnRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FLJ13149), rnRNA 


NM 021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM 021820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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NM 021819 


Homo sapiens ERGL protein (ERGL), mRNA 


NM 021818 


Homo sapiens WW Domain-Containing Gene (WW45), mRNA 


NMJ321812 


Homo sapiens blepharophimosis, epicanthus inversus and ptosis, candidate 1 
(BPESC1), mRNA 


NM 021809 


Homo sapiens TGF(beta)-induced transcription factor 2 (TGIF2), mRNA 


NM 021805 


Homo sapiens single Ig IL-lR-related molecule (SIGIRR), mRNA 


NM 021803 


Homo sapiens interleukin 21 (IL21), mRNA 


NM 021798 


Homo sapiens interleukin 21 receptor (IL21R), mRNA 


NM 020982 


Homo sapiens claudin 9 (CLDN9), mRNA 


NM 006657 


Homo sapiens formiminotransferase cyclodeaminase (FTCD), mRNA 


NM 021784 


Homo sapiens hepatocyte nuclear factor 3, beta (HNF3B), mRNA 


NM 014375 


Homo sapiens fetuin B (FETUB), mRNA 


NM 021032 


Homo sapiens fibroblast growth factor 12 (FGF12), mRNA 


NM 019595 


Homo sapiens intersectin 2 (ITSN2), mRNA 


NM 018991 


Homo sapiens DKFZp434A0131 protein (DKFZP434A0131), mRNA 


NM 014574 


Homo saniens nuclear autoantiffen ( GS2NA > ) mRNA 


NM 021002 


Homo sapiens interferon, alpha 6 (1FNA6), mRNA 


NM 001676 


Homo saniens ATPase H+/TC4- frart^nortincr rioncra^trir alrVha nnl vnpnti Hf» 

JLA-\Jllx\J Oct |_/1 V^l Alj ii.ll ClOvj 11 1 / Iv. ' LI CLllo|^V_/l Llll£^, llUllgdu Li CLxL/ixd UU1 V L/C* LJ LlV-it 

(ATP 12A), mRNA 


NM 019886 


Homo ^anipns oarhoTivdratf* n\J-ar,ptv1cr1iif'o<;arrn"np i i1 fntrnn cfp-ra qp 7 

fCHST7) mRNA 


NM 017581 


Homo saniens cholinergic recentor nicotinic alnha nolvnpnfiHf 3 ' Q ff^TTT^lSJAQ i 

mRNA 


NM 001695 


Homo saniens AXPase H+ transporting lvsosomal (Vacuolar nroton nnmn^ 
42kD (ATP6C), mRNA 


NM 006303 


Homo sapiens JTV1 gene (JTV1), mRNA 


NM 014413 


Homo saniens heme-reeulated initiation factor 2-alnha kinase flTR "H mPNA 


NM 012149 


Homo saniens double homeobox 5 (DTJX5^ mRNA 


NM 012146 


Homo sapiens double homeobox, 1 (DUX1), mRNA 


NM 021733 


TTomo saniens testifi-sri£*cific kinase <?nh<5tratp rTSTTSli mT? T\I A 

J- IVJlliVJ OCi|^lV_/110 Lv-o LIO oJLJ^/V-'l iiv lVlllCtC>k> O L4- U o Ll CL Lt/ ^ 1 uJ\u 1 1 JULV J. N .ZV 


NM 004339 


Homo saniens nitnitarv mrnor-fransforrnincr 1 intcractincr TYrotpin fPHTTYrl TPi 

llv/lllV^ OCipiV^llO VJl L U.1 Ldl y lUIiiUL Ll 011C51U1 11111 Ig A lllLt'J. &\s Llllg, JLJUJLC'lll JL 1 VJ 1JX /, 

mRNA 


NM 004219 


Homo sapiens pituitary tumor-transforming 1 (PTTG1), mRNA 


NM_003860 


Homo saniens Breaknoint cluster reeion nrotein uterine leiomvoma 1 • barrier to 
autointegration factor (BCRP1), mRNA • 


NM 007281 


Homo sapiens scrapie responsive protein 1 (SCRG1), mRNA 


NM 006618 


Homo sapiens putative DNA/chromatin binding motif (PLU-1), mRNA 


NM 005797 


Homo sapiens epithelial V-like antigen 1 (EVA1), mRNA 


NM_005508 


Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 


NM 005283 


Homo saniens chemokine (C* motifi XC 1 rerentor 1 fCPXCnRI^ mRXF A 

llv/lllU OClj^/lWllO V^llK^lllVJVlllw \^ i.Xl\J\.L±.J Av i ^Vv[J LVJ1 JL ^ V^-V^.-^/\^V_yJL\. 1 J j 1 1 JLL. V_L N ii 


NM 002547 


Homo saniens oliponhrenin 1 rOPTTKT^ mT^rsTA 

llv/lllvJ OU-JL^lV/llO UllgvpilL vXliil JL ^ V^/JL lli>| 1 y , 1 1 1 1 VI N XV 


NMJ320056 


Homo sapiens major histocompatibility complex, class II, DQ alpha 2 (HLA- 
DOA2) mRNA 

J — ' 1 C i /, 11J1VL >1 1 


NM 001085 


TTomo saniftns ^prinft for p/v^fpinp^ "nrofpina<;p inVjiKitor plarlR A fciliVhsi-l 

iiVFlll^ ocljJlv^llo OUi 1111/ ^Ui \/y o Wsx.\.lS*>j Jpi KJ L^llld&V^ iliiiiCl LVJi , v^ldLi-C- IdlUllcl 1 

antinrofeinase antitrvnsin^ membpr ^ ^SiF'TxPTNTA'^^ mT?7\FA 


NM 013974 


Homo saniens dimethvlar&inine dimethvlaminohvdrolase 2 rDF)ATT9^ mTxTsTA 

xxv/iiiu oupiviiu viini^/ Liijf' it4.i j^iniiiv^ villus Lllj' l CHlllllvJ'll^y Ul UldOL \jL*J \LJ Jr\±XX* J , JL 1 JUL v_L N 


NM_001756 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 6 (SERPINA6), mRNA 


NM 000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM_001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM 000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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Liie UXXXOXlXOSUIXXC ^XiypUpXlUbpilaLCIIllcl, V XldllllXJ. x\J XCol&Ldlll llt^lVCl&J ^JT X±JJ/-A.^ 5 

mRNA 


NM 091 1 


XTLUIIXO odpXCXlo XiypULXlCLlL/dl pXLHClIX olllllldl LU Ollldll Vj pXUlOlilo, CoJJCLXdXiy XVrxJT 

2A (LOC57826), mRNA 


NM 091 1 7Q 

inxvx uzi x /y 


Unmn QanienQ "hvnntViptionl Tvrnfpm T OCS7891 CJ OCS7&91 i mRNA 

XXAJXJXU odpiCll& liy pUUXdlivdl piUltXll J-fVyV-'J / 0<£< J. yXjVyv>_J / OZil y", lllXvlNxx. 


aja/t 009744 


T- Tnmr\ octnipnc TM'of'Pin Inn qcp (~~* r 7F k \^\ iPRlC \7 1 n~i T? "NT A 
JLLUllJAJ bdpiCllo piULOXIX JVllldoC' V^, ZjC/ld ^X JLVLVvAj ^, 111XV1N A 


AJA/T 000694 


XXUIIHJ bdpXCIlb oCXIIXC \}JL L>y otCJLIlC^ pXUUClIldoC llllllUIlUX, OldU-C <r\. ^dipild- X 

smtiTYtwf'p'inQQP fltititn/nQm i mpmnpt* S ( S1T-?R RTN^ A S i mRT^FA 

txM.LLi.yJL ULtXlldoC/, Clll LI LI y jJo III /, ill^lllL/C'l ^ ^ OJLIVL JixrlJ iliXVl > ZX. 


AJA/T 000609 
IN XVX_V/U U Ouz, 


XxUllXIJ bdpXCIXb oCIlIXC \yjl UyotCAIlC^ pXULCJLXldoC 1I1IJXUIIUX 5 L/ldU-C Xi ^I1CAJ.IX 5 

plasminogen activator inhibitor type 1), member 1 (SERPESTE1), mRNA 


XTiVT 090499 


XlOXXXD odpxeiXo XXypULXlCLlL/dl piUlCUl XXUXXX OXUI1C ZH / y\j ^XjWUJ / itOj, IXXCvXN^V 


NM 020183 


Homo sapiens transcription factor BMAL2 (LOC56938), mRNA 


XTA/T OIQ^QR 
1N1V1 U17370 


riomo sapiens KaiiiKrem xz ^xvxjxvxzj, nixviN i\ 


NM 019103 


Homo sapiens hypothetical protein (LOC55954), mRNA 


IVTA/T 019^07 
IN 1YL_U LZjy / 


riomo sapiens serine ^or cysteine^ proteinase mniuitor, ciaae r> ^ovaiDixmin^, 
mpmhpr 1^ ^SJFRPTNrRI 3 1 mRNA 

11IC111UC1 1J ^OX_/X\JTX±>IXT> IJ J, lliXVlN^v 


xnvr 000^97 

XNXVX_UvyV JZ / 


xnoixiu odpxcxxs* iuw ixciibiiy npupxiJLciii xcL/cptux ^xdiiiiiidi xxypcxoiiuicoicxuxcxxixd^ 

rr DT R i mRNA 
^Xjx>/X-/Xvy j lixrviN^i. 


NM 016200 


TTomo dflnipns TT6 «jnRNA-a^«?opiatprl Slm-liVp nrotpin T SImS fT 0(^^1601 i 
mRNA 


NM 014766 

1 > 1VX V/ JL ^ / \J\J 


Homo sanien^ TCTA A01 91 aerie nroduct (KJA A01 91 1 mRNA 


NM 014109 


Unmn daniptiQ RNTA VimHincr mAti 'fvw r\ tpin Q TR T-^A/TO i mRN^A 

XXUlllvJ DdLJlt'llO XXX N I\. UlllVJ-lllg lilvJLIX IJL\JL\^1L1. ^XVXJXVXJ^y'j 1 1 XL\__L > ±\. 


NM 014080 


Hnmn <?a"nipn<? rlnfll o"X"iHfl^p-1ilrp Homflinc; 2 ^T~iTTO"X'9 i mR"KFA 

XXAJLLIXJ OCl|J 1 V>1 JLo V4-L4-CUL VXAXUtlOl^ liJVV^ VXV7JL11C11HO ^ ^X^Uv/yViiyj JXXLVJL > A 


NM_014516 


Homo sapiens CCR4-NOT transcription complex, subunit 3 (CNOT3), mRNA 


NM 01S03? 


Wnmn QanipnQ KTA A097Q rrmtpfn fRTTA A0Q79i mRNA 


NM 014656 


Homo sapiens KIAA0040 gene product (K3AA0040), mRNA 


1N1V1 UIJjCij 


xxojxxu t»dpienfc> nypoLixeLicai proiein jzoe* iy .k.s l . x ^ ? ixxtviN r\ 


NM 012407 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


AJA/T H09908 


Homo sapiens integrin, alpha E (antigen CD 103, human mucosal lymphocyte 
antigen 1; alpha polypeptide) (ITGAE), mRNA 


aja/t nno^no 

IN 1V1_U J U V 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) 
(LIE), mRNA 


ATA/f AA/CQ 1 O 

jNJVL__uuoy iy 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

mpmTM=»r 7 Th T?P TXTR^ ml? AJ A 
IIlCinDcr D ^oxj/Xvx JULNx3>y ), nxxvXN/\ 


AJA/T 006990 

IN 1VJL_U U U Z,Z, \J 


xtoxtxo sapiens serine ^or cysteine^ proteinase mmoitor, ciaue i\ ^aipna-x 
anti"nrr\tpinn<3p antitrvnQini mpmhpr 9 fSn-?RRTNA9 i mRNA 


NM 00621 S 


FTnmn Qanipnc cptitip (cxr pa/q^pitip^ nrntPinacp mTniT^i"f"r\T" r»1cirlp A ( Ql"nVifP _ 1 

XXV71JXVJ odpiCIlO oCllllC \ \J\. \jy oLt/lilt'^ piU LClllClot' 1I1111U1LVJI , L/ldLLW rV. ^dipild X 

antiproteinase, antitrypsin), member 4 (SERP1NA4), mRNA 


NM 006021 

INXVX V/V/VJ \JZ* JL 


TTomr* Qampnc HplpfpH in 1"KrmnVir\PArl"ip Ipnl^pmia 9 ^T^T T?TT9 i mRTvFA 
xxc»iiivy oaLjidio vxciC'Lcix 111 ly iiipii^L/y uiw icu.ivC'iiiici, ^ \lj x^iXZiKJ ) ^ iiixvi > l\. 


NM 00SS87 


TTomn QaniPtiQ dplptpd in lvrrrnnAPvi'ip Ipnlrpmia 1 ^T^)T T T 1 i mRTSJ A 

AAVJ1JXW o (X |J1 til O Cldt^Lt/vX 111 ly iLL\JlL\J^y Ll\s It/lXJV&lllliX, X ^ 1 ■/ 1 tX-*\ > J-yj 1 1 IXVl > ±\. 


NM 005603 


Homo sapiens ATPase, Class I, type 8B, member 1 (ATP8B1), mRNA 


ATA /I' 00^919 
IN XVI UUjZjZ 


xxuxno sapiens xz/pn/vx yjc,r xi/vx ), nxrviN/Y 


NM_005024 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

mpmKpr 1 0 f^PRPTNTRI 0^ mT? AJ A 
111C1XJ.UCX XU ^ o XJvXvJT XIN X3 1 UJ , llJx\J.N/\ 


>JA/T 00477Q 
inxvx, uu*r / / y 


1T.OXX10 sapiens v^v^xv^-iNv^j x transcription complex, suounit o loj, iiixviN/A 


vnv/r OOzll 

IN 1VI__U U^t 1JJ 


xiuiiiu sapiens serine ^or cysteine^ proteinase mniuitor, ciaoe d ^ovaiDummj, 
member 9 (SERPINB9), mRNA 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNM1), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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NM 000214 


Homo sapiens jagged 1 (Alagille syndrome) (JAG1), mRNA 


"M\/f 001^47 


TTrvmr* canipno r1idr»\7lo , lA> r r»e-m1 Virmce tTieTQ (\ 1 01tT"j^ fT^)GTCO^ mR*NTA 

nuinu sapieiib cxidL/yigiyociui iviiidoc, uxeid ^x xwjsjl/j yx^\-3i^\^/j s iiJLLviN^v. 


NM 003454 


Homo sapiens zinc finger protein 200 (ZNF200), mRNA 


IN 1VI_JJ U J D D Hr 


xiomo sapiens uu^uiLiii-dotivatiiig enzyme jdi ^1071 aiiu. join / j leiiipeidtuie 

cp'n ci^iA^i f nmnl pnn pntin (T I TT-^T-^ 1 i mR"NTA 

oClloltl Vliy \j\JHl^Jx\^Xxl^llLiLl^J ^ l_J ±J JL» X J , JL 1 11 VI > -T\_ 


NM_000354 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 

dllLipi ULClIldbC, dllLlliypolIl^, IIICIIIUCI / ^OX_/X\JT XI N n / ^ ? llJX.v_LN.zv 


NM_000945 


Homo sapiens protein phosphatase 3 (formerly 2B) 5 regulatory subunit B (19kD), 

alrVha icnfrrrm air in en rim VK hmp rPPP^R 1 ^ mRNA 
d-ipild. loUlUIIIl ^L-dlOillCUllil Xj , Lypc X) yxxx -3Xvl IIIXVIN .r*. 


NM 000305 


Homo sapiens paraoxonase 2 (PON2), mRNA 


IN IV1_U VVyZo 


xiomo sapiens pnospnonpase /\z, group id yjancreasj ^rLAZuii) nuciear gene 
encoding mitochondrial protein, mRNA 


in ivi_u uuzy D 


xiomo sapiens serine v or cysteine^ proteinase inniuitor, ciaoe j\ ^aipna-i 
antiproteinase, antitrypsin), member 1 (SERP1NA1), mRNA 


TMA/f 0096A0 
IN IV1__U UZO^+U 


xiomo sapiens serine ^or L-ybicmc^ proLcnidsc limiujuor, oidtic xj v uvdiuuiiiin^, 
member 8 (SERP3NB8), mRNA 


ATA/f 00961Q 
IN IVl^UUZO J> !7 


jriomo sapiens scrmc ^or uyoiciiie^ proieiiidbc mniuiLor, oidcic jd ^uvdiuunmi^, 
member 5 (SERPINB5), mRNA 


TSJA/T 00961^ 
INlVl_UUZO I 0 


riomo sdpicns senile v oi eysLciiic^ protciiidsc miiiuiior, oiduc v ^dipxid-z 
antiplasmin, pigment epithelium derived factor), member 1 (SERP1NF1), mRNA 


xnv/f 009^7^ 


xiorno sapiens serine yoi oysieme^ proteinase mmoiLor, oidue jd ^ovaiouiniii^, 
member 2 (SERPINB2), mRNA 


xnv/r 000990 

INIVl UUUZZU 


xiomo sapiens potassium inwaruiy-rectiiymg cnannei, suoiamny j, memuer i 
^T<rr , NT1^ mRNA 

l XVVvlNJ X J, lllXVi >l jTV 


"MA/T 000101 
xN1Vx__UUU i y 1 


xiomo sdpicns o-nyviroAymctnyi-o-incLiiyigiutdzyi'-v^oeiizyiiic Jr\ iydoc 

Vliy V-XL \J A-Jy 11 it^ LlXy U.L<3.11V^<X^1 UUXICI^ \^X XIVX VJ V^i_^ / ? IJLJ-XvJ. > jTV 


NM_001978 


Homo sapiens erythrocyte membrane protein band 4.9 (dematin) (EPB49), 

mRNA 

IIIXVIN-Ti. 


NM 003646 


Homo sapiens diacylglycerol kinase, zeta (104kD) (DGKZ), mRNA 


INIVl UUlJ'tD 


xiomo Sdpicns txidoyigiyccroi JKJiidsc, gdiiuiid yy\jisj-jj ^uvjjvvj ^, iiixvin/a. 


NM 003647 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (DGKE), mRNA 


INIVl UUlZoD 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein ^t/j, memoer z ^ o i^ivx xin jtiz j , mrviN-rv 


NM 0016Q4 


xlUIIlO odpiCHS /A.lJTaSC, XX i LI dllSpUl Llllg, iyt>UtiOIIldl v Vd^LXUldl piULUIl pUIIip^ 

1 6kT) f ATP6T ^ mRNA 

1 UJvX-/ ^rVlXUXyJ, lllXVlNvti. 


NM 0004R8 

J.N1V1 UV/WtOO 


TTnnin Q^Tii^tiQ oprinp (c\r pvctpitip^ TTrntpiTi^QP inhibitoT* p,1arlp ( ^nHtliTornhin^ 

XXVJ1I1VJ adUltllo oCllllv/ \U1 L/y ott/lllt/ 1 JJ1 U LvlllaDC 111111 L/l l/VJl , V/ldVJ-t' ^CllltlLlll \JlllUllly, 

member 1 fSERPxNCD mRNA 


NM 021156 


Homo sanien<? hvnothetical nrotein ("DT971N18 2^ mRNA 


NM 000875 


Homo sapiens insulin-like growth factor 1 receptor (IGF1R), mRNA 


NM 00060*5 


TTrvmn cani <=»n c i -r» i~f*irP f*rrvr\ qIt^Ii^ 9 ( \ K7\T A 9^ TnR"NTA 

XXUlllVJ oa.JJlt'llo lJLilCI IClUllj dlLJUCl \XX. lNxxZf^, lllXvl^xi. 


NM 021647 

X > J.VJL \J^J X \J"T* / 


TTnmn <?an.pn<3 TCTA A 0696 crene -nrndnrt fKTA A 069 6^ mRNA 


NM 091645 


TTnmn <?aTiienQ "K"TA A 09 66 aerie nrnrlnet /'TCTA A0966^ mRNA 


NM 021109 


Homo sapiens thymosin, beta 4, X chromosome (TMSB4X), mRNA 


NM 09 1 649 


xiuiiio odpicns jtc iragment 01 igvjr, low dxxiiiny iid, icv^cptui xui ^jL*jzj 
^FPGR2A^ mRNA 


NM 021240 


TTnmn ^anipno: tectic-c-neeifie nrntein (J 0(^SS594^ mRNA 

11VJ1J.1U ocl|Jlt'll& LCo Llo l)[JCv111v jJlULC/111 ^X_/\-/ V>-w/ fj^J^i^J , J.AAJ.VJ. ^x^x. 


NM 021189 


Homo sapiens hypothetical protein FLJ10698 (LOC57863), mRNA 


NM_021129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KIAA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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IN IVL__UZ lOl J 


xiomo sapiens car oony orate ^iN-aceiyigiucosaiinne o-w j suiiotransierase o 
(CHST6), mRNA 


INIVL UIZjj^ 


xionio sapiens myosin -A. ^ivl x kj i uj, iniviN/v 


INIVL UZUjOj 


nomo sapiens Qeieieu m azoospeonia z ^jj/iz^z nirviN/\ 


INIVL UZUjOh- 


xlOIIlO SapiCIlS U.CICICLI Ill azoospermia 3 \xJJr\/..iD imvLN-rv 


NM 017445 


Homo sapiens H2B histone family, member S (H2BFS), mRNA 


XTTV/f AO 1 no 

JN1V1_UZ1 1 JZ 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta 
isoform (calcineurin A beta) (PPP3CB), mRNA 


XTA/T AO 1 

JNM UzlUlo 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 3 (PSG3), mRNA 


NM 015705 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA 


NM_021572 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


NM_021216 


Homo sapiens endothelial zinc finger protein induced by tumor necrosis factor 
alpna \njZ-,rL\. ), mKJNA 


JNJVl__UUl:5oZ 


Homo sapiens catenin (cadherin-associated protein), delta 2 (neural plakophilin- 
reiatea arm-repeai protemj ^c-linin-L/z^, niixiNA 


TsJA/T AO 1 IOC 

inivjl_uz i ioj 


xiomo sapiens nypoineiicai protein uivi zpn-3 m\. i uzz ^ji\jr l z J i^3^.r\.iuzz^, 

XlllvIN^rV 


1>1VJL U107JJ 


XIOIIIO bapiCIlo UUlLjUlllll J-> ^ U 13 13 ) ? IIIIvIN^\ 


NM 017533 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


IN 1V1 U 1 'tOZ 1 


riomo sapiens nomeo dox ^±ivj^sjl/^+j, mxviN/\ 


NM 000618 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGF1), mRNA 


TsJA/T no 1 CO^I 
INIVL UZ13/1 


nomo sapiens iv^j^oiiiNAjr caspase-i mniDitor ^iL,JbL3Li/ivtjrj, hikjn/v 


NM 000045 


Homo sapiens arginase, liver (ARG1), mRNA 


XTTVyT AAC/CQO 
IN iVl U U J Z 


Homo sapiens ATP -binding cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


TvTA/f AA1AQA 

jNJVi_uuiuyu 


Homo sapiens ATP -binding cassette, sub-family F (GCN20), member 1 
(ABCF1), mRNA 


•XTN/T AAOOCO 

NM (JUzcOo 


Homo sapiens AlP-bmamg cassette, sub-iamily D (ALD), member 3 (ABCD3), 
mKJNA 


XTA/T AA 1 1 OO 
NM_UU1 1 11 


Homo sapiens arginase, type II (ARG2), nuclear gene encoding mitochondrial 
protein, mRNA 


NMJ)01117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 

( A T\(~* V A P 1 ^ mP\TA 
i/VLJl^ 1 J\jf I J, mLvlN/\ 


XTA/f (\(\AC\'\f* 
1N1V1 VKJHVdO 


Homo sapiens adenylate cyclase 3 (ADCY3), mRNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


INIVL UUO^j4 


Homo sapiens Mad4 homolog (MAD4), mRNA 


IN IVL_U UZ 3 D D 


Homo sapiens mannose-6-phosphate receptor (cation dependent) (M6PR), 


MA/T 01 AO 87 
INIVL UlH-Zo/ 


nomo sapiens pivij protein ^ivld j, mtciN/\ 


XTA/T OOA 1 no 
IN 1VL U 0^+ 1 UZ 


Homo sapiens fatty acid binding protein 3 , muscle and heart (mammary-derived 
growth inhibitor) (FABP3), mRNA 


INIVL UUUIj^ 


Homo sapiens fatty acid binding protein 2, intestinal (FABP2), mRNA 


NM 005354 


Homo sapiens jun D proto-oncogene (JUND), mRN A 


INIVL \)\)D LDy 


Homo sapiens actin, alpha, cardiac muscle (ACTC), mRNA 


INIVL Ul^o^o 


xiomo sapiens Jrrotem ro yro ), ixuxiN A. 


NM 003948 


1-TATnA QarTjipnc f^/pliTi -rlRriF^nH PTTf' Vltl a i Vp» 0 /'f^T^f^O -tf'Iq tf*r\ Irinac^ C 0\ 
xiumu oapiciio L/yL/iJ.il-u.cpciiu.ciiL rwiiiaoc-mvc z> ^v^JU' v_^^-/ I CldLCU. isJlllaoe^ y^sxJxs^i-iz*)^ 

mRNA 


NM_021131 


Homo sapiens protein phosphatase 2A, regulatory subunit B' (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (IFNA17), mRNA 


NM_002339 


Homo sapiens lymphocyte-specific protein 1 (LSP1), mRNA 
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NM 001166 


Homo sapiens baculoviral IAP repeat-containing 2 (BIRC2), mRNA 


NM 003399 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 2, membrane-bound 
(XPNPEP2), mRNA 


NM 000541 


Homo sapiens S -antigen; retina and pineal gland (arrestin) (SAG), mRNA 


NM 013262 


Homo sapiens myosin regulatory light chain interacting protein (MIR), mRNA 


NM 005393 


Homo sapiens plexin B3 (PLXNB3), mRNA 


NMJ321098 


Homo sapiens calcium channel, voltage-dependent, alpha 1H subunit 
(CACNA1H), mRNA 


NM 021257 


Homo sapiens neuroglobin (NGB), mRNA 


NM 021253 


Homo sapiens ring finger protein 23 (RNF23), mRNA 


NM 021247 


Homo sapiens protamine 3 (PRM3), mRNA 


NM 021242 


Homo sapiens hypothetical protein STRAIT 1 1499 (STRAIT 1 1499), mRNA 


NM 021238 


Homo sapiens TERA protein (TERA), mRNA 


NM 021223 


Homo sapiens myosin light chain 2a (LOC58498), mRNA 


NM 021221 


Homo sapiens G5b protein (G5B), mRNA 


NM 021210 


Homo sapiens MUM2 protein (MUM2), mRNA 


NM 021208 


Homo sapiens EST- YD 1 protein (EST-YD1), mRNA 


NM 021200 


Homo sapiens PH domain containing protein in retina 1 (PHRET1), mRNA 


NM 021199 


Homo sapiens CGI-44 protein; sulfide dehydrogenase like (yeast) (CGI-44), 
mRNA 


NM 021198 


Homo sapiens nuclear LIM interactor-interacting factor (NLI-IF), mRNA 


NM 021193 


Homo sapiens homeo box D12 (HOXD12), mRNA 


NM 021192 


Homo sapiens homeo box Dl 1 (HOXD1 1), mRNA 


NM 021188 


Homo sapiens clones 23667 and 23775 zinc finger protein (LOC57862), mRNA 


NM 021184 


Homo sapiens G4 protein (G4), mRNA 


NM_021177 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM2), mRNA 


NM 021174 


Homo sapiens p30 DBC protein (LOC57805), mRNA 


NM_021167 


Homo sapiens hypothetical protein WUGSC:H_RG083M05.2 (LOC57798), 
mRNA 


NM 021159 


Homo sapiens RAP1, GTP-GDP dissociation stimulator 1 (RAP1GDS1), mRNA 


NM 021155 

JL JL T JL \J j— t A JL v/ 


Homo saoiens CD209 antieen (CD2Q9*) mRNA 

JL JL VJTJLXJLVy LVUrL/lVllU ^> — \J UXlti-jWVXl I V/JL/irfvy /« IJ-i-LVJ, 1 X X 


NM 021147 


Homo sapiens uracil-DNA glycosylase 2 (UNG2), mRNA 


NM_021140 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, X 
chromosome fUTX) mRNA 


NM 021139 


Homo saniens UDP f?lvcosvltransferase 2 familv nolvnentide B4 rtJGT2B4^ 
mRNA 


NM 021138 


Homo saniens TNTF recentor-associated factor 2 fTR AP2^ mRNA 


NM_021137 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) 
fTNFAIPl") mRNA 

1 JL JL JL -L \ M. 1. _L / ■, A JL JLL V_L 11 1 


NM 021136 


Homo saniens reticulon 1 (RTNl^ mRNA 

UtijJIWAXU 1 VLlVUiVll JL I XX. J. 1 1 1 JLJLJLJLXJL T JL A. 


NM_021135 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 2 (RPS6KA2), 
mRNA 


NM 021133 


Homo sapiens ribonuclease L (2',5 ! -oligoisoadenylate synthetase-dependent) 
(RNASEL), mRNA 


NM 021130 


Homo sapiens peptidylprolyl isomerase A (cyclophilin A) (PPIA), mRNA 


NM 021120 


Homo saniens discs larffe (Drosonhila^ homoloe ^ (neuroendocrine-dlff i 
(DLG3), mRNA 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIP1 1), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP 12), mRNA 


NM 004745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
(DLGAP2), mRNA 


NM_004687 


Homo sapiens myotubularin related protein 4 (MTMR4), mRNA 
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NM 004348 


Homo sapiens runt-related transcription factor 2 (RUNX2), mRNA 


NM 021096 


Homo sapiens calcium channel, voltage-dependent, alpha 1 1 subunit 
(CACNA1I), mRNA 


NM 021105 


Homo sapiens phospholipid scraniblase 1 (PLSCR1), mRNA 


NM 002957 


Homo sapiens retinoid X receptor, alpha (RXRA), mRNA 


NM 006268 


Homo sapiens requiem, apoptosis response zinc finger gene (REQ), mRNA 


NM 001106 


Homo sapiens activin A receptor, type LIB (ACVR2B), mRNA 


NM 001616 


Homo sapiens activin A receptor, type II (ACVR2), mRNA 


NM 001105 


Homo sapiens activin A receptor, type I (ACVR1), mRNA 


NM_005570 


Homo sapiens lectin, mannose-binding, 1 (LMAN1), mRNA 


NM 021083 


Homo saniens TCe1 1 blood oroun nrecursor rN/fcT.eod nhenotvne^ OCIO mRNA 


NM 013258 


Homo saniens anonto sis-associated sneclc-like nrotein containing a CARD 
(ASC), mRNA 


NM 006518 


Homo sapiens small proline-rich protein 2C (SPRR2C), mRNA 


NM 006507 


Homo sapiens regenerating islet-derived 1 beta (pancreatic stone protein, 
pancreatic thread protein) (REG IB), mRNA 


NM 006563 


Homo sapiens Kruppel-like factor 1 (erythroid) (KLF1), mRNA 


NM 006258 


Homo sapiens protein kinase, cGMP-dependent, type I (PRKG1), mRNA 


NM 006353 


Homo saniens hiffh-mobilitv uroun fnonhi stone chromosomal^ nrotein 17 -like 3 

X JLV/llXv/ OU-L/lVilU lllfill lllvL/lllL V gl VUL/ I HV/lUllU tVllV will Vlll V U vlllU-l / L/JL V Lvlll X / lllVV 

(HMG17L3), mRNA 


NM_005987 


Homo sapiens small proline-rich protein 1 A (SPRR1 A), mRNA 


NM 005952 


Homo sapiens metallothionein IX (MT1X), mRNA 


NM 005950 


Homo sapiens metallothionein 1G (MT1G), mRNA 


NM 005699 


Homo sapiens interleukin 18 binding protein (IL18BP), mRNA 


NM 004618 


Homo sapiens topoisomerase (DNA) III alpha (TOP3A), mRNA 


NMJ)01136 


Homo sapiens advanced glycosylation end product-specific receptor (AGER), 
mRNA 


NM 000866 


Homo sapiens 5 -hydro xytrypt amine (serotonin) receptor IF (HTR1F), mRNA 


NM 000637 


Homo sapiens glutathione reductase (GSR), mRNA 


NM 000636 


Homo saniens suneroxide dismutase 2 mitochondrial TSOF)2^ mRNA 


NM_000635 


Homo sapiens regulatory factor X, 2 (influences HLA class II expression) 
(RFX2) mRNA 

1 1V1 _i VjCw I ^ lliXVl 11 X 


NM 000629 


Homo saniens interferon falnha beta and nme?a) recentor 1 fTFNARl^ mRNA 

11V/111V uiik/lwllkj llllvl JLVl Vll ^U-lL/llLi^ UwLU L-L11V1 vylllvCUy X VvvL/ l^V^l X ^Xl X IjI XXX. X J ^ llULVi 11 X 


NM 000625 


Homo saniens nitric oxide svnthase 2 A f inducible henatocvtes^ nSTOS2A^ 

JLlV/lllV kJtlL/lVllQ 111 11 1 v V//Y1V1V U V 11L11UUV X \ 111UUV1 l/lv^ llvL/ULV/v V ItWU / 1 X 1 V*^ k-J^*X X # ^ 

mRNA 


NM_003998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
1 <d 105^ rNFKBn mRNA 


NM 000621 

X i X T X \J \J \J KJ jL^ X 


Homo saniens 5-hvdroxvtrvntamine f serotonin^ recentor 2A rHTR2A^ mRNA 

x.jl\jxxx\j ouuivxiu <-s xxj \j.x\jj\.y u y ij iujixjixj.iv \ ovx \j i>v/xxxxx i a. uvvpiui x-rj. a. ^aa x J 9 xxxxvx ix x 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NOS1), mRNA 


NM 000619 


TTomo saniens interferon cramma fTFr\TCir^ mRTM A 


NM_000617 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters^ member 2 (SLC1 1A2^ mRNA 

11 ClllOUV/l Ivl Oy • lllvllll/wl +^ \ * 1 X X x Is llllVl ii X 


NM 000616 

X ^ XYX. \j \J V/ \J X V-/ 


Homo saniens CD4 antigen Tn55^ (CD4^ mRNA 

11U111U uCtUlvllg V^>- J — s r UllLlgVll \^ J \ V /X_-^ T / ^ llllvl 11 X 


NM_000611 


Homo sapiens CD59 antigen pi 8-20 (antigen identified by monoclonal 
antibodies 16 3A5 EJ16 EJ30 EL32 and G344^ (CD59) mRNA 


NM_000610 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 
(CD44), mRNA 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NM_000597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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NM 000585 

1 > ±YX V V v J O w/ 


TTnmn <5aTYipri«i intp/rlpulcin 1 5 m,1 5^ mRNA 

XXV/lllVJ OdplwlliJ 111 lA-'l 1U L4.XV111 X */ ^XL(i»/ IJLO-LVJ. ^ix ». 


NM 000586 

1 >1VX UuUJ OVJ 


Unmn <2ar»ipn<; "intPFlpiilcin 9 fTT 2^ mR7\TA 

11U11 1 W O d |-J 1 ^11 0 111 L^/l l\s LllVlll 2J ^_I_L/X* llilvi ii ». 


NM 000577 


Homo sapiens interleukm 1 receptor antagonist (EL1RN), riiRNA 


NM 000576 


Tlmnn c^nipnc ■iTrff a T*1f :k ii1riTi 1 T\f»"f"5i f'TT IRi mT?~NTA 

JTXU111U odLJXCXXo IXlLdldXJVlil X 5 UfcLa ^AX-/Xl_>y 5 11 IX VI > .^V 


NM 000574 

XNXV1 Ul/uJ / 1 


TTnmn cnnipriQ Hprnv appplpratino" "FaptnT fnr pnTwnlpmpnt fC~ i T}55 Ornmpr nlnnrl 

XXWlllU oaUlCllO Vlt/L/djf H.VvL'VvXVl dLlllg laULUl 1U1 V/V/111J_/1&111V^11L ^V^J-y^/^/ 3 V^1V/1XX^/X U1UVJV1 

group system) (DAF), mRNA 


NM 000579 


TTnmn ccn^iF'fic in+pflpnV'iTi 10 fTT 1 0 1 mT?7\TA 

XXlJXXXlJ OdjJXCXXo ill LCI XCUJvlXX XV/ y±A-^L\Jj2 111XV1 > /X 


NM 000570 


TTnmn cqt\i puc Th 1 ^ "Frti ompnf n"FTo"(^r Intx/ a'Pfinii'v/ TTTn TPfpntnr "flrvr iPT^il 61 

XXVJlllL/ DdJXlCllo X U XldglllC'llL VXX XgVJ, 1\J W dXXllllLjf XXXU, 1 t<0 t/LJ LVJ1 XVJ1 ^^J_^ X \J ^ 

(FCGR3B i mRNA 

11 V/VJl\w'X> /j XIXLVX^XX 


NM 000567 


Homo sapiens C-reactive protein, pentraxin-related (CRP), mRNA 


1N1VX \J\J\Ju \J\J 


TTnmn «3arwpn<5 T?p fracrmpnt ofTcrO Tii txTi affinitv Ta rpnpntnr for f(~!T)64^ 

XXV/111VJ OdLJlCXlO X V/ 11 U-gillV^llL Ul XgVJ, lllgll ClXXXlllLjf la, 1 V^V-/ V^jJ LUJL XV/X ^Xw/J-^V/T^ 

(FCGR1A), mRNA 


NM 000564 

1 N1VX UUUJU't 


TTnmn ^anipn^i mtpflpnViTi 5 "rpnpntnr altYha fTT 5Tv A^ "mT£~NTA 

X X W 1 1 l\J odL/lvXlo lllLV^l 1L Lllvlll *J 1 wvUlUX j dlUllw ^1 1 <J1VTI.^ 1 1 i 1 VI > ±\. 


NM 000561 

XNXY1 UuvJUl 


TTnmn QanipnQ crliitatTiinnp S»-ti"aTiQfpi*a<3P A/T1 f CtSITIVT 1 ^ mR"NTA 

XXvJlllvJ odLJXwllD glU-LdLlllWllC/ O LI ClllolC/1 Clot/ XVX X ^VJOllvll 11 IX VI > A 


NM_000555 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 

mPNA 


NM 0009Q8 


TTnTnn cqtiiptic i^Arr"i i\7"ci i'f* L^m qcp liir^t* qhH T? T^f - ^ / P1£"T T? 1 m ir*1 par cr^nf^ pnonnino 
XXLIXIIV/ ocLUlCllo jJj'IU.Va.LC JSJLlldaC, liVCl dllLl X\J_>V^ ^X ivl^lv )^ llLXOlCdl gt/llQ C/lldJVXIXlg 

m"if"nr»TinnHTi 51I ■nTnfp'iTi mT?7\FA 

1111 LvJv-'llUllVll XCXl LJXV/LV/lXlj 1 1 IX VJ_ > A 


NM 000959 

1 > 1VX V/V/V/.£#,J 


TTnmn QflniPir? rnvncin VA ^Vi pa w ■nnlvnp'nti Hp 19 mvn\ r in^ fA/IHVOSA^ mT?7^A 
xxvJXiiV/ ouuit'iio iiiywoiii v -ri iiivav y ljv/i y ulu livj.v^ x^/ 9 iiiy w^viixi ixvx x v-/ jt\. / ^ 1 1 ix vx > jlv 


NM 000595 


TTnmn Qanipn<; ■nnta<3^inm iri'wa'rHlv-TPP.tifvi'ncr pTiannpl QiiTi"faTni1v T mpmnPT 1 1 

X X wlllW OdUldlo LJV/ Ldoo 11X111 ill W al Ul V 1 v v 111 Y 111ft vlldllllvlj o IXL/Xdlllll y J ? llXt/lXXL/wX X X 

TKCNJin mRNA 


NM 021090 


Homo sapiens myotubularin related protein 3 (MTMR3), mRNA 


NM 021077 

1 N 1YX \J XV/// 


TTnmn <?ar>ipn<5 npiirompHi'n Ti rNlVTR^ mRNA 

XXV/111VS O <X J_/l wllO llVw L4.1 v/lllv-'VJ.lll JLZ 1 J.V1U 11-LLV1 ^ JT\- 


NM 021068 

X^JXYX V/^/XV/VJO 


TTnmn < Nar)ipn < ? intprfprnn alnlia 4 f TPN A4*i mRNA 

XXVJ111U oajpivllij 111 LV_/1 XV./ 1 VJllj ClljJllCt ~T yXX ±^iJL\rTJ 9 1 1 JUL Vi. > JT\. 


NM 006512 

XlXYX \J\J\J*-J L jLi 


TTnmn ^anipn*? ^ptiitti amvlnifi A4 nnn^titiitivp fSAA4^ mRNA 


NM 006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


TvJA/T 091075 


TTnmn ccimpno "NTAT^iTT r\ f^Ti^i rr\ rn (T^n ci cf» f nmrniinnnp l 'Fl o"\7'/"vt"\"r<~\'f~FM"n ^ i 1 01^"T^\ 
XXUIIIU odpiCIlo IN/A UL! UCliyLLlV/^CIldt>C ^UUlL[U.lilUIlC^ lldVt/pHJLClll J yl\J&AJJ 

iNDTTFV^ ) mRNA 

^X^IX^/v/X V _7 y 3 111XVX > A 


NM 005951 


Homo sapiens metallothionein 1H (MT1H), mRNA 


NM 000330 

X>XYX V/UUJ JU 


TTnmn Q5?niF**nc fF'+inncoTTiQic —] itiI^rH 11 i^/F'ni 1 pi 1 iR£11 i mT^TVJA 

XXUXX1VJ odLJlC/XlO Xt/LllUJoV^llXolo lllllvt/vl ? J U VWllll^ J X \XVOXy 5 111XV1 


NM_005597 


Homo sapiens nuclear factor VC (CCAAT-binding transcription factor) (NFIC), 
mRNA 


NM 005968 

XNXVX VuJZ-UO 


TTnmn ccini f*r\ o. rrnn innr»tinn nrnfpin T^f»^5» S ( pntinpYin ^1 1 i ( C~t iHS i ml? 7*vT A 

XXvJlllV/ odjJlCxlo gd|J J LX1JLV/LXLI11 LJlV/Lt/llX 5 UCXd *J l^V^UXXllt'A.lll J 1.1 j ^VJJXX^J | ? lilXV±>.rv 


NM_004268 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 6 
r77VDi rPRW6i mRNA 

\/ / J\J-S J ^Xvor VJy 5 iixJLVxN-rv 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 

OiJllipiCA, lylaba 11 dllLi^Cll-dbbUt/ldLCLX^ [KsLJ / H), IIxxvlN-rV 


"NTM 0097^0 

INIVI UUZ. / UV/ 


xxUiHO odpiCKo piULCUl IvlIldoC, x -imJvCU. ^X XVXS. 1 J 9 IIllvl>l-r\. 


NMJ)02520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 
fNTPMI i mRNA 


NM 009167 

1N1VX Wv/Z, x vl / 


TTnmn ccmi ^ri c "iriViiTvi+nf nf TiMA T\inrli"nrr ^ Hnmincinf" n<=»CT5iti'\rp» V»P i 1i'Y-1nn'n_Vif : »1iY 
XlVJlllU odpiCIlO IXIIXIUILUX V/X J-JxS£\ UXXXU-XXXg D y UAJXXXXXXdXXl XXCgdLX VC XXCX1A~XL>LIJJ-XXCXXA. 

nrntpin (THI i mRNA 

L/ivjLC'iii ^xx-/j y 5 111XV1 


NM 002028 

1MV1 W/Z*V/^t> 


TTnmn QanipnQ T'aTTipQvl'tTanQ'FpT'aQp f^AA^Tinx - Hpfa ( K NTTTT^ i mT^N^A 

XXV/XX1W OdjXldlo XdlXlCojrlLl dlloXVXdoC, ^sf\JT\*/\. UUAj UL Ld ^X X^J ll/y 5 lllXNXNxA. 


NM_003491 


Homo sapiens N-acetyltransferase 5 homolog of S. cerevisiae ARD1 (ARD1), 
mRNA 

111XVXN jtTl 


"NTM 001770 

X^JXYl V/\J X / t \J 


Hnmo «:anipnd PD1 0 antio-pn TPD1 Q i mRNA 

XXVJ11XVJ OdX/lt-XlO V_^X-/ X dllLlgdl ^V/X/17^j 111XVX > ZV 


NM 001664 


Homo saniens ras homoloe ffene familv member A ( ARHA^ mRNA 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NM_003841 


Homo sapiens tumor necrosis factor receptor superfamily, member 10c 3 decoy 
without an intracellular domain (TNFRSF10C), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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NM 003316 


Homo sapiens tetratricopeptide repeat domain 3 (TTC3), mRNA 


NM_003166 


Homo sapiens sulfotransferase family, cytosolic, 1 A 5 phenol-preferring, member 
3 (SULT1A3), mRNA 


NM_003117 


Homo sapiens sperm adhesion molecule 1 (PH-20 hyaluronidase, zona pellucida 
binding) (SP AMI), mRNA 


NM 002222 


Homo sapiens inositol 1,4,5 -triphosphate receptor, type 1 (ITPR1), mRNA 


NM_001532 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 2 
(SLC29A2), mRNA 


NM 001437 


Homo sapiens estrogen receptor 2 (ER beta} (ESR2). mRNA 


NM 001331 


Homo sapiens catenin (cadherin-associated protein), delta 1 (CTNND1), mRNA 


NM 001307 


Homo sapiens claudin 7 (CLDN7), mRNA 


NM_001194 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 
channel 2 (HCN2), mRNA 


NM 001175 


Homo sapiens Rho GDP dissociation inhibitor (GDI) beta (ARHGDIB), mRNA 


NM 000936 


Homo sapiens pancreatic lipase (PNLIP), mRNA n 


NM 000641 


Homo sapiens interleukin 1 1 (IL1 1), mRNA 


NM 000640 


Homo sapiens interleukin 13 receptor, alpha 2 (IL13RA2), mRNA 


NM 000615 


Homo sapiens neural cell adhesion molecule 1 (NCAM1), mRNA 


NM 000609 


Homo sapiens stromal cell-derived factor 1 (SDF1), mRNA 


NM 000600 


Homo sapiens interleukin 6 (interferon, beta 2) (IL6), mRNA 


NM 000599 


Homo sapiens insulin-like growth factor binding protein 5 (IGFBP5), mRNA 


NM 000590 


Homo sapiens interleukin 9 (IL9), mRNA 


NM 000584 


Homo sapiens interleukin 8 (IL8), mRNA 


NM 000581 


Homo sapiens glutathione peroxidase 1 (GPX1), mRNA 


NM 000560 


Homo sapiens CD53 antigen (CD53), mRNA 


NM 000528 


Homo sapiens mannosidase, alpha, class 2B, member 1 (MAN2B1), mRNA 


NM_000404 


Homo sapiens galactosidase, beta 1 (GLB1), mRNA 


NM_001275 


Homo sapiens chromogranin A (parathyroid secretory protein 1) (CHGA), 
mRNA 


NM 006768 


Homo sapiens BRCA1 associated protein (BRAP), mRNA 


NM 003469 


Homo sapiens secretogramn II (chromogranin C) (SCG2), mRNA 


NM_0 12326 


Homo sapiens microtubule-associated protein, RP/EB family, member 3 
(MAPRE3), mRNA 


NM 021057 


Homo sapiens interferon, alpha 7 (IFNA7), mRNA 


NM 021062 


Homo sapiens H2B histone family, member F (H2BFF), mRNA 


NM 021063 


Homo sapiens H2B histone family, member B (H2BFB), mRNA 


NM 021065 


Homo sapiens H2A histone family, member G (H2AFG), mRNA 


NM_004146 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7 (18kD 
B18) (NDUFB7), mRNA 


NM_001746 


Homo sapiens calnexin (CANX), mRNA 


NM 003661 


Homo sapiens apohpoprotein L (APOL), mRNA 


NM 021052 


Homo sapiens H2A histone family, member A (H2AFA), mRNA 


NM_020988 


Homo sapiens guanine nucleotide binding protein (G protein) alpha activating 
activity polypeptide O (GNAOl), mRNA 


NM_000133 


Homo sapiens coagulation factor IX (plasma thromboplastic component, 
Christmas disease, hemophilia B) (F9), mRNA 


NM 000130 


Homo sapiens coagulation factor V (proaccelerin, labile factor) (F5), mRNA 


NM 001993 


Homo sapiens coagulation factor III (thromboplastin, tissue factor) (F3) mRNA 


NM 020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A, member of RAS oncogene family (RAP2A) mRNA 


NM 021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA 


NM 021026 


Homo sapiens ret finger protein-like 1 (RFPL1), mRNA "1 
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xTA/f no 1 nns 

IN 1V1__UZ lUUo 


T-Trm-irk canipn<3 <jimnre«;<iin frmelear deformed en i dermal autoregulatorv factor- 1 
<T)F AF- 1 WelatecD (SPNi mRNA 

^ t J l 1 /V 1 JL ^ It/ltllVU-y ^UJL > / 5 XXXAXJ-^IAX 




Homo ^aniens B-cell CLL/lvmohoma 7A CBCL7A\ mRNA 


NM 020994 


Homo sapiens cancer/testis antigen 2 (CTAG2), mRNA 


xnvyf no 1 nnn 
INlvl uziuuu 


Unmn onnipnc rn rt iif arv tnmnr-tra n^forrninjj* 3 CP' 1 " I G3^ rtlRNA. 

X1UII1U odpiCllo pilLlxtdl y LL1111IJ1 lldllox^iiAAixxg ~j \x. j. ivjj^ iiirviii. x 


NM 020997 


Homo sapiens left-right determination, factor B (LEFTB), mRNA 


"VTA A no 1 n 1 A 

JNJVL U21U14 


nomo sapiens synovidi bdiuoiiid, ,/v ui cdivijvjxixL j ^ooaj^ 5 iiixvj.^^*. 


"KTIV /f AO 1 A1 < 


XJnm/-4 nor\iAHC Ol m At rl Q 1 C OTP nm 55 l^TF»5ll^r*r\1"n + S 1 1 TT1 Ix iNj A 

nomo sapiens synuvidi ociic/Uixict, -/v ui cajvpunii ^ v.^^-* ^ aj - li - n - l 


NMJ)21007 


Homo sapiens sodium channel, voltage-gated, type II, alpha 2 polypeptide 

f^r'TsJOAO^ TYiPNA 
^ov_^lNZ/\ZJ, IIllxiNrA. 


xta/t no 1 m o 
1N1V1__UZ i u i z 


u AT v, A cnnipno rintQccimn i inw^rHlv-rpntifviTicr cViatmel suhfamilv J. member 12 


NM 020995 


Homo sapiens haptoglobin-related protein (HPR), mRNA 


vnv/r nnni/io 


Tinmn cQmVn c cr\^r»frin Vi^ta prxrfVwac vti c rinnliiHe^ snherocvtosis clinical tvrje 1) 

JLjLOIIIO odUlCIlo oUCL/LIIII, UvLd 3 y till VJO_y LJ.V-' \^111vJLvI.VJ.wc) OjJlXV>l IUJUj viimvui vjrj-/v Ay 

T^PTR^ mTJlNTA 
^oJr 1 13 J ? im\J.>jrv 


xta/t nnon^o 


TTnmn cQr»ip>ric Tiiitntivf^ niiplpar nrofpin riTR HH HB2 1 22^ mR2\TA 

XJLL/lllW odpiCllo jJLlLcXLl V V/ llUvlval LV1 VJ LV^lll ^XllVLLll XJ^j J. X-Z- y, xaajl-vj. ^x *. 


xta/t nm^on 

iNlVl UUi. jZU 


TTrkTi-ir\ cjinipnQ poopin VinnQP 9 beta nolvnetitide ^(^^^1^26^ mRNA 


"NTA/T m QO^O 
IN 1V1__U 1 D Z J Z 


T-Tr\T-n^» conipnc r~ 1 _f\rr»f= k t^r»n1r» inm rl p-n pti H pii t rtafbobvclrate-recoffiiition domain i 

XJ-OIIxO odUlCllo LVL/C I valvlUlll V_lt/ LJ vllU-^llL, veil U>VJl.l_y ctLV^ ivvugmuuu vj-v/J-ixw-xxAy 

lertin ^imerfamilv member 5 fCLECSFS^) mRNA 

ICv Llllj 0 HJJ vl Xdllllljf lllvlllL/vl mj ^v/JjiJV/Ui J 5 il - LLVL1,i *• 


xnvi n?no7R 

iNivi / o 


T-Tnmn ^aniens amvlase alnha 2B* nancreatic rAMY2B > ), mRNA 


JLN1VA VJ>6V/U-)vJ 


TTnmo qanienci 71'nc finder nrotein 275 TZNF275 j« mRNA 


1 N IVx / 


Homo ^aniens anti-Mullerian hormone recentor, type II f AMHR2), mRNA 

1 1 V 3 1 1 m l_*CL jJlvilu Cl 11 Ll lYlUllvl 1U1J, J.iV/1 llXviiv i-w^^w^^WAj jl V /* . 


xr\/f nonQ7A 


Homo «;ar,iens CFGPl nrotein TCEGP1 1 mRNA 

XlWlllvJ OdJJlt/llO VyXjVJl X piUlvUI ^v>J_/VJi 1 /5 11JJ.VJ.1/ 1. 


ATA/f non^Ri 

1N1V1 UZUOol 


xj nrnn canienc; HT01 S nrotein CHT018I mRNA 

XJLvJlllvJ OdjJlt/llo IX JL \J L O piUlvlll ^111 VlUyj XAi-LN-L 11 1. 


"NTA/r non^7^ 

iNlVl UZWD / O 


U nrn A cqTiien^ linage nrotein (1 ,0(^57406^ mRNA 


ivja/t non^70 

1N1V1 UZUO / Z 


u nmn cjar»ien<3 91 00-tvne ralrinm binding nrotein A14 ^LOC57402i. mRNA 

XX VJ" X 1. L\J odJJlWllO U 1 VU l_y |Jv vAlvi Ltlll L/lll^-XXXl^j LJ1 v/Lvlll X i. A T ^J__/V-^N_^^ ' 1 w / J iinvni i 


TsjA/T non^ni 

1N1V1 UZUOOl 


Homo Qartiens a privation -induced cvtidine deaminase fAICDAV mRNA 

X X WlllvJ oaplvllo avLlvaUUli lilU-UvvU v livxiixv uvuiiuiiuov ^x. i.j.>^j_^a. mj-^i. *. 


NM 020657 


Homo sapiens zinc finger protein 304 (ZNF304), mRNA 


iNlVl UZUOjh- 


u n1 Tin cQTiipnQ <?pniTir»/SsTTA/TO-«5npcific nrotease TSENP7^ mRNA 

Xx. VJ 11 odpiCllo ov^llLl 111/ lj \_JXV±V-/— aJJvvlllv ^iiuivaov /A'xx / j 5 xaxju^x "ix x. 


xnv/f noOnA.^ 


Unmn cnr»ipn<5 rpciPrvpH ( ASi(T 3^ mRNA 

J71W111VJ Sd|JlV/AxO 1 C/C5tl VVjU \^i~J IXXXN-L >X X [ 


tsja/t non^An 


Unmn <3ar.ipn<5 RP49 bomoloff TRP42 1 mRNA 

X J_VJ111V_» oapivllo 1V1 *T-^» IIWIXXV^X v/ g, ^ivx - r^y, xxxx-vx^x x 


AjA/r non^i^Q 


Ho-mn cflnipn c ariVvriri rpnpat domain ^ f ANKRf)3^ mRNA 

X XU111VJ OdjJlt/llO dllJVyXXXl IvL/Vdl- VJ.W1XXCXXX1 *J \± XX. ^ XVlViy / ? UJlvilll 


"NTA/T non^»^9 

IN 1V1_UZU Oj Z 


Unrnn Qar.ipn<i AXPa<?p Hr+Vtran^nortinff Ivsosomal noncatalvtic accessory 

X XWllAvJ odplvilij Xi- X J. aotj X -L\ ■ ^ Ll CIIIljJ^xWX LXllgjj ljf OV/OvlllUlj iiviivuiuijf nv uvvvuuv/ij 

nrotein 1 R TATP6N1 mRNA 

\j ltlll i j_> ^n.11 xxjjy xxjxvx. > x x 


NM 020648 


Homo sapiens twisted gastrulation (TSG), mRNA 


iNlvl U107/U 


TJ nTY1 rt cd-niPTic (~r TvrotFMri -Pril lTi1 pd rpppritnr rGPRS^i TTlRNA 
XxOHxU odpiCllo VJ JJILILdll -L/ULitJlCxl. iC/^/t/jJUUi O ~J ivu J y 5 iiuvx^x i. 


1N1V1 UUJ7U1 


U^mA cciriipnc ctVhi n crnci np-l -.nbnQTibatp 1va <?P 1 ( SsCrPT ,1 ^ mRNA 

XxOIXlO SdpiCIlo opillxl^OolllC x IJIUJo LJlldlt' ijdot 1 V - L,J -y? ixxx-vx-sx^. 


TsjAyf n 1 A9Q9 
IN 1VJL \J 1 *+Zr yz, 


Unmn ccinif^nQ r'Virp.n inViOX ViifimoloO" fi if CI B^Cfi^ mRNA 

XxWllHJ odjJlCllo V^lll UillUUUA lldxllWlCg, VJ \\^XJ^\-\J Jy llJX\x^ J. 


xTA/f nn^7^s 


Unmn QanipnQ bnmpo box A 9 rHOXA2^ mRNA 

xJUJlIlL/ odlJlCllo llvJlllC^vJ UUA xx xj ^llv/XViXXj xxxx'vx. >x x 


NM_0 19041 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 


TsJIV/f n 1 AAO 8 
1N1V1 U 1 'rtZO 


Unmn com'pn c ticrVit innptioTi Tirnf P 1T*l ^ fvcvrifi OPPllldenS 3^ (TIPS J mRJSTA 

XTUXIIO odpiCllo LlgllL J U.llC/txVJXl LJ1 l_JXC/ll± -J \^£j\JXICI UvvlUUvllO -J J \J-JX xxxx^x^xx 


xnv/r nonA^^; 

INlVl UZU'+OO 


Unmn csirnpnQ bvnotbptipal nrotpin dTI 9908 2 TDT1220 8 2^ mRNA 


XTA/f nonAAR 


Unmn canipnQ Wnnfbptipal nrofpin dT46202'i 2 (DT462023 2"i mRNA 


"NJA/T nonAO^ 

IN 1V1_U Z LM-Z D 


Unmn ccmipno "h\motbptipa1 nrofpin F)KF7n5R6E 1 923 iDKFZP586E1923^ 
jtiorno sapiens nypoLiicLiL/di pujucni x/ivi ^p-j ovji_/ i y ^ivi xji ^uuixiy^jy, 

mRNA 


NM 020424 


Homo sapiens hypothetical protein A-21 1C6.1 (LOC57149), lriRNA 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019), mRNA 


NM 019897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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NM 019605 


Homo sapiens hypothetical protein (DJ667H12.2), mRNA 


NM 019601 


Homo sapiens Sushi domain (SCR repeat) containing (BK65A6.2), mRNA 


NM 018433 


Homo sapiens putative zinc finger protein (LOC55818), mRNA 


NM 019095 


Homo sapiens hypothetical protein (LOC54675), mRNA 


NM 019089 


Homo sapiens hairy and enhancer of split (Drosophila) homolog 2 (HES2), 
mRNA 


NM 018982 

x i J.VX v i vj^* 


Homo sapiens hypothetical protein (DJ167A19.1), mRNA 


NM 018974 

JL > XYJL VJILV 1 i 


Homo sapiens unc93 (C.elegans) homolog A (UNC93A), mRNA 


NM 014499 


Homo sapiens putative purinergic receptor (P2Y10), mRNA 


NM 020530 


Homo sapiens onco statin M (OSM), mRNA 


NM 020529 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, alpha (NFKBIA), mRNA 


NM 014204 


Homo sapiens BCL2-related ovarian killer (BOK), mRNA 


NM 020527 


Homo sapiens HUG1 gene (HUG1), mRNA 


NM 006093 


Homo sapiens proteoglycan 3 (PRG3), mRNA 


NM 020533 


Homo sapiens mucolipin 1 (MCOLN1), mRNA 


NM 007345 


Homo sapiens zinc finger protein 236 (ZNF236), mRNA 


NM 002217 


Homo sapiens pre-alpha (globulin) inhibitor, H3 polypeptide (ITLH3), mRNA 


NM 018693 


Homo sapiens vitiligo-associated protein VTT-1 (VIT1), mRNA 


NM 006777 

X > XV JL \J\J\J 1 1 I 


Homo sapiens Kaiso (ZNF-kaiso), mRNA 


NM 020436 


Homo sapiens similar to SALL1 (sal (Drosophila)-like (LOC57167), mRNA 


NM 020142 

XNJ.VJL V/^VJ 1 X ii( 


Homo sapiens NADH:ubiquinone oxidoreductase MLRQ subunit homolog 
(LOC56901), mRNA 


NM 020123 


Homo sapiens endomembrane protein emp70 precursor isolog (LOC56889), 
mRNA 


NM 018845 


Homo sapiens stromal cell protein (LOC55974), mRNA 


NM 018842 


Homo sapiens insulin receptor tyrosine kinase substrate (LOC55971), mRNA 


NM 018841 


Homo sapiens G-protein gamma- 12 subunit (LOC55970), mRNA 


NM 018839 


Homo sapiens p47 protein (LOC55968), mRNA 


NM 016352 


Homo sapiens carboxypeptidase A3 (LOC51200), mRNA 


NM 016302 


Homo sapiens protein x 0001 (LOC51 185), mRNA 


NM 014332 


Homo sapiens small muscle protein, X-linked (SMPX), mRNA 


NM 018948 

X i X V JL \J X w y r 


Homo sapiens Gene 33/Mig-6 (MIG-6), mRNA 


NM 014587 


Homo sapiens SRY (sex determining region Y)-box 8 (SOX8), mRNA 


NM 005745 


Homo sapiens accessory proteins BAP31/BAP29 (DXS1357E), mRNA 


NM 001094 


Homo sapiens amilori de-sensitive cation channel 1 , neuronal (degenerin) 
(ACCN1), mRNA 


NM 019609 


Homo sapiens metallocarboxypeptidase CPX-1 (CPX-1), mRNA 


NM 018844 


Homo sapiens B-cell receptor-associated protein BAP29 (BAP29), mRNA 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 


NM 016418 


Homo sapiens clone FLB5214 (LOC51219), mRNA 


"MM 016^01 


Homo saniens nrotein x 0004 (XOC5 1 1 84") mRNA 


■vnv/f 01^187 

IN IVA. Wl jjO / 


Homo ^atiiens nhiniiinol-cvtochrome c reductase comolex (7 .2 kD) (T3SPC051), 
mRNA 


NM 090469 


Homo ^aniens ABO blood K?rour) (transferase A, aloha 1-3-N- 
acetylgalactosaminyl transferase; transferase B, alpha 1-3-galactosyltransferase) 
(ABO), mRNA 


NM 020445 


Homo sapiens actin-related protein 3-beta (ARP3BETA), mRNA 


NM 020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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JNJVL UZU4UO 


u nTTin canipnc aaI vex/them in rubra vera 1 * cell surface receDtor (PRVl^ mRNA 


JNJVL_UZU D / / 


TTntrm nn^'pnc nx/ctf^inA/l lf»nVntripnp rv?T TO recentor' cDNAPSEC0146 from 
clone PLACE1006979 (LOC57105), mRNA 


JNJVL 0203:0 


Un-mn nn^ianc UDp AP9H cV»Ar+ fnmi /T 0(^7000^^ niRNA 

xlomo sapiens ril\Ji /Vr zu snort loiTii ^±_,v^v_^j /yjyxjj^ nirvi>^ 


"XTA 4" AOHQCn 

JNM 02U3DU 


Tjs^ry-,^ oonianc ATT? A T> -r»T*r*+pn*n ^ ATT? AP^ nVRTsJA 

rlomo sapiens /\ i xvrvi protein 1 in^ajl nuviN^-v 


"TvTA/T AOAQQA 


TJnmA coniAno A T? 1 1 A nrAtpin f A V 1 S0 1 4^ nYRr\TA 
Jtlomo sapiens /\jt i jqin- protein \i\Jl ij^i^, iiir\j/N/-v 


JNJVL UzUjoo 


TT ArnA conipnc rli crimfpr r\"F ci 1 ptip in cr 10 f SI A £s 1 C\\ mRTNA 

xiomo sapiens uisruptci ui oiieiii->iiig iw ^o-rv-Lsiuy, n.uvj.'N.rv 


NM_020344 


Jtlomo sapiens soiute carrier iamny z*+ ^souiuiii/potdobiuiii/udioiuiii c^ondii^c* j 9 

mf-mhpr 9 ^QT P94 A9^ rnRNA 


iNivi uzu^yo 


TTAmA oanienQ UPT 9 J ike 10 rannntosis facilitator'! fBCL2L10^ mRNA 


"MA/T 0901£zl 


"Rattia Qanien<? Alfmdin 2 (CJ DN2^ mRNA 


TvTA/T 0079A0 
1N1V1 UU/ZOU 


TJrk-mrk conipnc lAz-QAiVhAC-nTiAlinaQP TT YT**T A 2^ mRNA 


xTAyf ooo^oo 


Tj Atrin canipri c r > ViArAir1f i rPTriia TT?ar*i escort nrotein ^l rdT-TTVl^ mRNA 


XTAyT fini OQzl 

iNivi uuiyy^f 


TJ nrnn oonipnc aaq mil afi ATI fa Pt Ar "X^TTT R "A a1 VTJ P, A tl H TP1 TTlRNA 


NM 000129 


Homo sapiens coagulation factor XIII, Al polypeptide (F13A1), mRNA 


JNJVL UULDUj 


TT A1YIA canipnc r»r\a mil citi An i^^ninv ^TTT /TTatTPmfm factor^ ^T^ 1 9^ mRNA 

xxomo sapiens c-oaguicitujii jlo-L/uji yvu. lvji ^ ^j. x^j, iiix.vi>^v 


NM 000504 


Homo sapiens coagulation factor X (F10) 5 mRNA 


JNM OOzoOy 


rlomo sapiens ijrnx-iiKe i ^jl^ivjla.j-^1 j, rriiviN r\ 


NMJXU300 


Homo sapiens core promoter element binding protein (COPEB), mRNA 


"XT"\ K A11AOA 

NM_0 12089 


Homo sapiens AiJr-DinQing cassene, suu-idmiiy d \l\lljxsj i r\± j, ixicmuci iu 
^/\j3v_.Jd x\j), nuciear gene enoocxiiig iiiiLUL/nuiiuiiai piuicui, iiiivinxa. 


XTTVvT A AT 1 CO 

NM_00 /188 


xlomo sapiens x^iJr-Dinaing casseue, suD-iamiiy j_> ^iviju'xv/ li^jt), incinuci o 
(^/Vdv-JjoJ, nuciear gene encoding miLouiiuiiuiidi piutcui, iiixsj.>jxi. 


NM_00oooy 


rlomo sapiens /\iJr-Dinamg cassexre, suu-idmiiy r> ^ivii^xsj ls\t j s iiicinuci u 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


JNM 001216 


rlomo sapiens caroonic annyarase j-a. sjjjsi\i\. 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


"VTA A~ AA 1 O 1 O 

NM 001218 


Homo sapiens carbonic anhydrase XII (CA12), mRNA 


JNM 0U121 / 


rlomo sapiens carDonic annyarase j^i \y,i\L ij s irixviN/A. 


NM_006384 


Homo sapiens calcium and integrin binding protein (DNA-dependent protein 
Jcmase interacting protemji ^oirz-zoj, inrviN/\ 


NM_0 16734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protein) 

(rA.\j J, mKJN/\ 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 


NM_004482 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgaiactosaminyitransierase j ^vjairN/\c-i ^^j/\±^i> ±~>j, nirviN/^ 


JNM_00448 1 


rlomo sapiens uiJr-rN-aceryi-aipna-i^-gaiaciosdminc.puiypcpLiuc in- 

Qr>^+T/1rro1cir»trkQdTnin\7lfranQfpTnQp 9 ^fralTsT Af-T9^ ^0 AT NT2^ mRNA 
aCeXyigaiaCtOodllllliy ILIdllolCIdoC X ^vJdliN.jrW x ^ j \\JJr^-x~'xy x^j) xxxx\*xyr\. 


NM 000512 


Homo sapiens galactosamine (N-acetyl)- 6 -sulfate sulfatase (Morquio syndrome, 

tv,, t a roo r»r«Ti civa r\ r\d c -Hm^ TX/A^ /f~Tr A T 7\T.^»^ mP"\TA 

rnucopoiy sdccxidi lLiotsio type x\ s\j ^vjxtjl/ino^, 




TJrtmA oor»ipnc rro 1 QptACP_Zl_pninipr^ cp T Tl)P— (it AT H . I TIT rv IN A 
rlOmO SapiCIlo gdldL/HJk>C-H-~Cpj.IllCIdc>C'5 Ul/r- v^VJ^ I /I iiuvJ.'NiT. 


"NTA/T AO A1 1 A 

JNJVL UZUJ1U 


T-T^t^-krt omipnc A/f A Y T^inrlinfr nrnfpin /TVyTTSinT^ mT?TsJA 

riomo sapienb ivi-rwv uinu.mg piuLcni ^ivxin i iiuvl^x^. 


"NTA/f AA/TO CA 

JNM UUdZjU 


TTnyvin notAiAnc f\rv\1-in£* -ri r»Vi -r\r*/-*T<=»i-n TTq P>TTT ci llrfcimi 1 A7 1 (PR rTI I TTIKTST A 

Homo sapiens pronne-ricn proxem naeni buuidiiniy i iiiru.^^v 


JNM_UUD 104 


TJ™-r*r\ conipno ATP KinrJinrr paocpttp en A-T?imi1v ( AT 1^)^ meiTlbpr 9 ( AT5(~!T~)2 > i 

rlomo sapiens -r\.j.jr-Dincnng cassette, otiu-idiiiiiy xj yr^xx^x^ j , xus^xxiu^x z, v.-^^-^^ ^ /? 

mPTSJA 

rnjvrN/\ 


NM 020300 


Homo sapiens microsomal glutathione S-transferase 1 (MGST1), mRNA 


MM" 00079& 


TTAmA danipn 1 ? oalcitnTi in -related no! vn en tide beta fCALCB), mRNA 


NM 020127 


Homo sapiens tuftelin 1 (TUFT1), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NM_020203 


Homo sapiens matrix, extracellular phosphoglycoprotein with AS ARM motif 
(bone) (MEPE), mRNA 
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isnvr 020231 


Homo sapiens x 010 protein (MDS010), mRNA 


NM 020132 

X NXVX \JZs\JX*JxJ 


Homo sapiens lysophosphatidic acid acyltransferase-gammal (LPAAT- 
gammal), mRNA 


NM 020246 


Homo sapiens cation-chloride cotransporter-interacting protein (LOC56996), 
mRNA 


NM 020243 


Homo sapiens mitochondrial import receptor Tom22 (LOC56993), mRNA 


NM 020240 


Homo sapiens non-kinase Cdc42 effector protein SPEC2 (LOC56990), mRNA 


NM 020184 


Homo sapiens ancient conserved domain protein 4 (LOC56939), mRNA 


NM 020178 


Homo sapiens Carbonic anhydrase-related protein 10 (LOC56934), mRNA 


NM 020155 


Homo sapiens chromosome 1 1 hypothetical protein ORF4 (LOC56834), mRNA 


NM 020179 

X>lXYX \J jL*\J x i 


Homo samens FN5 nrotein (FN5V mRNA 


"MM 0201 87 

1NXVX \J£*\J XQ / 


Homo saniens DC 12 nrotein (DC 12V mRNA 


NM_020156 


Homo sapiens corel UDP-galactose:N-acetylgalactosamine-alpha-Rbeta 1,3- 
1 a cto«;vl tran sferase (CI GALT 1 ; mRNA 


NM 000^52 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 8 
(ABCC8) mRNA 


NM 000374 


Homo sapiens uroporphyrinogen decarboxylase (UROD), mRNA 


NM 002872 


Homo sapiens ras-related C3 botulinum toxin substrate 2 (rho family, small GTP 
binding protein Rac2) (RAC2), mRNA 


NM 004152 


Homo sapiens ornithine decarboxylase antizyme 1 (OAZ1), mRNA 


NM 002527 


Homo sapiens neurotrophin 3 (NTF3), mRNA 


NM 002295 


Homo sapiens laminin receptor 1 (67kD, ribosomal protein SA) (LAMR1), 
mRNA 


NM 002293 


Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMC1), mRNA 


NM 002292 


Homo sapiens laminin, beta 2 (laminin S) (LAMB 2), mRNA 


NM 002290 


Homo sapiens laminin, alpha 4 (LAMA4), mRNA 


NM 006192 

X > XYX \J v/VJ X 


Homo sarnens nairedbox eene 1 (PAX IV mRNA 


NM 019896 


Homo sapiens DNA polymerase epsilon pl2 subunit (P12), mRNA 


XNIVX \)\J\J*J OJ 


TTnmo «:arnen«; Qroun-snecific conroonent (vitamin D binding nrotenf) (GO, 
mRNA 


"MM 01Q8Q1 

X^ XVX Uly071 


Homo <?anien«; endoplasmic reticulum oxidoreductin 1-Lbeta (EROl-LXBETAY), 
mRNA 


"NTM 00670S 

XNIVX vv/U/uJ 


Hnmo <?anien<3 orowtVi arrest and ON A -damage -inducible, eamma (GADD45GV 

i X.V_^XXx\_/ oClUlwllO f-\*- KJ VV l#XX till vOt IJyllvX JL/JL X VJ-vill Xv4.^^ V/ j„ljiuuvi l^a vj ^kviixiiAM \^ *— ■ — ^ • ^- j 5 

mRNA 


XNIVX \J\J x Zsz**1r 


Hnmn ^aniens orowth arrest and DNA-damaee-inducible. alt)ha (GADD45A), 
mRNA 


"MM 019844 

XNXYX \J X O' 1 T 


Homo sapiens solute carrier family 21 (organic anion transporter), member 8 
(SLC21A8),mRNA 


NM 019644 


Homo sapiens testis-specific ankyrin motif containing protein (LOC5631 1), 
mRNA 


NM_0 19842 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 5 
(KCN05 / mRNA 


NM_0 12281 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
2 (KCND2 1 mRNA 


NM 019857 


Homo sapiens CTP synthase II (CTPS2), mRNA 


NM 019R39 


Unmn Qanipnc Cf^vpn transmembrane renentor TiT J ,TR2* leuk"Otriene B4 recentor 

XXLllIHJ OU.UJ.CilO ot V til LL ClXioJ.llt'lXAU'X dlAV^ IWvvpiUl XJ X-i X J. , ivuiwuivuw r a vvvjjuv/i 

BLT2 (BLTR2), mRNA 


NM_005757 


Homo sapiens C3H-type zinc finger protein; similar to D. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NM 004683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 


Homo sapiens interleukin-1 homolog 1 (IL-1H1), mRNA 


MM 018950 

xNxYJL V/IO^^/V/ 


Homo sapiens major histocompatibility complex, class I, F (HLA-F), mRNA 


NM 019610 


Homo saoiens hvoothetical protein 669 (LOC56267), mRNA 


NM 000S2^ 


Homo sapiens homeo box D13 (HOXD13), mRNA 


NM 019607 
xnxyx vj jl i 


Homo sapiens hypothetical protein FLJ1 1267 (FLJ1 1267), iriRNA 


NM 019604 

X >Xvx \J x yuui - 


Homo sapiens class-I MHC-restricted T cell associated molecule (CRT AM), 
mRNA 


NM 012328 


Homo sapiens microvascular endothelial differentiation gene 1 (MDG1), mRNA 


NM 013303 


Homo sapiens fetal hypothetical protein (HSU84971), mRNA 


"NTM 013298 


Homo sapiens hypothetical protein (HSU79252), mRNA 


X>J XYX Ul J JOU 


Homo sapiens hypothetical protein (DKFZp586G0123), mRNA 


nm 01 ^^1 ^ 

IN XV-L \J X 1 ~> 


Homo sapiens hypothetical protein (AF060862), mRNA 


TsJA/f 010116 


Unmn <2anien<; similar to ubiauitin binding t>rotein (TJBPH), mRNA 


NM_0 18961 


Homo sapiens ubiquitin associated and SH3 domain containing, A (UBASH3 A), 
mRNA 

ixxjLvx > yx 


mm 018968 

XNXVJL \J X KJ^7\J\J 


Homo sapiens syntrophin, gamma 2 (SNTG2), mRNA 


NM 018967 

XNXYA U107VJ/ 


Homo sapiens syntrophin, gamma 1 (SNTG1), mRNA 


MM 018969 

xnxya uioyvy 


Homo sapiens super conserved receptor expressed in brain 3 (SREB3), mRNA 


NM 018964 

x>xvjl u ioyv^ 


Homo sapiens solute carrier family 37 (glycerol-3 -phosphate transporter), 
member 1 (SLC37A1), mRNA 


NM 018945 


Homo sapiens phosphodiesterase 7B (PDE7B), mRNA 


NM 019066 


Homo sapiens MAGE-like 2 (MAGEL2), mRNA 


NM 019060 

XlXVA \J \*^r\J\J\J 


Homo sapiens NTCE-1 protein (NICE-1), mRNA 


NM 019099 

X > X VX \J X ^ V/ w 


Homo sapiens hypothetical protein (LOC55924), mRNA 


NM 019003 


Homo sapiens spindlin-like (LOC54466), mRNA 


NM 018952 


Homo sapiens homeo box B6 (HOXB6), mRNA 


NM 018951 


Homo sapiens homeo box A10 (HOXA10), mRNA 


NM 018942 

X^xvx v i uy i *< 


Homo sapiens homeo box (H6 family) 1 (HMX1), mRNA 


NM 019109 


Homo sapiens beta- 1,4 mannosy transferase (HMT-1), mRNA 


NM 019052 


Homo sapiens HCR (a-helix coiled-coil rod homologue) (HCR), mRNA 


NM 018985 

X > xvx u i uy 


Homo sapiens hypothetical protein (HCGIV.9), mRNA 


NM 019096 


Homo sapiens GTP binding protein 2 (GTPBP2), mRNA 


NM 018949 


Homo sapiens G protein-coupled receptor 14 (GPR14), mRNA 


NM 019048 

X > XVX \J X Vy ™ O 


Homo sapiens hypothetical protein (FLJ20752), mRNA 


NM 019086 

X>-LV.L V_/ i y vUVJ 


Homo sapiens hypothetical protein FLJ20674 (FLJ20674), mRNA 


NM 019040 


Homo sapiens hypothetical protein (FLJ20498), mRNA 


NM 018988 


Homo sapiens hypothetical protein (FLJ20330), mRNA 


NM 019005 


Homo sapiens hypothetical protein (FLJ20323), mRNA 


NM 019027 


Homo sapiens hypothetical protein (FLJ20273), mRNA 


NM 019008 


Homo sapiens hypothetical protein (FLJ20232), mRNA 


NM 019000 


Homo sapiens hypothetical protein (FLJ20152), mRNA 


NM 019087 


Homo sapiens hypothetical protein FLJ20051 (FLJ20051), mRNA 


NM 018996 

X ^ XVJL \J X KJ J \J 


Homo sapiens hypothetical protein (FLJ20015), mRNA 


NM 019021 


Homo sapiens hypothetical protein (FLJ20010), mRNA 


NM 019018 

X^ xvx viyuiu 


Homo sapiens hypothetical protein (FLJ1 1 127), mRNA 


NM 019084 


Homo sapiens hypothetical protein FLJ10895 (FLJ10895), mRNA 


NM 019070 


Homo sapiens hypothetical protein (FLJ10432), mRNA 


NM 019088 


Homo sapiens hypothetical protein F23149 1 (F23149 1), mRNA 


NM 019002 


Homo sapiens ETAA16 protein (ETAA16), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2), mRNA 


NM_0 18973 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), 
mRNA 
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NM„_0 18959 


Homo sapiens DAZ associated protein 1 (DAZAP1), mRNA 


TsTM* 019098 


Homo sapiens cyclic nucleotide gated channel beta 3 (CNGB3), mRNA 


IN IV J. V,' JL 07 JU 


Homo sapiens chromosome 15 open reading frame 2 (C150RF2), mRNA 


NM 000379 


Homo sapiens xanthene dehydrogenase (XDH), mRNA 


"MM 000S59 


TTnmo <?aniens von Willebrand factor (VWF), mRNA 


NMJJ00362 


Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, 
n^eiidoinflammatorvi CTIMP3 » mRNA 

pijv LXVJ.WXXXX 1CXXXXXXXCX UWX jf J ^ X X1T J.J. "^/J A11AVL 1,4 *■ 




Homo sapiens tissue inhibitor of metalloproteinase 2 (TTMP2), mRNA 


NM_003001 


Homo sapiens succinate dehydrogenase complex, subunit C, integral membrane 
nrrvtHn 1 SVD fSir)H(Tl nuclear ffene encoding mitochondrial r>rotein, mRNA 


NM_003000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (Ip) 
f^TYHHR i nnrlpar opup encoding mitochondrial orotein mRNA 

1 iJlynD J} llLiL/lC'Clx gvliv V-/XXwWvXXXXgj XXXI iajv/xx\jxx\j.x xcxx ^ji. uiviii) xxxjln-l ^ix *. 


INIYL UUD/^+O 


TTomn canipn«i sterol -P4-methv1 oxidase-like fSC4MOIA mRNA 


IN 1YJL_U UOoDU 


u nrnn cQrn'pTiQ mitnHve frTP-hindinff nrotein similar to RAY/RAB1C fRAYL\ 

XHJlllvJ SaUlCllo LJ IX Lex LX V vJ ix L'xxxvxxxxg LyxvjLVvxxx ouiiiiai lv^ a-x-c x. j. / x.n-i x v^-^- 1 *■ * J ? 

mRNA 


TsTM 000^31 


Homo sapiens ornithine carbamoyltransferase (OTC), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000607 


Homo sapiens orosomucoid 1 (ORM1), mRNA 


NM 002538 

X > XYx. \J\J^j*s-J\J 


Homo sapiens occludin (OCLN), mRNA 


NM 002301 


Homo sapiens lactate dehydrogenase C (LDHC), transcript variant 1, mRNA 


NM 017448 


Homo sapiens lactate dehydrogenase C (LDHC), transcript variant 2, mRNA 


NM 000892 


Homo sapiens kallikrein B, plasma (Fletcher factor) 1 (KLKB1), mRNA 


NM 002193 

X,>XYX \J\J£* J. / J 


Homo sapiens inhibin, beta B (activin AB beta polypeptide) (USTHBB), mRNA 


NM 002191 

X>XYX UV/i6 iy i 


Homo sapiens inhibin, alpha (INHA), mRNA 


NM 002015 


Homo sapiens forkhead box Ol A (rhabdomyosarcoma) (FOXOl A), mRNA 


NM 004473 


Homo sapiens forkhead box El (thyroid transcription factor 2) (FOXE1), mRNA 


"MM 000804 


Homo sapiens folate receptor 3 (gamma) (FOLR3), mRNA 


NM 000803 


Homo sapiens folate receptor 2 (fetal) (FOLR2), mRNA 


N1VT 00474? 

lNJLVx \J\J'~r / tZ, 


TTomo <3arriem 13AT1 -associated nrotein 1 fBAIAPl\ mRNA 


INJLVX 


TTnmn Qa"niP"nc: annanofiTi ^ ( AOP3^ mRNA 


TsTM" 0071 89 
INxVl \J\J / lOZ, 


TTomn danipn«? T^ac; association rRalODS/AF-6^ domain familv 1 fRASSFl), 
mRNA 

XX XX.VX > Xi. 


NM_0 18941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 
mental retardation* fCLN8^ mRNA 

XXXwXXLCXX X V-/ LCXX vXCXl-X Wl LJ ^v^XJl "'-'/j 111XVX x 


"MM 016936 


T-Tomo saTjiens ubinuclein 1 HTBNl^ mRNA 


TsTM 019406 


Homo sai liens PR domain containing 4 TPRDM4V mRNA 


"NM 01879R 


TTomo saniens mvosin 5C (M YO 5 mRNA 


NM 017540 


Homo sapiens hypothetical protein DKFZp586H0623 (DKFZp586H0623), 
mRNA 


NM 018651 


Homo sapiens zinc finger protein (ZFP), mRNA 


NM 017503 


Homo sapiens surfeit 2 (SURF2), mRNA 


NM 018419 


Homo sapiens SRY (sex determining region Y)-box 18 (SOX18), mRNA 


NM 018427 


Homo sapiens RNA polymerase I transcription factor RRN3 (RRN3), mRNA 


NM 018545 


Homo sapiens hypothetical protein PR02955 (PR02955), mRNA 


NM 018525 


Homo sapiens hypothetical protein PR02369 (PR02369), mRNA 


NM 018520 


Homo saniens hvnothetical nrotein PR02268 (PR02268), mRNA 


NM 018605 


Homo sapiens hypothetical protein PR01777 (PR01777), mRNA 


NM 018573 


Homo sapiens hypothetical protein PRO1068 (PRO1068), mRNA 


NM 018572 


Homo sapiens hypothetical protein PRO1051 (PRO1051), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO0971 (PRO0971), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0800), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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NM 018699 


Homo sapiens PR domain containing 5 (PRDM5), mRNA 


NM 017534 


Homo sapiens myosin, heavy polypeptide 2, skeletal muscle, adult (MYH2), 
mRNA 


NM_0 18461 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS026 (MDS026), mRNA 


NM 018559 


Homo sapiens lipopolvsaccharide specific response-7 protein (LSR7), mRNA 


NM 018694 ! 


Homo sapiens HSVI binding protein (LOC55913), mRNA 


NM 018663 


Homo sapiens 22kDa peroxisomal membrane protein-like (LOC55895), mRNA 


NM 018640 


Homo sapiens neuronal specific transcription factor DAT1 (LOC55885), mRNA 


NM 018639 


Homo sapiens CS box-containing WD protein (LOC55884), mRNA 


NM 018449 


Homo sapiens AD-012 protein (LOC55833), mRNA 


NMJU8658 


Homo sapiens potassium inwardly-rectifying channel, subfamily J 5 member 16 
(KCNJ16),mRNA 


NM 018671 


Homo sapiens hypothetical protein (IRO039700), mRNA 


NM 018439 


Homo sapiens hypothetical protein IMPACT (IMPACT), mRNA 


NM 017521 


Homo sapiens FEV protein (HSRNAPEV), mRNA 


NM 017526 


Homo sapiens leptin receptor gene-related protein (HSOBRGRP), mRNA 


NM 017513 


Homo sapiens metaphase chromosome protein 1 (HSMCR30), mRNA 


NM 017532 


Homo sapiens p65 protein (HSAJ2425), mRNA 


NM 018682 


Homo sapiens hypothetical protein HDCMC04P (HDCMC04P), mRNA 


NM 018680 


Homo sapiens hypothetical protein HDCGC21P (HDCGC21P), mRNA 


NM 018428 


Homo sapiens hepatocellular carcinoma-associated antigen 66 (HCA66), mRNA 


NM 017528 


Homo sapiens putative methyltransferase (HASJ4442), mRNA 


NM 017964 


Homo sapiens hypotheticalprotein FLJ20837 (FLJ20837), mRNA 


NM 017952 


Homo sapiens hypothetical protein FLJ20758 (FLJ20758), mRNA 


NM 017936 


Homo sapiens hypothetical protein FLJ20707 (FLJ20707), mRNA 


NM 017933 


Homo sapiens hypothetical protein FLJ20701 (FLJ20701), mRNA 


NM 017931 


Homo sapiens hypothetical protein FLJ20699 (FLJ20699), mRNA 


NM 017911 


Homo sapiens hypothetical protein FLJ20635 (FLJ20635), mRNA 


NM 017898 


Homo sapiens hypothetical protein FLJ20605 (FLJ20605), mRNA 


NM 017888 


Homo sapiens hypothetical protein FLJ20581 (FLJ20581), mRNA 


NM 017865 


Homo sapiens hypothetical protein FLJ20531 (FLJ20531), mRNA 


NM 017855 


Homo sapiens hypothetical protein FLJ20513 (FLJ20513), mRNA 


NM 017849 


Homo sapiens hypothetical protein FLJ20507 (FLJ20507), mRNA 


NM 017845 


Homo sapiens hypothetical protein FLJ20502 (FLJ20502), mRNA 


NM 017842 


Homo sapiens hypothetical protein FLJ20489 (FLJ20489), mRNA 


NM 017820 


Homo sapiens hypothetical protein FLJ20433 (FLJ20433), mRNA 


NM 017806 


Homo sapiens hypothetical protein FLJ20406 (FLJ20406), mRNA 


NM 017800 


Homo sapiens hypothetical protein FLJ20393 (FLJ20393), mRNA 


NM 017795 


Homo sapiens hypothetical protein FLJ20378 (FLJ20378), mRNA 


NM 017794 


Homo sapiens hypothetical protein FLJ20375 (FLJ20375), mRNA 


NM 017768 


Homo sapiens hypothetical protein FLJ20331 (FLJ20331), mRNA 


NM 017757 


Homo sapiens hypothetical protein FLJ20307 (FLJ20307), mRNA 


NM 017749 


Homo sapiens hypothetical protein FLJ20294 (FLJ20294), mRNA 


NM 017733 


Homo sapiens hypothetical protein FLJ20265 (FLJ20265), mRNA 


NM 017732 


Homo sapiens hypothetical protein FLJ20262 (FLJ20262), mRNA 


NM 017730 


Homo sapiens hypothetical protein FLJ20259 (FLJ20259), mRNA 


NM 017723 


Homo sapiens hypothetical protein FLJ20245 (FLJ20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FLJ20234 (FLJ20234), mRNA 


NM 017715 


Homo sapiens hypothetical protein FLJ20216 (FLJ20216), mRNA 


NM 017667 


Homo sapiens hypothetical protein FLJ20097 (FLJ20097), mRNA 


NM 017652 


Homo sapiens hypothetical protein FLJ20070 (FLJ20070), mRNA 
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JNJV1 Ul /Ojj 


Wnmr, canons hvnntTipticnl nrotein FLJ20039 (FLJ20039), mRNA 

XlOIHU 0 dpi Clio ll_y \JKJ Lilt LlLvdl yJL KJ LVlll X Jjj^uv/^y yx ^ 


"XTA/T n 1 "7^10 

JNJVL U 1 /CoZ 


u nTr , n cor»ipn<3 hvnnthetiral nrotein FLJ20036 (TXJ20036), mRNA 

jTIOIIHJ od JJlC'llo Xl_y [JkJ LUC- Ll^dl ljujl^vxli x j—ij*-i\j\s~j\j yx wo^uvv/) 


XTA/T H1 7/^9 A 
JNiVI Ul /OZ*+ 


T-Tnmn Qaniens hvnothetical nrotein FLJ20019 CFLJ20019), mRNA 


iNlVl U 1 /OZJ 


TJomn <?a-niens hvnothetical nrotein FLJ20018 CFLJ20018), mRNA 

XU_\JlllVj OuUlvllu 11 V LJV' Llll*/ LlvCLl UlUlvlll X X_Str KJ KJ x vr yx. jjd«««*";3 — ■ 


TvTA/T 0,1 R^QO 
INlVl U 1 oJ> 7U 


TTnmo ^aniens hvnothetical nrotein FLJ1 1323 fFLJl 1323), mRNA 


INlVl UIojoZ 


TTomn ^aniens hvnothetical nrotein FLJ1 1292 fFLJl 1292), mRNA 


INlVl U 1 ojj / 


TTnmo <;aniens hvnothetical nrotein FLJ1 1 137 fFLJl 1 137), mRNA 


1N1V1 UIojZU 


TTnmn cflm>n«! hvnothetical nrotein FLJ11099 fFLJl 1099), mRNA 


INlVl U 1 OJ 1 / 


TTnmo Qa-nierm hvnothetical nrotein FLJ1 1082 fFLJl 1082), mRNA 


INlVl U153U1 


TTnmo <;anipnq hvnothetical nrotein FLJ1 1016 fFLJl 1016), mRNA 


1N1V1 UloZyD 


T-Tnmn cQnipn<? hvnothetical nrotein FLJ1 1000 fFLJl 1000), mRNA 


JNJVl uiozyi 


TTnmn Q5»m>nQ hvnothetical nrotein FLJ10986 fFLJl 0986) mRNA 

XJUJIIHJ JiipiCJlo lly |JLJ Lilt/ LILvCLl LJi.\Jl\slll X JjJ lU^UU y-L J-jU x\ss^\sjy iAu.vj.ii i 


XTA/f A1 S9QH 


TTnmn ^aniend hvnothetical nrotein FLJ10983 fFLJ10983), mRNA 


XTA/f 01 
JNIVI. UloZoU 


TTnmo canipns hvnothetical nrotein FLJ10945 fFLJ10945), mRNA 


XTA/f HI S9££ 
INlVl UloZOO 


TTnmn Qanienq hvnothetical nrotein FLJ10902 fFLJl 0902), mRNA 


XTA/f H1 S9A^ 
IN 1V1 v 1 OZDj 


TTomo ^aniens hvnothetical nrotein FLJ10898 fFLJ10898), mRNA 


XTA/f H1R9AQ 
IN 1VL U 1 oZ^y 


TTnmn Qanienq hvnothetical nrotein FLJ10867 fFLJ10867), mRNA 

XXwlllvJ gu|JlvllO liy ^ Lllv> LlV^CLl X \J XXX A. J — tU 1 WUV / J — "J *- v W / / 5 ix -»- 


XTA/f fll 8 9 3"^ 


TTnmn canienQ hvnothetical nrotein FLT 10826 fFLJl 0826) mRNA 

XxOIIlU od|JlCIlo ll_y \JyJ LllC/ Llv^Cil jJl \_/ LV^lll X X-'U x\JKJ^i\J \^X iuu^/v/y 5 imvi ^ a. 


XTA/f H1 R9H9 
1N1V1 U15ZUZ 


TTnmn Qanien<5 hvnothetical nrotein FLJ10747 fFLJ10747), mRNA 

jLlVJIllvJ OU[Jlvllu 11 y LJ Li Lllv> LlwCLl \JX \J LV^lll X X/J X \J 1 r / y^x J- — <%* A- \J I r / y, xjljljlw. ix 


XTA >f fi1 91 OA 


TTnmn camenQ hvnothetical nrotein FLJ10724 fFLJl 0724) mRNA 

XxOIIlU odfJlCllo ll_y \J\J Lilt/ Llwdl pi U LL/ill X X-/J X \J / X^—T ^X J — '+) XV// -t-ii J 5 111AVJ - 1X 


XTA/f H1 521 Q1 
1N1V1 Ulol^l 


TTnmn Q^metiQ hvnotlietieal nrotein FLT10716 fFLJ10716i mRNA 


XTA/f H1 Q 1 'XA 
1N1V1 U161j4 


TTnmn ennipne Tivnnthetieal nrotein FT Jl 0547 fFLJ10547/ mRNA 


XTA/f 0 1 £ 1 ^ 1 
JNIVI UlolJl 


TTnmn cflTvienc: hvnntVietiral nrotein FT Jl 0540 fFLJ10540i. mRNA 

XxUIlJLL/ od}JlCll& 11 y LJU Lilt/ LlV^dl piVJL^lll X 1— X.\J*J—t\J \^x x-/».' iu^-ruj) imvi ii a. 


XTA/f fl 1 8 1 9 A 
IN1VJL Ulol Z*+ 


TTnmo «ianien^ hvnothetical nrotein FLJ1 0520 fFLJ10520), mRNA 


XTA/f A 1 52 1 1 A 
1N1V1 Ulol 


TTnmn <3anien<? hvnothetical nrotein FLJ 10496 fFLJl 0496), mRNA 

XjAJJLiIL/ odpiwllo xxy \J\J\>xiS^K\\jCLx yjivj lviii x ijj x \j~ ~s \j y^x x^i/ x^^^v^/, xaxj.x_i.ix x. 


XTA/f 0 1 R 1 07 
1N1V1 UlOlU/ 


TTomo ^anienq hvnothetical nrotein FLJ10482 fFLJl 0482), mRNA 

Xxv/lllv odLJlVvllO 11 y [J* v/ Lllv Ll veil [Jl v tvlll x x vy i v_»x_/ \^x. x w 1 ' y j xj.^-».»_«. i_. 


XTA/f HI ROQR 


TTnmn caniptm hvnothetical nrotein FLJ10461 fFLJ10461), mRNA 

Xxwlllw odjJlC/110 liy' ^JkJ Lllv Llwcti ^jx vj Lviii x uj x utu x yx x-/»/ x ^ 1 


XTA/f H1 ROR^ 
1N1VJL UloUOJ 


TTomo qaniet,«i hvnothetical nrotein FLJ10402 fFLJl 0402), mRNA 


XTA/f H1R07Q 

iNivi u i ou / y 


TTomo saniens hvnothetical nrotein FLJ10379 fFLJ10379), rriRNA 

XlVJlllW OCLLJlt/llO ll_y JJVJ L11V L1VCL1 yiUlvlll X J — '«/ x\/»J / \_x x-/«/ x \j ~s i J 5 xxxx.-wx ix 


XTA/f H1 RHA^ 
1NIV1 UIoUOj 


TTnmo <;anien^ hvnothetical nrotein FLJ10339 fFLJl 0339), mRNA 

jLxVJIllLI k5d yJ 1 VllC> XXj \JKJ LllV LlVCLl piULVlll X X-fJ X \J *J mJ *S \X. X V «^ y 5 xxxx.-»-x ix x 


XTA/f 0 1 ROA9 
INlVl U 1 OUOZ 


TTomo ^anienq hvnothetical nrotein FLJ10335 fFLJ10335), mRNA 

XI vj 1 llvj O Cl LJ 1 Vl lO ll_y \JyJ Lllv L1V Cll yJ X KJ L V XXX X J — i*r X V/ -V _v yx x-/4/ 1 v - / 5 xxxx.^x ix x 


xTA/f m rh^q 

1N1V1 UloUDy 


TTnmn cfmieiic: hvnothetieal nrotein FT T10324 fFLJl 0324) mRNA 

XxOlllO odJJlvllo ll_y \JKJ L11C LlvCLl JjlvJLvlll X X_/J IvJ x_-^ \^x X-/J x V/ Xw ; xxxxvl u x 


XTA/f m sn^i 


TTnmn C5mien<3 hvnothetieal nrotein FT T10307 fFLJ10307\ ITlRNA 

XxOIllU fedpivllo Lxy \J\J tllv 11 Vv cll LJivJLtilll X X-iJ XUJU/ yx x_/«i Av/ju / y, imviv x. 


XTA/f HI RHA^ 
XN1V1 UloU4D 


TTnmn caniend hvnothetieal nrotein FT Jl 0283 fFLJ10283), mRNA 

XXUIIIO od \J 1 Vllo ll_y LJ W LilV LlvCLl IJXKJ LV111 X IvJIUaUJ \X X_/»T xvx^Vw/y, xxi_i_x-x "i x x. 


XTA/f m Ron a 

INIVI U 1 oUUO 


TTnmn «?anienq hvnothetical nrotein FLJ10140 fFLJl 0140), mRNA 

XlUlllU odpiw'lld ll_y pU Lllv LlV Cll pi V/LV11X X XjJ XUnU \^X X-/»/ X V x ivy, xx xx. vj. 


xnvf niROOzi 

1N1VX \J 1 OUUH- 


TTomo «?anienq hvnothetical nrotein FLJ10134 fFLJl 01 34), mRNA 

X lU] J 1 V." O CI L / 1 V 1 1 l> XIV V / LX.1V L1VU1 IJl KJ IVU1 X X-/»» X X 1 \^x_ x_v*J x v x w / 5 *- 


XTA/f H17QQQ 
INivi yjL/yyy 


TTnmo ^aniens hvnothetical nrotein FLJ10111 fFLJIOlll), mRNA 

XxUIllvJ OdLJlVllO XXy pU Lllv LlV dl pXLXlVXXX X XjJ X V/ X X X yX X— 1*> x. \J x x xy, xj.jj--^j. tj. a. 


XTA/f 017QQ9 
JNIVI Ul /77Z 


TTomo ^aniens hvnothetical nrotein FLJ10083 fFLJ10083), mRNA 

XXvillVJ Od^JlvllO liy \JKJ Lllv LlV Cll ^J X KJ L. V XXX X X-i%* X KJ KJ KJ-J yX X— j. u u u ^ ; j xxxx.w.txx 


XTA/f H17QQ1 

iNivi u 1 /yy 1 


TTnmn Qamens hvnothetical nrotein FLJ 100 81 fFLJl 0081), mRNA 

X iLllllVJ Otl[.'lC110 liy \JkJ Lllv LlV CXX yJX KJ LV111 X XjJ XV/V/U 1 yX X-r«/ xwv^xy, xxxx.^-x ^x x. 


NM_0 17979 


Homo sapiens hypothetical protein FLJ10043 (FLJ10043), mRNA 


JNJVL U 1 /y ij 


TTnmn CQni Vnc Vi^mnthp'tienl r»rntein FT T1 00^6 (VI J10036i mRNA 

xiorrio sapieiio iiypoLiicnudi piuiciii i i^j iuuju v,,-*- ^ w^^j xiuuwx 


NM 017973 


Homo sapiens hypothetical protein FLJ10034 (FLJ10034), mRNA 


TVTTV 4" A1T^1 A 

NM 01761U 


T-T^^n^ nnm'pnc TiAm^+Ti^+i^Ql nmtpin TiTTTh 7r»7^1 DOR 1 TDKFZn76 1D08 1 i mRNA 
xlomo sapiens nypoineticai protein ljisj? z^p / o il'vo i ^i/ivi / u i^vo i^, iiixvi^x-x 


NM 018457 


Homo sapiens DKFZp564J157 protein (DKFZP564J157), mRNA 


NM_0 17590 


Homo sapiens nypotneticai proxem xJx^r z^y^j^r^.yjy^^ ^x^r^x ^p^j^ivw^^;, 

*v,T? AT A 


xnvf o.7Sfif» 

1N1V1__V X I J \J\J 


Homo saniens hvnothetical nrotein DKFZp434G0522 (DKFZp434G0522) 5 
mRNA 


NM_017612 


Homo sapiens hypothetical protein DKFZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Homo sapiens chondroitin 4-O-sulfotransferase 2 (C4S-2), mRNA 


NM 018659 


Homo sapiens cytokine-like protein C17 (CI 7), mRNA 
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NM 018656 


Homo sapiens bladder cancer overexpressea proxem jtsiaj v i) 9 mxviN/\ 


NMJ 18702 


Homo sapiens double-stranded KIN A specinc aaenosme aeaminabe {±\±j±\j^dj, 
mRNA 


NM 014160 


Homo sapiens Mor laj /u proxem ^xior^u /uj, ixlxvln/\ 


NM_004288 


rlomo sapiens piecKStrm nomoiogy, oec/ diiu luhcu/luh uunidnia, uii±<a±iig 
protein (^o^iadJt j, miviN/-v 


NM 004060 


xiomo sapiens cycim kjl ^v^v^im^ji^, iiLixi>r\. 


NM OOoozl 


TT/MviA POMip-nc" -K-o-i-i cr»-r-t-r\+iVi-n far»to-r Kin H in Cf tn TrrTTA/T PnliatlCftT 3 f^TH P,3 ) mRNA 

Jtiomo sapiens transcnpLioii lauiui uiiiu.nig lu ivj±j.ivi. tiuianuw ~j ^iuj;, axxx-^l-sj: x 


NM OU/OJd 


Jrlomo sapiens Keratocan ^ivjcv jv/a. ^ , niiviNirv 


NM 000546 


xlomo sapiens tumor protein pDj ^jLfi-rrauiiiciii tsyiiuiuinc^ y±± ^^j) hu^l^-tx i 


"XTTV X AAO A 1 C 

NM 003015 


Jtiomo sapiens secieteu irizzieci- , reiaLeu pxuLcm j j-vj: )•> iij-cvi^-tv 


•x TTV X AA1A1 O 

NM 003012 


Jtiomo sapiens secreteu mzzieci-reiaLcu. piuLcni i xvt lj, iiu.vi>i-rv 


NM 017414 


xlomo sapiens uuiquitin specmc proLeabe 10 ox io;, nixvi>^ 


NM 016525 


Homo sapiens UDiquitm associaieu pruLcni ^uj_>/-vjr^ ? iiix\j.>^-v 


XTA /f Cil H A All 

NM 01 /44z 


Homo sapiens tou-iiKe recepior y ^xx-<xv^j 5 iin\j-N-rv 


NM 016^3/ 


xlomo sapiens polymerase ^j_^in^v u-ncL-tcu.^, aipua ^ A v_/j^r^y, 


NM 016931 


xlomo sapiens in/\ijx xi oxioase *± ^i>j^j-a.h-j, rnxviN/^. 


NM 017433 


Homo sapiens myosin IIIA (MY03A), mRNA 


NM 016946 


Homo sapiens junctional adhesion molecule (JAM), mRNA 


NM 005536 


Homo sapiens inositol(myo)-lvor 4j-monopnospnatase i ^xivir/vi;, iiuvin^v 


NM 017410 


Homo sapiens homeo box C13 (HOXC13), mRNA 


NM 017409 


Homo sapiens homeo box CIO (HOXCiU), mKJNA 


NM_015922 


Homo sapiens NAD(r) dependent steroia aenyarogenase-iiKe, xiiujej 
(H105E3), mRNA 


~v TTV if r\A/l 1 OA 

NM 004129 


xlomo sapiens guanyiate cyclase i, soiuuie, Deia. z. ^uuui ijdz,^, iixivl , n^-v 


NM__0 17423 


Homo sapiens uiJx-iN-acetyi-aipna-iJ-gaiactosdmine.puiypcpuuc in 

o/^^fArlrralar-trkCcirninAflfrsincfRr^Qe 7 ^0^17x1 A P-T7^ TGrATNT7^ mRNA 

acetyigaiactosdininyiLraiioxcictbc / ^vjdiiN.rvc' x / j v.vj.rxj^±> x '/? nii-vi 1 !^ 


NM 016^4/ 


xlomo sapiens uo protein ^vjo^ mxvi>rv 


NM U 1/434 


xiomo sapiens ciuai oxiudbe i ^jjuuaij, nixvLNrA. 


NM 012143 


Homo sapiens tuftelin-interacting protein (TIP39), mRNA 


-v T* A' f \ 1 'I A 1 O 

NM 01741c 


Homo sapiens deleted m esopnageai cancer i ^l/dl i mxviN/\. 


NM 016929 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


NM 017413 


Homo sapiens apelm; peptide iigana ior /VrJ receptor ^atxix^xinj, miviN^ 


NM 000477 


Homo sapiens albumin (ALB), mRNA 


NM_007235 


Homo sapiens exportm, tKJNA (nuclear export receptoi ior tKJN asj (Aru i ), 

W T)\T A 


NM__004585 


Homo sapiens rennoic acio. receptor responuer ^LazaioLcnc muutcuj ^ 
(RARRES3), mRNA 


NM 002134 


Homo sapiens heme oxygenase (decycimg) / (xiiviUvvzj, rnxviNA 


NM 002100 


Homo sapiens giycopnorm o (inciuaes os uiooa groups i xd;, iiixvin/-v 


NM 002099 


Homo sapiens glvcophorin A (includes MN blood group) (GYP A), mRNA 


NM 005708 


Homo sapiens glypican 6 (CxrCo), mKJNA 


NMJU3280 


Homo sapiens fibronectin leucine rich transmembrane protein 1 (FLRT1), 
mRNA 


NM 001304 


Homo sapiens carboxypeptidase D (CPD) 5 mRNA 


NM_013410 


Homo sapiens adenylate Kinase 5 (AxvJ j, nuclear gene encoding mitocnonoriai 
protein, mRNA 


NM_002161 


Homo sapiens isoleucine-tRNA synthetase (IAR.S), transcript variant short, 
mRNA 


NM_013417 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant long, 
mRNA 


NM 015836 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 
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nuclear gene encoding mitochondrial protein, mRNA 


NM 004992 


Homo sapiens metnyl CpCj binding protein z ^iveu synaromej vivir^rzj, iiiivLN-rv j 


NM 003926 


Homo sapiens metnyl-L/pior binding domain protein d ^ivldj^oj, iiuvln/a 


NM 006150 


Homo sapiens JLJUVl domain only o (^ivwjoj, mxu>»/\ 


NM_0 13431 


Homo sapiens Killer ceil lecun-iiKe receptor buuicurmy v_^, mcinuci ^^1x^1-;, 
mKJNA 


"XTTV /T /\rv 1 /I O '"7 

NM 001427 


Homo sapiens engranea nomoiog z ^hinz-j, iiiivin^-v 


NM 001426 


Homo sapiens engranea nomoiog 1 ^xiiN 1 ), ihssa.\i\. 


TvTTV /T AAO A A C 

NM 003445 


Homo sapiens zinc linger proiem ldd ^pnzj-^uj ^z^inj? ijj;, h-uxj-n^ 


NM 016220 


Homo sapiens zinc linger protein ^rL'Zjj ^ri^zjj, nmiMn 


NM 015855 


Homo sapiens Wilms tumor associaxea protein ^wii-ij, mrsj.Njrv 


"KTTV X A1 TOT! 

NM 015873 


Homo sapiens viinn-iiKe ^vjj^-LJ, mivLN/v 


NM 016379 


Homo sapiens variable charge protein on X with eight repeats (V CX-8r), mRNA | 


NM 016378 


Homo sapiens variable cnarge proiem on -a. witn iwu repeats ^ v v^^v z,i^ 5 h-livin^-v 


"X TTV /T A1 /'^T7 

NM 016437 


Homo sapiens tubulin, gamma z Uduzj, inisj.N/\ 


NM 016575 


Homo sapiens TU12B1-TY protein (TU12B1-TY), mRNA 


NM 016089 


Homo sapiens KKAb-zmc linger protein oz,r 1-1 ^o/>r 1 ), misj.N/\ 


NM_013272 


Homo sapiens solute carrier iamily z i ^organic anion transporter^, memoer 1 1 

/OT 1 A 1 1 \ ^^T> TV T A 

(SLC21A11), mKJNA 


NM 015926 


Homo sapiens putative secreted protein (SIG1 1), mRNA 


NM_0 16224 


Homo sapiens ISH3 and 1 A domain-containing protein orioxv^i ^njrys.i; ? 
mRNA 


NM 016276 


Homo sapiens serum/ glucocorticoid reguiatea Kinase z i^oorxvzj, nuu.N/\ 


NM 015884 


Homo sapiens S2P protein (bzr), mKJNA 


NM 016356 


Homo sapiens KUZb (KUZ), mKJNA 


NM 016321 


Homo sapiens Kii type C glycoprotein ^k±i^vj;, mKJNA 


NM_0 15900 


Homo sapiens phosphatidylserine-specific phospholipase Alalpha (PS-PLA1), 

^_T> Tv T A 

mKJNA 


~K TTV IT l~\ T ^ o o 

NM 016533 


Homo sapiens nmjunn z ^jnjunjzj, mKJNA 


NM 016641 


Homo sapiens membrane interacting protein 01 kuoio ^iviixvioj, mrsj.N/A. 


NM 014319 


Homo sapiens integral inner nuclear membrane protein (MAN1), mRNA 


NM_0 16249 


Homo sapiens melanoma antigen, family E, 1, cancer/testis specific (MAGEE1), 
mRNA 


NM 016153 


Homo sapiens LW-1 {L,\v-L), mKJNA 


NM 016551 


Homo sapiens seven transmembiane protein iivi/oro ^iivi/ojto^, niru^/i 


NM_0l6529 


Homo sapiens A I .rase, aminopnospnoiipia trdnbpoitci-iijs.c, v^iaa& i, iyy^ o^, 
member z yi\ i Jr o/\z j, m±sj.N/\ 


NM 016432 


Homo sapiens synoretm ^j^^jv^j i i ^ryj, iiixvin^ 


"TV. TTV if i~\ 1 /"I /TO 

NM 016362 


Homo sapiens gnreim piecursor ^lj^j i / ooj, iiiivin/a 


-v. ttv *■ rv 1 /"onrt 

NM 016270 


Homo sapiens Jvruppei-iiKe iactor ^^l^d i / io) 9 iiuxj-n i\ 


NM 016243 


Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LOC51706), mRNA 


NM 016231 


Homo sapiens nemo-like kinase (LvJCD l /uij, mKJNA 


NM 016225 


Homo sapiens RhD type Ilia protein (LUUj loVo), itlkina 


NM_016219 


Homo sapiens alpha 1,2-mannosidase (LOC51697), mRNA 


NM 016217 


Homo sapiens hHDC lor nomoiog ot Urosopmia neaacase (luld loyo), iih\in/a 


NM_016199 


Homo sapiens Uo snKJN A-associatea bm-UKe protein Lorn/ ^LUbJioyuj, 
mKJNA 


NM 016171 


Homo sapiens prothymosin al4 (LOC51685), mRNA 


NMJH6447 


Homo sapiens MAGUK protein p55T; Protein Associated with Lins 2 
(LOC5 1678), mRNA 


NM 016126 


Homo sapiens HSPC034 protein (LOC51668), mRNA 


NM 016118 


Homo sapiens NY-REN- 18 antigen (LOC51667), mRNA 
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NM 016079 


Homo sapiens CGI-149 protein (LOC51652), mRNA 


NM 016062 


Homo sapiens CGI- 128 protein (LOC51647), mRNA 


NM 016057 


Homo sapiens CGI-120 protein (LOC51644), mRNA 


NM 016056 


Homo sapiens CGI-1 19 protein (LOC5 1643), mRNA 


NM 016047 


Homo sapiens CGI-1 10 protein (LOC51639), mRNA 


NM 016016 


Homo sapiens CGI-69 protein (LOC51629) 3 mRNA 


NM 016008 


Homo sapiens CGI-60 protein (LOC51626), mRNA 


NM 015995 


Homo sapiens Kruppel-like factor 13 (KLF13), mRNA 


NM 015980 


Homo sapiens HMP19 protein (LOC51617), mRNA 


NM 015958 


Homo sapiens CGI-30 protein (LOC5 161 1), mRNA 


NM 015941 


Homo sapiens CGI-1 1 protein (LOC51606), mRNA 


NM 015937 


Homo sapiens CGI-06 protein (LOC51604), mRNA 


NM 015929 


Homo sapiens lipoyltransferase (LOC51601), mRNA 


NM 015921 


Homo sapiens divalent cation tolerant protein CUTA (LOC51596), mRNA 


NM 015908 


Homo sapiens arsenate resistance protein ARS2 (ARS2), mRNA 


NM 015875 


Homo sapiens unnamed HERV-H protein (LOC51581), mRNA 


NM 015874 


Homo sapiens H-2K binding factor-2 (LOC51580), mRNA 


NM 016283 


Homo sapiens adrenal gland protein AD-004 (LOC51578), mRNA 


NM 016644 


Homo sapiens mesenchymal stem cell protein DSC54 (LOC51334), mRNA 


NM 016643 


Homo sapiens mesenchymal stem cell protein DSC43 (LOC51333), mRNA 


NM 016642 


Homo sapiens beta V spectrin (BSPECV), mRNA 


NM 016638 


Homo sapiens SRp25 nuclear protein (LOC51329), mRNA 


NM 016637 


Homo sapiens ncaml (LOC51328), mRNA 


NM 016633 


Homo sapiens EDRF protein (LOC51327), mRNA 


NM 016625 


Homo sapiens hypothetical protein (LOC51319), mRNA 


NM 016622 


Homo sapiens hypothetical protein (LOC51318), mRNA 


NM 016621 


Homo sapiens hypothetical protein (LOC51317), mRNA 


NM 016609 


Homo sapiens hBOIT for potent brain type organic ion transporter (LOC51310), 
mRNA 


NM 016606 


Homo sapiens SGC32445 protein (LOC51308), mRNA 


NM 016591 


Homo sapiens core 2 beta-l 5 6-N-acetylglucosaminyltransferase 3 (LOC51301), 
mRNA 


NM 016585 


Homo sapiens testicular haploid expressed gene (THEG), mRNA 


NM 016573 


Homo sapiens Gem-interacting protein (LOC51291), mRNA 

■ -_ fc. ° * i ^ ; 


NMJ 16568 


Homo sapiens G-protein coupled receptor S ALPR; somatostatin and angiotensin- 
like peptide receptor (LOC51289), mRNA 


NM 016566 


Homo sapiens pparl (LOC51288), mRNA 


NM 016563 


Homo sapiens Ris (LOC5 1285), mRNA 


NM_0 16548 


Homo sapiens golgi membrane protein GP73 (LOC51280), mRNA 


NM 016499 


Homo sapiens hypothetical protein (LOC51259), mRNA 


NM_0 16490 


Homo sapiens hypothetical protein (LOC51252), mRNA 


NM 016466 


Homo sapiens hypothetical protein (LOC51239), mRNA 


NM 016459 


Homo sapiens hypothetical protein (LOC51237), mRNA 


NM 016449 


Homo sapiens hypothetical protein (LOC51233), mRNA 


NM 016440 


Homo sapiens VRK3 for vaccinia related kinase 3 (LOC51231), mRNA 


NM 016427 


Homo sapiens transcription elongation factor (SIII) elongin A2 (TCEB3L), 
mRNA 


NM 016423 


Homo sapiens zinc finger protein 219 (ZNF219), mRNA 


NM_016361 


Homo sapiens LP AP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens rec (LOC51201), mRNA 


NM 016349 


Homo sapiens susceptibility protein NSG-x (LOC5 1 198), mRNA 



456 



WO 03/074654 



PCT/US03/05028 



NM 016341 


Homo sapiens pancreas-enriched phospholipase C (LOC51196), liiRNA 


"NM 016323 

XN1VX \J X \J~J 


Homo sapiens cyclin-E binding protein 1 (LOC51191), mRNA 


NM 016317 

XNXVX \J X X / 


Homo sapiens neutral sphingomyelinase (LOC51190), mRNA 


NM 016286 

X N XVI «_/ X O 


Homo sapiens carbonyl reductase (LOC51 181), mRNA 


NM 016269 

XNXVX. \J 1 \J£*\J S 


Homo sapiens lymphoid enhancer binding factor- 1 (LOC51176), mRNA 


TSTM 016245 

1 N 1VX \J X VJ.^*™*^ 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR2 
(LOC5 1 170), mRNA 


NM 016241 

xnxvx vy x uii i x 


Homo sapiens endomucin-1 (LOC51169), mRNA 


NM 016230 


Homo sapiens flavohemoprotein b5+b5R (LOC5 1 167), mRNA 


NM 016221 


Homo sapiens dynactin p62 subunit (LOC5 1 164), mRNA 


NM 016215 ! 


Homo sapiens NEU1 protein (LOC5 1 1 62), mRNA 


NM 016210 

J. N XVX \J X VJ^j X V/ 


Homo sapiens g20 protein (LOC51161), mRNA 


NM 016161 

X 1 XVX \J i V-» A- \J X 


Homo sapiens alpha- 1,4-N-acetylglucosaminyltransferase (LOC51146), mRNA 


NM 016123 


Homo sapiens putative protein kinase NY-REN-64 antigen (LOC51135), mRNA 


NM 016120 


Homo sapiens putative ring zinc finger protein NY-REN-43 antigen \ 
CLOC51132), mRNA 


NM 016033 


Homo sapiens CGI-90 protein (LOC51 1 15), mRNA 


NM 016032 


Homo sapiens CGI-89 protein (LOC5 1114), mRNA 


NM 016030 

X'lXVX \J X \J\J -J w 


Homo sapiens CGI-87 protein (LOC5 1112), mRNA 


NM 016028 


Homo sapiens CGI-85 protein (LOC5 1111), mRNA 


NM 016027 


Homo sapiens CGI-83 protein (LOC5 1110), mRNA 


NM 016022 


Homo sapiens CGI-78 protein (LOC5 1 107), mRNA 


NM 016018 


Homo sapiens CGI-72 protein (LOC5 1 105), mRNA 


NM 016013 


Homo sapiens CGI-65 protein (LOC51 103), mRNA 


NM 016011 


Homo sapiens CGI-63 protein (LOC51102), mRNA 


NM 016006 

x^ixvx v_* x v/vy 


Homo sapiens CGI-58 protein (LOC51099), mRNA 


NM 015999 

X N XVX v i J y V ^ 


Homo sapiens CGI-45 protein (LOC51094), mRNA 


NM 015982 

X > XVX Ulk/yU^ 


Homo sapiens germ cell specific Y-box binding protein (LOC51087), mRNA 


NM 015963 

XNXVX V/i JyUJ 


Homo sapiens CGI-36 protein (LOC51078), mRNA 


NM 015959 


Homo sapiens CGI-31 protein (LOC51075), mRNA 


NM 015950 


Homo sapiens CGI-22 protein (LOC51069), mRNA 


NM 015938 


Homo sapiens CGI-07 protein (LOC51068), mRNA 


NM 015916 


Homo sapiens hvoothetical protein (LOC51063), mRNA 


NM 015914 


Homo sapiens hypothetical protein (LOC51061), mRNA 


NM 015910 

X N XVX V/lJy Xv 


Homo sapiens hypothetical protein (LOC51057), mRNA 


NM 015901 

j_ N xvx u i w/y u a 


Homo sapiens unknown (LOC51055), mRNA 


NM 015893 

X N XVX V/ l^uy^ 1 


Homo sapiens preproprolactin-releasing peptide (LOC51052), mRNA 


NM_015887 


Homo sapiens putative peroxisome microbody protein 175.1 (LOC51051), 
mRNA 


NM 015880 

XNXVX ul JUUv 


Homo sapiens RIG-like 14-1 (LOC51047), mRNA 


NM 015877 

IN XVX V/ X *J / / 


Homo sapiens Kruppel-associated box protein (LOC51045), mRNA 


NM 01 5863 

IN XVX U 1 JuUJ 


Homo sapiens surfactant protein B (LOC51041), mRNA 


NM 015854 

IN 1VX U 


Homo sapiens retinoic acid receptor-beta associated open reading frame 
(LOC51036), mRNA 


NM 015849 

IN J.VA \j x ~* o^-x 


Homo sapiens pancreatic elastase 1TB (LOC51032), mRNA 


NM 016075 

x^txvx V/ X w » 


Homo sapiens CGI- 145 protein (LOC51028), mRNA 


NM 016074 


Homo sapiens CGI- 143 protein (LOC51027), mRNA 


NM 016063 


Homo sapiens CGI-130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGI-111 protein (LOC51015), mRNA 


NM 016044 


Homo sapiens CGI-105 protein (LOC51011), mRNA 


NM 015947 


Homo sapiens CGI-1 8 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGI-121 protein (LOC51002), mRNA 
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NM 015948 


Homo sapiens CGI- 19 protein (LOC51000), niRNA 


NM 016040 


Homo sapiens CGI-100 protein (LOC50999), mRNA 


NM 016571 


Homo sapiens lengsin (LGS), mRNA 


NM 015868 


Homo sapiens NK-receptor (KIR-023GB), mRNA 


NM 016281 


Homo sapiens STE20~like kinase (JIK), mRNA 


NM 016358 


Homo sapiens iroquois homeobox protein 4 (IRX4), mRNA 


NM 016291 


Homo sapiens mammalian inositol hexakisphosphate kinase 2 (IP6K2), mRNA 


NM 015848 


Homo sapiens cytokeratin 2 (HUMCYT2A), mRNA 


NM 016506 


Homo sapiens hypothetical protein (HSPC252), mRNA 


NM 016498 


Homo sapiens hypothetical protein (HSPC242), mRNA 


NM 016460 


Homo sapiens hypothetical protein (HSPC192), mRNA 


NM 016390 


Homo sapiens hypothetical protein (HSPC109), mRNA 


NM 016091 


Homo sapiens HSPC025 (HSPC025), mRNA 


NM 016522 


Homo sapiens neurotrimin (HNT), mRNA 


NM 016258 


Homo sapiens high-glucose-regulated protein 8 (HGRG8), mRNA 


NM 016173 


Homo sapiens HEMK homolog 7kb (HEMK), mRNA 


NM 016516 


Homo sapiens tumor antigen SLP-8p (HCC8), mRNA 


NM 016540 


Homo sapiens G protein-coupled receptor 72 (GPR72), mRNA 


NM 012196 


Homo sapiens G antigen 8 (GAGE8), mRNA 


NM 015898 


Homo sapiens HIV-1 inducer of short transcripts binding protein (FBI1), mRNA 


NM 016357 


Homo sapiens epithelial protein lost in neoplasm beta (EPLIN), mRNA 


NM 016218 


Homo sapiens polymerase (DNA-directed) kappa (POLK), mRNA 


NM 016240 


Homo sapiens CSR1 protein (CSR1), mRNA 


NM 016073 


Homo sapiens CGI-142 (CGI-142), mRNA 


NM 016315 


Homo sapiens CED-6 protein (CED-6), mRNA 


NM 016620 


Homo sapiens hypothetical protein (BM-005), mRNA 


NM 015896 

_L > _LV_L \J lJU/U 


Homo saniens BLu nrotein (BLu^ mRNA 


NM 016426 


Homo sapiens G-2 and S-phase expressed 1 (GTSE1), mRNA 


NM 015928 


Homo sapiens androgen-induced prostate proliferative shutoff associated protein 
(AS3), mRNA 


NM 016238 


Homo sapiens anaphase-promoting complex subunit 7 (APC7), mRNA 


NM 016376 


Homo sapiens ANKHZN protein (ANKHZN), mRNA 


NM 016282 


Homo sapiens adenylate kinase 3 alpha like (AKL3L), mRNA 


NM 016453 


Homo sapiens SH3 protein (AF3P21), mRNA 


NM 016614 


Homo sapiens TRAF and TNF receptor-associated protein (AD022), mRNA 


NM 015365 


Homo sapiens Alport syndrome, mental retardation, midface hypoplasia and 
elliptocytosis chromosomal region, gene 1 (AMMECR1), mRNA 


NM 007126 


Homo sapiens valosin-containing protein (VCP), mRNA 


NM 001059 


Homo sapiens tachykinin receptor 3 (TACR3), mRNA 


NM 005963 


Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYH1), 
mRNA 


NM 005561 


Homo sapiens lysosomal-associated membrane protein 1 (LAMP1), mRNA 


NM 006407 


Homo sapiens vitamin A responsive; cytoskeleton related (JWA), mRNA 


NM 000854 


Homo saoiens glutathione S-transferase theta 2 (GSTT2), mRNA 


NM 009046 


TTnmo ^aniens erlvceraldehvde-3-nhosnhate dehydrogenase (GAPD). mRNA 


JLM JLY1 \JU 1 -7 J J? 


tfnmn ^aniens endothelial cell orowfh factor 1 fnlatelet-derived^ (ECGFl^ 
mRNA 


NM_000927 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 
(ABCB1), mRNA 


NM 015686 


Homo sapiens TED protein (TED), mRNA 


NM 014070 


Homo sapiens STG protein (STG), mRNA 


NM 014069 


Homo sapiens SPR1 protein (SPR1), mRNA 
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NM 014068 


Homo sapiens SEEK1 protein (SEEK1), mRNA 


NM 014051 


Homo sapiens PTD011 protein (PTD011), mRNA 


NM 014109 


Homo sapiens PRO2000 protein (PRO2000), mRNA 


NM 014107 


Homo sapiens PRO 1992 protein (PRO 1992), mRNA 


NM 014095 


Homo sapiens PRO 1600 protein (PRO 1600), mRNA 


NM 014084 


Homo sapiens PRO0806 protein (PRO0806), mRNA 


NM 014130 


Homo sapiens PRO0483 protein (PRO0483), mRNA 


NM 014082 


Homo sapiens PRO0397 protein (PRO0397), mRNA 


NM 014125 


Homo sapiens PRO0327 protein (PRO0327), mRNA 


NM 014081 


Homo sapiens PRO0297 protein (PRO0297), mRNA 


NM 014037 


Homo sapiens NTT5 protein (NTT5), mRNA 


NM_0 15367 


Homo sapiens MIL1 protein (MIL1), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 014060 


Homo sapiens MCT-1 protein (MCT-1), mRNA 


NM 014892 


Homo sapiens KIAA1 116 protein (KIAA1 116), mRNA 


NM 014968 


Homo sapiens KLAA1 104 protein (KIAA1 104), mRNA 


NM__014915 


Homo sapiens KIAA1074 protein (KIAA1074), mRNA 


NM 014911 


Homo sapiens KIAA1048 protein (KIAA1048), mRNA 


NM 014965 


Homo sapiens KIAA1042 protein (KIAA1042), mRNA 


NM 014947 


Homo sapiens KIAA1041 protein (KIAA1041), mRNA 


NM 014923 


Homo sapiens KIAA0970 protein (KIAA0970), mRNA 


NM 015310 


Homo sapiens KIAA0942 protein (KIAA0942), mRNA 


NM 015057 


Homo sapiens KIAA0916 protein (KIAA0916), mRNA 


NM 014944 


Homo sapiens KIAA091 1 protein (KIAA0911), mRNA 


NM 014961 


Homo sapiens KIAA0871 protein (KIAA0871), mRNA 


NM 014941 


Homo sapiens KIAA0852 protein (KIAA0852), mRNA 


NM 015376 


Homo sapiens KIAA0846 protein (KIAA0846), mRNA 


NM_014715 


Homo sapiens KIAA0712 gene product (KIAA0712), mRNA 


NM 014871 


Homo sapiens KIAA0710 gene product (KIAA0710), mRNA 


NM 014799 


Homo sapiens hephaestin (HEPH), mRNA 


NM 014678 


Homo sapiens KIAA0685 gene product (KIAA0685), mRNA 


NM 014011 


Homo sapiens KIAA0671 gene product (KIAA0671), mRNA 


NM 014741 


Homo sapiens KIAA0652 gene product (KIAA0652), mRNA 


NM 014662 


Homo sapiens KIAA0645 gene product (KIAA0645), mRNA 


NM 014838 


Homo sapiens KIAA0637 gene product (KIAA0637), mRNA 


NM 014774 


Homo sapiens KIAA0494 gene product (KIAA0494), mRNA 


NM 014870 


Homo sapiens KIAA0478 gene product (KIAA0478), mRNA 


NM 014856 


Homo sapiens KIAA0476 gene product (KIAA0476), mRNA 


NM 014864 


Homo sapiens KLAA0475 gene product (KIAA0475), mRNA 


NM_014857 


Homo sapiens KIAA0471 gene product (KIAA0471), mRNA 


NM 014812 


Homo sapiens KIAA0470 gene product (KIAA0470), mRNA 


NM_014826 


Homo sapiens KIAA0451 gene product (KIAA0451), mRNA 


NM 014675 


Homo sapiens KIAA0445 gene product (KIAA0445), mRNA 


NM 014751 


Homo sapiens KIAA0429 gene product (KIAA0429), mRNA 


NM 014724 


Homo sapiens KIAA0426 gene product (KIAA0426), mRNA 


NM 014684 


Homo sapiens KIAA0373 gene product (KIAA0373), mRNA 


NM 014809 


Homo sapiens KIAA0319 gene product (KIAA0319), mRNA 


NM 014727 


Homo sapiens KIAA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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NM 015153 


Homo sapiens KIAA0244 protein (KIAA0244), mRNA 


NM 014747 


Homo sapiens KIAA0237 gene product (KIAA0237), mRNA 


NM 014873 


Homo sapiens KIAA0205 gene product (KIAA0205), mRNA 


NM 014846 


Homo sapiens KIAA0196 gene product (KIAA0196), mRNA 


NM 014738 


Homo sapiens KIAA0195 gene product (KIAA0195), mRNA 


NM 014640 


Homo sapiens KIAA0173 gene product (KIAA0173), mRNA 


NM 014666 


Homo sapiens KIAA0171 gene product (KIAA0171), mRNA 


NM 014641 


Homo sapiens KIAA0170 gene product (KIAA0170), mRNA 


NM_0 14737 


Homo sapiens Ras association (RalGDS/AF-6) domain family 2 (RASSF2), 
mRNA 


NM 014770 


Homo sapiens KIAA0167 gene product (KIAA0167), mRNA 


NM 014739 


Homo sapiens KIAA0164 gene product (KIAA0164), mRNA 


NM_0 14865 


Homo sapiens chromosome condensation-related SMC-associated protein 1 
(KIAA0 159), mRNA 


NM 014748 


Homo sapiens KIAA0064 gene product (KIAA0064), mRNA 


NM 014876 


Homo sapiens KIAA0063 gene product (KIAA0063), mRNA 


NM 014764 


Homo sapiens DAZ associated protein 2 (DAZAP2), mRNA 


NM 014875 


Homo sapiens KIAA0042 gene product (KIAA0042), mRNA 


NM_0 14642 


Homo sapiens KIAA0036 gene product (KIAA0036), mRNA 


NM 015340 


Homo sapiens leucyl-tRNA synthetase, mitochondrial (KIAA0028), mRNA 


NM 014634 


Homo sapiens KIAA0015 gene product (KIAA0015), mRNA 


NM 014783 


Homo sapiens KIAA0013 gene product (KIAA0013), mRNA 


NM 014008 


Homo sapiens JM1 protein (JM1), mRNA 


NM_0 14066 


Homo sapiens HT002 protein; hypertension-related calcium-regulated gene 
(HT002), mRNA 


NM 014154 


Homo sapiens HSPC056 protein (HSPC056), mRNA 


NM 014153 


Homo sapiens HSPC055 protein (HSPC055), mRNA 


NM 014150 


Homo sapiens HSPC052 protein (HSPC052), mRNA 


NM 014149 


Homo sapiens HSPC049 protein (HSPC049), mRNA 


NM 014029 


Homo sapiens HSPC022 protein (HSPC022), mRNA 


NM 014027 


Homo sapiens HSPC0 18 protein (HSPC018), mRNA 


NM 014019 


Homo sapiens HSPC009 protein (HSPC009), mRNA 


NM 015372 


Homo sapiens hypothetical protein (HSN44A4A), mRNA 


NM 015343 


Homo sapiens hypothetical protein (HSA01 1916), mRNA 


NM_0 14063 


Homo sapiens src homology 3 domain-containing protein HIP-55 (HIP-55), 
mRNA 


NM 014052 


Homo sapiens GW128 protein (GW128), mRNA 


NM 014888 


Homo sapiens predicted osteoblast protein (GS3786), mRNA 


NM 014030 


Homo sapiens G protein-coupled receptor kinase-interactor 1 (GIT1), mRNA 


NM 014077 


Homo sapiens DKFZP586O0120 protein (DKFZP5 8600120), mRNA 


NM 015425 


Homo sapiens DKFZP586M0122 protein (DKFZP586M0122), mRNA 


NM 015456 


Homo sapiens DKFZP586B0519 protein (DKFZP586B0519), mRNA 


NM 015393 


Homo sapiens DKFZP564O0823 protein (DKFZP5 6400823), mRNA 


NM 015421 


Homo sapiens DKFZP564K2062 protein (DKFZP564K2062), mRNA 


NM 015415 


Homo sapiens DKFZP564B167 protein (DKFZP564B167), mRNA 


NM 015527 


Homo sapiens DKFZP434P1750 protein (DKFZP434P1750), mRNA 


NM 015458 


Homo sapiens DKFZP434K171 protein (DKFZP434K171), mRNA 


NM 015599 


Homo sapiens N-acetylglucosamine-phosphate mutase (AGM1), mRNA 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hypothetical protein (CL640), mRNA 


NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 
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NM 015703 


Homo sapiens CGI-96 protein (CGI-96), mRNA 


NM 015380 


Homo sapiens CGI-51 protein (CGI-51), mRNA 


NM 014143 


Homo sapiens B7-H1 protein (B7-H1), mRNA 


NM 014062 


Homo sapiens ART-4 protein (ART-4), mRNA 


NM 014596 


Homo sapiens zinc ribbon domain containing, 1 (ZNRD1), mRNA 


NM 014519 


Homo sapiens zinc finger protein 232 (ZNF232), mRNA 


NM 014437 


Homo sapiens zinc/iron regulated transporter-like (ZDRTL), mRNA 


NM 015363 


Homo sapiens zinc finger, imprinted 2 (Z1M2), mRNA 


NM 014232 


Homo sapiens vesicle-associated membrane protein 2 (synaptobrevin 2) 
(VAMP2), mRNA 


NM 014233 


Homo sapiens upstream binding transcription factor, RNA polymerase I (UBTF), 
mRNA 


NM 014235 


Homo sapiens ubiquitin-like 4 (UBL4), mRNA 


NM 014383 


Homo sapiens testis zinc finger protein (TZFP), mRNA 

r » £- i H 


NM 014547 


Homo sapiens tropomodulin 3 (ubiquitous) (TMOD3), mRNA 


NM 014548 


Homo sapiens tropomodulin 2 (neuronal) (TMOD2), mRNA 


NM 014464 


Homo sapiens tubulointerstitial nephritis antigen (TIN- AG), mRNA 


NM 014258 


Homo sapiens synaptonemal complex protein 2 (SYCP2), mRNA 


NM 014370 


Homo sapiens serine/threonine kinase 23 (STK23), mRNA 


NM 014264 


Homo sapiens serine/threonine kinase 18 (STK18), mRNA 


NM 014467 


Homo sapiens sushi-repeat protein (SRPUL), mRNA 


NM 014230 


Homo sapiens signal recognition particle 68kD (SRP68), mRNA 


NM 014320 


Homo sapiens putative heme-binding protein (SOUL), mRNA 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA 


NMO 14311 


Homo sapiens single-strand selective monofunctional uracil DNA glycosylase 
(SMUGD mRNA 


NM 014270 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 9 (SLC7A9), mRNA 


NM 014252 


Homo sapiens solute carrier family 25 (mitochondrial carrier; ornithine 
transporter) member 15 (SLC25A15), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 014251 


Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA 


NM 014442 


Homo sapiens sialic acid binding Ig-like lectin 8 (SIGLEC8), mRNA 


NM 014521 


Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA 


NM 014554 


Homo sapiens sentrin/SUMO -specific protease (SENP1), mRNA 


NM 014563 


Homo sapiens spondyloepiphyseal dysplasia, late (SEDL), mRNA 


NM_014191 


Homo sapiens sodium channel, voltage gated, type VIII, alpha polypeptide 
(SCN8A), mRNA 


NM_014139 


Homo sapiens sodium channel, voltage-gated, type XII, alpha polypeptide 
(SCN12A), mRNA 


NM 014363 


Homo sapiens spastic ataxia of Charlevoix-Saguenay (sacsin) (SACS), mRNA 


NM 014285 


Homo sapiens homolog of Yeast RRP4 (ribosomal RNA processing 4), 3-5'- 
exoribonuclease (RRP4), mRNA 


NM 014496 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 6 (RPS6KA6), 
mRNA 


NM 014245 


Homo sapiens ring finger protein 7 (RNF7), mRNA 


NM 014372 


Homo sapiens ring finger protein 1 1 (RNF1 1), mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP -binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBX1), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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NM 014353 


Homo sapiens RAB26, member RAS oncogene family (RAB26), mRNA 


NM 014410 


Homo sapiens clusterin-like 1 (retinal) (CLUL1), mRNA 


NM_0 15725 


Homo sapiens photoreceptor outer segment all-trans retinol dehydrogenase 
(PRRDH), mRNA 


NM 005973 


Homo sapiens papillary renal cell carcinoma (translocation-associated) (PRCC), 
mRNA 


NM 014337 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 2 (PPIL2), mRNA 


NMJ>14348 


Homo sapiens similar to rat integral membrane glycoprotein POM121 
(POM121Ll),mRNA 


NM 015720 


Homo sapiens endoglycan (PODLX2), mRNA 


NM 014386 


Homo sapiens polycystic kidney disease 2-like 2 (PKD2L2), mRNA 


NM 014390 


Homo sapiens EBNA-2 co-activator (lOOkD) (pl00) 5 mRNA 


NM 014321 


Homo sapiens origin recognition complex, subunit 6 (yeast homolog)-like 
(ORC6L), mRNA 


NM 014566 


Homo sapiens olfactory receptor, family 1, subfamily D, member 5 (OR1D5), 
mRNA 


NM„014565 


Homo sapiens olfactory receptor, family 1, subfamily A, member 1 (OR1A1), 
mRNA 


NM 014352 


Homo sapiens POU transcription factor (OCT1 1), mRNA 


NM 014581 


Homo sapiens odorant-binding protein 2B (OBP2B), mRNA 


NM 014582 


Homo sapiens odorant-binding protein 2A (OBP2A), mRNA 


NMJ314142 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 
(NUDT5), mRNA 


NMJ) 14502 


Homo sapiens nuclear matrix protein NMP200 related to splicing factor PRP19 
(NMP200), mRNA 


NM 014328 


Homo sapiens nesca protein (NESCA), mRNA 


NM_0 14222 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8 
(19kD, PGIV) (NDUPA8), mRNA 


NM 015678 


Homo sapiens neurobeachin (NBEA), mRNA 


NM 014461 


Homo sapiens contactin 6 (CNTN6), mRNA 


NM 014520 


Homo sapiens MYB binding protein (P160) la (MYBBP1 A), mRNA 


NM 014221 


Homo sapiens mature T-cell proliferation 1 (MTCP1), mRNA 


NM 005927 


Homo sapiens microfibrillar-associated protein 3 (MFAP3), mRNA 


NM 014623 


Homo sapiens male-enhanced antigen (ME A), mRNA 


NM 014462 


Homo sapiens Lsml protein (LSM1), mRNA 


NM_0 14622 


Homo sapiens loss of hetero:zygosity, 11, chromosomal region 2, gene A 
(LOH1 1CR2A), mRNA 


NM 014240 


Homo sapiens LIM domains containing 1 (LIMD1), mRNA 


NM 014564 


Homo sapiens LIM homeobox protein 3 (LHX3), mRNA 


NM 014553 


Homo sapiens LBP protein (LBP-9), mRNA 


NM 014387 


Homo sapiens linker for activation of T cells (LAT), mRNA 


NM 014379 


Homo sapiens neuronal potassium channel alpha subunit (KV8.1), mRNA 


NMJ) 145 14 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, short 
cytoplasmic tail, 1 (KIR3DS1), mRNA 


NM 014513 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 5 (KIR2DS5), mRNA 


NMJ)14512 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 1 (KER2DS1), mRNA 


NM_014511 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 3 (KIR2DL3), mRNA 


NMJ)14219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KIR2DL2), mRNA 
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NM_014218 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 1 (KIR2DL1), mRNA 


NM_014765 


Homo sapiens translocase of outer mitochondrial membrane 20 (yeast) homolog 
(KIAA0016),mRNA 


NM_014406 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 3 -like (KCNMB3L), mRNA 


NMJ 14407 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M beta member 3 (KCNMB3), mRNA 


NM 014216 


Homo sapiens inositol 1,3,4-triphosphate 5/6 kinase (ITPK1), mRNA 


NM 014425 


Homo sapiens inversin (INVS), mRNA 


NM 014214 


Homo sapiens mositol(myo)-l(or 4)-monophosphatase 2 (IMPA2), mRNA 


NM 014271 


Homo sapiens interleukin 1 receptor accessory protein-like 1 (IL1RAPL1) 
mRNA 


NM 014339 


Homo sapiens interleukin 17 receptor (IL17R), mRNA 


NM 014443 


Homo sapiens interleukin 17B (IL17B), mRNA 


NM 014333 


Homo sapiens immunoglobulin superfamily, member 4 (IGSF4), mRNA 


NM 014262 


Homo sapiens hypothetical protein B (HSU47926), mRNA 


NM 014424 


Homo sapiens heat shock 27kD protein family, member 7 (cardiovascular) 
(HSPB7), mRNA 


NM 014473 


Homo sapiens putative dimethyladenosine transferase (HSA9761), mRNA 


NM 015370 


Homo sapiens hypothetical protein (HS747E2A), mRNA 


NM 015371 


Homo sapiens hypothetical protein (HS322B1A), mRNA 


NM 014345 


Homo sapiens endocrine regulator (HRJHFB2436), mRNA 


NM 014255 


Homo sapiens transmembrane protein 4 (TMEM4), mRNA 


NM_0 14257 


Homo sapiens CD209 antigen-like (CD209L), mRNA 


NM 014213 


Homo sapiens homeo box D9 (HOXD9), mRNA 


NM 014620 


Homo sapiens homeo box C4 (HOXC4), mRNA 


NM 014212 


Homo sapiens homeo box CI 1 (HOXC1 1), mRNA 


NM 014260 


Homo sapiens HLA class II region expressed gene KE2 (HKE2), mRNA 


NM 014356 


Homo sapiens HGC6.2 protein (HGC6.2), mRNA 


NM 014354 


Homo sapiens HGC6. 1 . 1 protein (HGC6. 1.1), mRNA 


NM J) 14571 


Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL) 
mRNA 


NM 014606 


Homo sapiens hect domain and RLD 3 (HERC3), mRNA 


NM 015726 


Homo sapiens H326 (H326), mRNA 


NM_014619 


Homo sapiens glutamate receptor, ionotropic, kainate 4 (GRIK4), mRNA 


NM 014626 


Homo sapiens G protein-coupled receptor 58 (GPR58), mRNA 


NM J) 14627 


Homo sapiens G protein-coupled receptor 57 (GPR57), mRNA 


NM 014498 


Homo sapiens type II Golgi membrane protein (GPP 130), mRNA 


NM 014373 


Homo sapiens putative G protein-coupled receptor (GPCR150), mRNA 


NM 014236 


Homo sapiens glyceronephosphate O-acyltransferase (GNPAT), mRNA 


NM_015710 


Homo sapiens glioma tumor suppressor candidate region gene 2 (GLTSCR2), 
mRNA ' l 


NMJU5711 


Homo sapiens glioma tumor suppressor candidate region gene 1 (GLTSCR1), 
mRNA ~ 


NM 015715 


Homo sapiens group III secreted phospholipase A2 (GIII-SPLA2), mRNA 


NMJH4291 


Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A 
hgase) (GCAT), mRNA 


NM_014364 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase, testis-specific 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lymphocyte G0/G1 switch gene (G0S2), mRNA 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAG1), mRNA 
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NM 014585 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 3 (SLC11A3), mRNA 


NM 014344 

J. i J.vx \j x i »^ ■ • 


Homo sapiens putative secreted ligand homologous to fjxl (FJX1), mRNA 


NM 014439 


Homo sapiens Interleukin-1 Superfamily z (FILl(ZETA)), mRNA 


NM 014440 


Homo sapiens lnterleukin-1 Superfamily 1 (FILl(EPSILON)), mRNA 


NM 014438 


Homo sapiens Interleukin-1 Superfamily e (FIL1), mRNA 


NM 014210 

J- l X YX V X I ' J- V 


Homo sapiens ecotropic viral integration site 2A (EVI2A), mRNA 


NM 014355 


Homo sapiens enolase alpha, lung-specific (ENOIB), mRNA 


NM 014600 


Homo sapiens EH-domain containing 3 (EHD3), mRNA 


NM_0 14601 


Homo sapiens EH-domain containing 2 (EHD2), mRNA 


"NTM 014503 


Homo s aniens down-re eulated in metastasis (DR1M), mRNA 


TSTM" 014^40 


Homo saniens DKFZt)434P21 1 nrotein (DKFZP434P21 1), mRNA 


XTA/T 014^SR 

IN 1VX__V/ It-jOO 


Homo saniens novel nutative nrotein similar to YEL091C veast hypothetical 84 
kD nrotein from SGA1-KTR7 (DJ434014.5), mRNA 


NM 014618 

xXxYJL Ul^UlO 


Homo sapiens deleted in bladder cancer chromosome region candidate 1 
(DBCCR1), mRNA 


NM 014392 


Homo sapiens neuron-specific protein (D4S234E), mRNA 


NM 004389 


Homo sapiens catenin (cadherin-associated protein), alpha 2 (CTNNA2), mRNA 


NM 014343 


Homo sapiens claudin 15 (CLDN15), mRNA 


NM 014887 


Homo sapiens hypothetical protein from BCRA2 region (CG005), mRNA 


"NTM 014207 


Homo saniens CDS antigen (1356-62) (CDS), mRNA 


NM 014335 


Homo sapiens chromosome 15 open reading frame 3 (C1SORF3), mRNA 




Homo ^aniens chromosome 11 onen reading frame 10 (CllorflO), mRNA 


"NTM" 01 44^1 


Homo ^aniens nutative breast adenocarcinoma marker (32kD) (BC-2), mRNA 


"MM 014^8? 

1N1V1 w 1 tJ OZ- 


Homo saniens ATPase Ca++ transnortins, type 2C, member 1 (ATP2C1), 
mRNA 


NM 014570 


Homo sapiens ADP-ribosylation factor GTPase activating protein 1 
(ARFGAP1), mRNA 

y x vxvx v^-»x xx x J «) xxx-i-^-i. ^ 


NM 014278 


Homo sapiens heat shock protein (hspl 10 family) (APG-1), mRNA 


NM 014495 


Homo sapiens angiopoietin-like 3 (ANGPTL3), mRNA 


NM_004037 


Homo sapiens adenosine monophosphate deaminase 2 (isoform L) (AMPD2), 
mRNA 


"NTM 014324 

X > XYX \J X T^w/ ^— ' i 


Homo sapiens alpha-methyl acyl -Co A racemase (AMACR), mRNA 


NM 014476 


Homo sapiens alpha-actinin-2-associated LLM protein (ALP), mRNA 


InTM 0144?^ 


Homo sapiens ALL1 fused gene from 5q31 (AF5Q31), mRNA 


IsTM 014590 


Homo saniens endogenous retroviral family W. env(C7), member 1 (syncytin) 
(ERVWE1), mRNA 


NM 014486 


Homo sapiens neuronal thread protein (AD7C-NTP), mRNA 


"MM 014^84 

INxVJL UltJO'T 


Homo saniens acvl-Coenzvme A dehvdroeenase family, member 8 (ACAD 8), 
mRNA 


"MM 014974 


Homo sapiens Alu-binding protein with zinc finger domain (ABP/ZF), mRNA 


NM 014444 


Homo sapiens gamma tubulin ring complex protein (76p gene) (76P), mRNA 


ATTV/T 0070R9 
I N JLYL__U U/UOZ 


T-Tnmn caniens RAH member of RAS oncogene familv-like 2 A (RABL2A), 
mRNA 


XTX/T 01^A19 

lNxVL_U LDHIZ, 


u nrn „ Qqnien<? RAR member nf R A5? oncneene familv-like 2A fRABL2A\ 
transcript variant 1, mRNA 


NM_005036 


Homo sapiens peroxisome proliferative activated receptor, alpha (PPARA), 
mRNA 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 2, 
mRNA 


NM_013989 


Homo sapiens deiodinase, iodothyronine, type II (DIQ2), transcript variant 1, 
mRNA 
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NM 004323 


Homo sapiens BCL2-associated athanogene (BAG1), mRNA 


NM 000156 


Homo sapiens guanidinoacetate N-methyltransferase (GAMT), mRNA 


NM 002782 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 6 (PSG6), mRNA 


NM 005523 


Homo sapiens homeo box Al 1 (HOXA1 1), mRNA 


NM 007050 


Homo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA 


NM 006249 


Homo sapiens proline-rich protein BstNI subfamily 3 (PRB3), mRNA 


NM 005529 


Homo sapiens heparan sulfate proteoglycan 2 (perlecan) (HSPG2), mRNA 


NM 005187 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
3 (CBFA2T3), mRNA 


NM 005565 


Homo sapiens lymphocyte cytosolic protein 2 (SH2 domain-containing 
leukocyte protein of 76kD) (LCP2), mRNA 


NM 002298 


Homo sapiens lymphocyte cytosolic protein 1 (L-plastin) (LCP1), mRNA 


NM 005190 


Homo sapiens cyclin C (CCNC), mRNA 


NM_005415 


Homo sapiens solute carrier family 20 (phosphate transporter), member 1 
(SLC20A1), mRNA 


NM 001040 


Homo sapiens sex hormone-binding globulin (SHBG), mRNA 


NM 002777 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoantigen) (PRTN3), mRNA 


NM 005199 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CHRNG), 
mRNA 


NM 011916 

_LN ±V_L W 1J7JU 


Homo sapiens olfactory receptor, family 12, subfamily D, member 2 (OR12D2), 
mRNA 


JLNXYJ- U 1 J/ J / 


Homo sapiens olfactory receptor, family 11, subfamily A, member 1 (OR11A1), 
mRNA 


NM 011940 

.LN.LVJL X ~> -S^"\J 


Homo sapiens olfactory receptor, family 10, subfamily H, member 1 (OR10H1), 
mRNA " 1 


NM 013941 


Homo sapiens olfactory receptor, family 10, subfamily C, member 1 (OR10C1), 
mRNA 


NM 013938 


Homo sapiens olfactory receptor, family 10, subfamily H, member 3 (OR10H3), 
mRNA 


NM_0 13939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 
mRNA 


NM 013452 


Homo sapiens variable charge, X chromosome (VCX), mRNA 


NM 013437 


Homo sapiens potential tumor suppressor (ST7), mRNA 


NM 013440 


Homo sapiens paired immunoglobulin-like receptor beta (PILR(BETA)), mRNA 


NM 013439 


Homo sapiens paired immunoglobulin-like receptor alpha (PILR( ALPHA)) , 
mRNA 


NM 013446 


Homo sapiens makorin, ring finger protein, 1 (MKRN1), mRNA 


NM 007267 


Homo sapiens expressed in activated T/LAK lymphocytes (LAK-4P), mRNA 


NM 013450 


Homo sapiens bromodomain adjacent to zinc finger domain, 2B (BAZ2B), 
mRNA v 


NM 013448 


Homo sapiens bromodomain adjacent to zinc finger domain, 1 A (BAZ1A), 
mRNA 


NM 000033 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 1 (ABCD1), 
mRNA 


NM 002593 


Homo sapiens procollagen C-endopeptidase enhancer (PCOLCE), mRNA 


NM 004504 


Homo sapiens HIV-1 Rev binding protein (HRB), mRNA 


NM_004131 


Homo sapiens granzyme B (granzyme 2, cytotoxic T-lymphocyte-associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BIK), mRNA 
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NM 000487 


Homo sapiens arylsulfatase A (ARSA), mRNA 


NM_004597 


Homo sapiens small nuclear ribonucleoprotein D2 polypeptide (16.5kD) 
(SNRPD2), mRNA 


NM 006194 


Homo sapiens paired box gene 9 (PAX9), mRNA 


NM 013330 


Homo sapiens NME7 (NME7), mRNA 


NM 012476 


Homo sapiens ventral anterior homeobox 2 (VAX2), mRNA 


NM 012253 


Homo sapiens transketolase-like 1 (TKTL1), mRNA 


NM 012268 


Homo sapiens similar to vaccinia virus Hindlll K4L ORF (HU-K4), mRNA | 


NM 002017 


Homo sapiens Friend leukemia virus integration 1 (FLI1), mRNA 


NM 006769 


Homo sapiens LIM domain only 4 (LM04), mRNA 


NMJ)02260 


Homo sapiens killer cell lectin-like receptor subfamily C, member 2 (KLRC2), 
mRNA 


NM 005317 


Homo sapiens granzyme M (lymphocyte met-ase 1) (GZMM), mRNA 


NM 004417 


Homo sapiens dual specificity phosphatase 1 (DUSP1), mRNA 


NM 012125 


Homo sapiens cholinergic receptor, muscarinic 5 (CHRM5), mRNA 


NM 001236 


Homo sapiens carbonyl reductase 3 (CBR3), mRNA 


NM 013343 


Homo sapiens NAG-7 protein (NAG-7), mRNA 


NM 013344 


Homo sapiens leucine zipper-like protein (LZLP), mRNA 


NM 013236 


Homo sapiens like mouse brain protein E46 (E46L), mRNA 


NM 013380 


Homo sapiens zinc finger protein 228 (ZNF228), mRNA 


NM 013362 


Homo sapiens zinc finger protein 225 (ZNF225), mRNA 


NM 013398 


Homo sapiens zinc finger protein 224 (ZNF224), mRNA 


NM_013361 


Homo sapiens zinc finger protein 223 (ZNF223), mRNA 


NM 013360 


Homo sapiens zinc finger protein 222 (ZNF222), mRNA 


NM 013359 


Homo sapiens zinc finger protein 221 (ZNF221), mRNA 


NM 013250 


Homo sapiens zinc finger protein 215 (ZNF215), mRNA J 


NM 013249 


Homo sapiens zinc finger protein 214 (ZNF214), mRNA 


NM 013256 


Homo sapiens zinc finger protein 180 (HHZ168) (ZNF180), mRNA 


NM 013371 


Homo sapiens interleukin 19 (IL19), mRNA 


NM 013403 


Homo sapiens zinedin (ZEST), mRNA 


NM 013378 


Homo sapiens pre-B lymphocyte gene 3 (VPREB3), mRNA 


NM 013270 


Homo sapiens testes-specifie protease 50 (TSP50), mRNA 


NM_013381 


Homo sapiens thyrotropin-releasing hormone degrading ectoenzyme (TRHDE), 
mRNA 


NM_013315 


Homo sapiens transmembrane phosphatase with tensin homology (TPTE), 
mRNA 


NM 013353 


Homo sapiens tropomodulin 4 (muscle) (TMOD4), mRNA 


NM 013390 


Homo sapiens transmembrane protein 2 (TMEM2), mRNA 


NM 013319 


Homo sapiens transitional epithelia response protein (TERE1), mRNA 


NM 013254 


Homo sapiens TANK-binding kinase 1 (TBK1), mRNA 


NMJH3309 


Homo sapiens solute carrier family 30 (zinc transporter), member 4 (SLC30A4), 
mRNA 


NM 013356 


Homo sapiens monocarboxylate transporter 3 (SLC16A8), mRNA 

" J tr \, — — — 


NM 013257 


Homo sapiens serum/elucocorticoid regulated kinase-like (SGKL), mRNA 


NM 013376 


Homo sapiens CDK4-binding protein p34SEIl (SEI1), mRNA 


NM 013243 


Homo sapiens secretogranin III (SCG3), mRNA 


NM_013352 


Homo sapiens squamous cell carcinoma antigen recognized by T cell (SART-2), 
mRNA 


NM 013401 


Homo sapiens RAB3A interacting protein (rabin3)-like 1 (RAB3IL1), mRNA 


NM 013237 


Homo sapiens pxl9-like protein (PX19), mRNA 


NM 013261 


Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator 1 
(PPARGC1), mRNA 
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TvTA jr p\ -| OOiCO 


Homo sapiens placental protein u yrsr ld j, iijjaj-n^v 


NM 013352 


TT _ on-Janp -f-\n+ofi Tvrrvff^in O mQTin ACA/ltrfin <sfpra fPOjVTT^^ TTlRTNA 

LlOmO S3.pienS pUtatlVC protein ^-IlldJlllU&yiliaiioX^iciou wiyai^j ij.ixv_l -x^-^ 


NM iJiiziz 


TT Amn coi-iiaiic -rvmcTra-m-mf^A n^ll Hf^th ^ rPT)fTT)6^ mRNA 
JnLOlTlO Sa.picnS prUgIclIIlIiJLCU. UC11 UCatll \J \x L/viyuj, iaai.va-'ix x 


ATX Jf A1 m 


rionio sapiens over-cxprcoocu. uicci£>i uuinui jjj.ul^.ui ^v_/o_jaj. uuvi^v 


NM_013389 


Homo sapiens NPC1 (Niemann-Pick disease, type CI, gene)-like 1 (NPC1L1), 

*-*-»T>XT A 

mKJN/\ 


JNM U133zo 


Unmn cortipnc f^rvlrvn CAnC f*Y—C\ COnPI atpH "Hr At PITT A/TlP, 1 f A/f TO 1 ). TTlRNA 

Jrioino sapiens coion uciiiuci-ci&oijvviciiC'U. jjujit^in ivhv 1 ^mi^iyj uuvnii 


NM 01323s 


JnLomo sapiens uin/\j aomain-coniainiiig ^iv±v_,jy, ui±\j.n./-\. 


NM 013269 


Homo sapiens lectin-like NK cell receptor (LLT1), mRNA 


NM_0 13289 


Homo sapiens Killer ceil lmmunogiouunn-iiKe ieoepiui, uncc uuniaino, i^ng 
cytoplasmic tail, 1 (KIR3DL1), mRNA 


TV TTV /f f\ 1 O O 1 1 

NM 013311 


Homo sapiens insulin upstream iacxor 1 ^iur lj, ijusa^j^ 


NM 013278 


Homo sapiens interleukin 17C (IL17C), mRNA 


NM_0 13292 


Homo sapiens (^clone r w rin_z-Z4 j myosin ngnx onam z ^nuiv±ivij^^z,j3^, 


NM_013288 


Homo sapiens DNA binding protein for surfactant protein B (HLIMBINDC), 
niKJNA 


NM_013244 


Homo sapiens UDP-N-acetylglucosamine:a-l,3-D-mannoside beta-l,4-N- 
acetylglucosamin^^itiansierase i v -nomoiog ^xivjin i-iv -n^? iiu\aN.rv 


Tv TTV ,4" /\ 1 O <^ y"" A 

NM 013264 


Homo sapiens gonadouopm-ieguiaxea xesxicuiar ixiN^v iicucctt>c ^vjxvaxi^, iiuxi>ii-v. 


NM_013281 


Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 

TT< TvT A 

mRNA 


NM_0 13231 


Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 

Ti TvT A 

mRJNA 


NM 013241 


Homo sapiens FH1/FH2 domain-containing protein (FHOS), mRNA 


NM_0 13342 


Homo sapiens ICJri (rszAJ iusion partner ennanooa jueuKemiaj ^irri;, 

„,T)T\T A 

mKJNA 


NM_0 13246 


Homo sapiens cardiotrophin-like cytokine; neurotrophin-l/B-cell stimulating 
tactor-3 (L,jlc) 3 mJtsJN/Y 


NM_0 13372 


Homo sapiens cysteine Knot superiamiiy i, -divjlt aniaguinbL i ^ivior i-oi;, 
mRJNA 


TvTA iT rv 1 O O T7 

NM 013327 


Homo sapiens v_\jioo protein ^v^vji-joj, iiuvln^ 


JNM_0 13230 


Urtwirv powotic O"P\0yd. onfi rr/^rr / email r»p»11 Inner PflrpilinTtlP plll^tPT* 4 HTlfi P"PTT i 

Homo sapiens ljjzh- antigen ^smaii oeii lung ud,ivviiiuj.iia v/iuatci *t 
(CD24), mRNA 


JNM OlJz/o 


Homo sapiens carDonyaraie iviiid.se -iijvc ^v^^jvts^j-/ j , inrvi^-rv 


jnm ui33yy 


Urvmrv conip-nc r'lTr'rvmr^crvmf 1 f\ nnpn rpaHincr framft S TCltSorfS^ mRN[A 

xiomo sapieno wiiiijiiiuovjiiic iu upcn icdv-u.±ig xkxih^/ ^ v v iwiij^, uum ^ ^ 


NM 006765 


Homo sapiens Putative prostate cancer tumor suppressor (N33), mRNA 


JNM 00o/yz 


nonio sapiens monaiiLy lat/i-oi *+ ^ivi winjl *t ^ , inivi>irv 


JNM_000397 


JnLomo sapiens cytoenrome d-z^t j , oeia puiypcptiuc ^iii*jnivv g,i anuiwiiia lkj ho 
oiseasej 1 00 rnivrN/Y 


TvTTV A AACHftO 
JNM 00509b 


Homo sapiens muscunn ^aL/tivdieci o-ucn idviui-ij v.- lvj - ijv - / /? iij - Lvi> ' r ^ 


TvTTV K S~ 1 AA 

NM_p06144 


Homo sapiens granzyme J\ ^granzyme i, cyioLoxiL/ ± lyiiipinj^^Lc asau^iatcu. 
serine esterase dj \\jZjjyxj\) 9 rnxviN-rv 


Tv TA A A AO A A "7 

JNM 00204/ 


Homo sapiens giycyi~txviN/\ syniiicicLoc ^vjt-vxvo^, iiixvi>^. 


Tv TA A C\C\A A(\^ 

JNM 00440j 


riomo sapieiio u-ioiai-ieois xiunicu uua iiixvl^^i. 


JNM 0043 / 1 


"O" cionipnc pna+nmpr i-vrrvf^in rnmnlpv ci iV\l mit alnha t COP A ) mRNA 

riomo sapieiio ^uaiotner piuLcni l-uiii|jic/a., au.L/u.iiit aipua ^ *-/3 u - VjL ^ ^ x 


XTA/f HfK 181 
1N1V1 UUjlOl 


TTrkmn ciir>ipn<; carVinnir nnhvdra^e TTT muscle SDeciflC TCA3), mRNA 


NM 001663 


Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 (ARF5) ? mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARP4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARF1), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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binding cassette (sub-family C, member 7) (CFTR), mRNA 


NM 003560 


Homo sapiens phospholipase A2, group VI (cytosolic, calcium-independent) 
(PLA2G6), mRNA 


NM 004004 


Homo sapiens gap junction protein, beta 2, 26kD (connexin 26) (GJB2), mRNA 


NM 005198 


Homo sapiens choline kinase-like (CHKL), mRNA 


NM 012482 


Homo sapiens zinc finger protein 281 (ZNF281), mRNA 


NM 012256 


Homo sapiens zinc finger protein 212 (ZNF212), mRNA 


NM 012479 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, gamma polypeptide (YWHAG), mRNA 


NM 012255 


Homo sapiens 5-3' exoribonuclease 2 (XRN2), mRNA 


NM 012474 


Homo sapiens uridine monophosphate kinase (UMPK), mRNA 


NM 012473 


Homo sapiens thioredoxin, mitochondrial (TXN2), mRNA 


NM 012466 


Homo sapiens tetraspanin TM4-B (TM4-B), mRNA 


NM 012465 


Homo sapiens tolloid-like 2 (TLL2), mRNA 


NM 012464 


Homo sapiens tolloid-like 1 (TLL1), mRNA 


NM 012290 


Homo sapiens tousled-like kinase 1 (TLK1), mRNA 


NM 012455 


Homo sapiens SEC7 homolog (TIC), mRNA 


NM 012454 


Homo sapiens T-cell lymphoma invasion and metastasis 2 (TIAM2), mRNA 


NM 012251 


Homo sapiens transcription factor A, mitochondrial (TFAM), mRNA 


NM 012451 


Homo sapiens synaptogyrin 4 (SYNGR4), mRNA 


NM_0 12448 


Homo sapiens signal transducer and activator of transcription 5B (STAT5B), 
mRNA 


NM_0 12447 


Homo sapiens stromal antigen 3 (STAG3), mRNA 


NM 012445 


Homo sapiens spondin 2, extracellular matrix protein (SPON2), mRNA 


NM 012443 


Homo sapiens sperm associated antigen 6 (SPAG6), mRNA 


MM 019244 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 8 (SLC7A8), mRNA 


NM 012243 


Homo sapiens solute carrier family 35 (UDP-N-acetylglucosamine (UDP- 
GlcNAc'l transporter), member 3 (SLC35A3), mRNA 


NM_0 12434 


Homo sapiens solute carrier family 17 (anion/sugar transporter), member 5 
(SLC17A5), mRNA 


NM 012432 


Homo sapiens SET domain, bifurcated 1 (SETDB1), mRNA 


NM 012427 


Homo sapiens kallikrein 5 (KLK5), mRNA 


NM 012236 


Homo sapiens sex comb on midleg homolog 1 (SCMH1), mRNA 


NM 012424 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 012421 


Homo sapiens rearranged L-myc fusion sequence (RLF), mRNA 


NM 012415 


Homo sapiens RAD54, S. cerevisiae, homolog of, B (RAD54B), mRNA 


NM 012410 


Homo sapiens type I transmembrane receptor (seizure-related protein) (PSK-1), 
mRNA 


NM 012409 


Homo sapiens prion gene complex, downstream (PRND), mRNA 


NM 012402 


Homo sapiens partner of RAC1 (arfaptin 2) (POR1), mRNA 


NM 012400 

1>1VX \J X rv v 


Homo sapiens phospholipase A2, group ILD (PLA2G2D), mRNA 


NM 012399 


Homo sapiens phosphotidylinositol transfer protein, beta (PITPNB), mRNA 


NM 012088 


Homo sapiens 6-phosphogluconolactonase (PGLS), mRNA 


NM 012395 


Homo sapiens PFTALRE protein kinase 1 (PFTK1), mRNA 


NM.012391 


Homo sapiens prostate epithelium-specific Ets transcription factor (PDEF), 
mRNA 


NM 012385 


Homo sapiens p8 protein (candidate of metastasis 1) (P8), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA 


NM 012375 


Homo sapiens olfactory receptor, family 52, subfamily A, member 1 (OR52A1), 
mRNA 
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mm 01236R 

IN XVJL \J 1 jL, J \j L> 


Homo sapiens olfactory receptor, family 2, subfamily C, member 1 (OR2C1), 
mRNA 


ajm 012360 


Homo sapiens olfactory receptor, family 1, subfamily F, member 8 (OR1F8), 
mRNA 


NM 012352 

J. N XYX V l^J Jij 


Homo sapiens olfactory receptor, family 1, subfamily A, member 2 (OR1A2), 
mRNA 


NM 012351 

X > XVX \J X J~4 *J X 


Homo sapiens olfactory receptor, family 10, subfamily J, member 1 (OR10J1), 
mRNA 


NM 012345 


Homo sapiens nuclear fragile X mental retardation protein interacting protein 1 
(NUFIPl) 5 mRNA 


NM 012344 


Homo sapiens neurotensin receptor 2 (NTSR2), mRNA 


NM 012343 


Homo sapiens nicotinamide nucleotide transhydrogenase (NNT), mRNA 


NM 012342 

X 'I X YJL V/ X ' ^— ' 


Homo sapiens putative transmembrane protein (NMA), mRNA 


NM 012337 


Homo sapiens nasopharyngeal epithelium specific protein 1 (NESG1), mRNA 


NM 012330 


Homo sapiens histone acetyltransferase (MORF), mRNA 


NM 012064 


Homo sapiens major intrinsic protein of lens fiber (MIP), mRNA 


NMJH2214 


Homo sapiens mannosyl (alpha-l,3-)-glycoproteinbeta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme A (MGAT4A), mRNA 


NM 012213 


Homo sapiens malonyl-CoA decarboxylase (MLYCD), mRNA 


NM_012325 


Homo sapiens microtubule-associated protein, RP/EB family, member 1 
(MAPRE1) mRNA 


NM_012318 


Homo sapiens leucine zipper-EF-hand containing transmembrane protein 1 
(LETM1), mRNA 


NM_012317 


Homo sapiens leucine zipper, down-regulated in cancer 1 (LDOC1), mRNA 


"NM 012314 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 4 (KIR2DS4), mRNA 


NM 012313 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 3 (KIR2DS3), mRNA 


NM 01^312 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail 2 CKIR2DS2), mRNA 


NM 012307 


Homo sapiens differentially expressed in adenocarcinoma of the lung 
(KIAA0987), mRNA 


NM 012306 


Homo sapiens lifeguard (KIAA0950), mRNA 


NM 012302 


Homo sapiens latrophilin (KIAA0786), mRNA 


NM 012295 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA 


NM 012288 


Homo sapiens TRAM-like protein (KIAA0057), mRNA 


NM 012286 

X 1 X TX Kf X*-r^W 


Homo sapiens MORF-related gene X (KIAA0026), mRNA 


NM 012283 


Homo sapiens potassium voltage-gated channel, subfamily G, member 2 
(KCNG2), mRNA 


NM 012282 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1- 
like (KCNE1L), mRNA 


NM 012278 


Homo sapiens integrin beta 1 binding protein (melusin) 2 (ITGB1BP2), mRNA 


NM 012211 


Homo sapiens integrin, alpha 11 (ITGA11), mRNA 


NM 012277 


Homo sapiens pancreatic beta cell growth factor (INGAP), mRNA 


NM 012275 

X XVX \J X ^>x< / «^ 


Homo sapiens interleukin-1 receptor antagonist homolog 1 (IL1HY1), mRNA 


NM_012259 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 2 (HEY2), 
mRNA 


NMJU2258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEY1), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBP1), mRNA 


NMJH2087 


Homo sapiens general transcription factor IIIC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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NMJH2203 


Homo sapiens glyoxylate reductase/hydroxypyruvate reductase (GRHPR), 
mRNA 


NMJH2202 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 3 
(GNG3) 5 mRNA 


NM 012084 


Homo sapiens Glutamate dehydrogenase-2 (GLUD2), mRNA 


NM 012191 


Homo sapiens putative tumor suppressor (FUS2), mRNA 


NM 012185 


Homo sapiens forkhead box E2 (FOXE2), mRNA 


NM 012183 


Homo sapiens forkhead box D3 (FOXD3), mRNA 


NM 012153 


Homo sapiens Ets homologous factor (EHF), mRNA 


NM_0 12080 


Homo sapiens DNA segment, numerous copies, expressed probes (GS1 gene) 
(DXF68SlE),mRNA 


NM 012148 


Homo sapiens double homeobox, 3 (DUX3), mRNA 


NM 012147 


Homo sapiens double homeobox, 2 (DUX2), mRNA 


NM 012145 


Homo sapiens deoxythymidylate kinase (thymidylate kinase) (DTYMK), mRNA 


NM 012144 


Homo sapiens dynein, axonemal, intermediate polypeptide, 1 (DNAI1), mRNA 


NMJ)12140 


Homo sapiens solute carrier family 25 (mitochondrial carrier; dicarboxylate 
transporter), member 10 (SLC25A10), mRNA 


NM 012137 


Homo sapiens dimethvlarginine dimethylaminohydrolase 1 (DDAH1), mRNA 


NM 012134 


Homo sapiens leiomodin 1 (smooth muscle) (LMOD1), mRNA 


NM 012133 


Homo sapiens coatomer protein complex, subunit gamma 2 (COPG2), mRNA 


NM 012132 


Homo sapiens claudin 8 (CLDN8), mRNA 


NM 012131 


Homo sapiens claudin 17 (CLDN17), mRNA 


NM 012130 


Homo sapiens claudin 14 (CLDN14), mRNA 


NM 012129 


Homo sapiens claudin 12 (CLDN12), mRNA 

£. ^ — 


NM 012127 


Homo sapiens Cipl -interacting zinc finger protein (CIZ1), mRNA 


NMJ)12126 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 5 
(CHST5), mRNA 


NMJ) 12075 


Homo sapiens Conserved gene telomeric to alpha globin cluster (CGTHBA), 
mRNA 


NM 012122 


Homo sapiens carboxylesterase 3 (brain) (CES3), mRNA 


NMJH2116 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence c 
(CBLC), mRNA 


NM 012113 


Homo sapiens carbonic anhydrase XIV (CA14), mRNA 


NM 012071 


Homo sapiens BUP protein (BUP), mRNA 


NM 012110 


Homo sapiens cystein-rich hydrophobic domain 2 (CHIC2), mRNA 


NM 012109 


Homo sapiens brain-specific membrane-anchored protein (BSMAP), mRNA 


NM_012107 


Homo sapiens bromodomain containing protein 75 kDa human homolog (BP75), 
mRNA 


NM 012104 


Homo sapiens beta-site APP-cleaving enzyme (BACE), mRNA 


NM 012105 


Homo sapiens beta-site APP-cleaving enzyme 2 (BACE2), mRNA 


NM 012103 


Homo sapiens ancient ubiquitous protein 1 (AUP1), mRNA 


NM 012102 


Homo sapiens arginine-glutamic acid dipeptide (RE) repeats (RERE), mRNA 


NM 012099 


Homo sapiens CD3-epsilon-associated protein; antisense to ERCC-1 (ASE-1), 
mRNA 


NM 012098 


Homo sapiens angiopoietin-like 2 (ANGPTL2), mRNA 


NMJH2067 


Homo sapiens aldo-keto reductase family 7, member A3 (aflatoxin aldehyde 
reductase) (AKR7A3), mRNA 


NM 012093 


Homo sapiens adenylate kinase 5 (AK5), mRNA 


NM 012066 


Homo sapiens hypothetical protein (20D7-FC4), mRNA 


NM 006276 


Homo sapiens splicing factor, arginine/serine-rich 7 (35kD) (SFRS7), mRNA 


NM 007054 


Homo sapiens kinesin family member 3A (KIF3 A), mRNA 


NM 002201 


Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA 
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NM 007274 


Homo sapiens cvtosolic acyl coenzyme A thioester hydrolase (HBACH), mRNA 


NM_004174 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
(SLC9A3), mRNA 


NM 004525 


Homo sapiens low density lipoprotein-related protein 2 (LRP2), mRNA 


NM 003129 


Homo sapiens squalene epoxidase (SQLE), mRNA 


NM 003628 


Homo sapiens plakophilin 4 (PKP4) 5 mRNA 


NM_003734 


Homo sapiens amine oxidase, copper containing 3 (vascular adhesion protein 1) 
(AOC3),mRNA 


NM 003322 


Homo sapiens tubby like protein 1 (TULP1), mRNA 


NM 002747 


Homo sapiens mitogen-activated protein kinase 4 (MAPK4), mRNA 


NM_002078 


Homo sapiens golgi autoantigen, golgin subfamily a, 4 (GOLGA4), mRNA 


NM 006421 


Homo sapiens brefeldin A-inhibited guanine nucleotide-exchange protein 1 
(BIG1), mRNA 


NM 004282 


Homo sapiens BCL2-associated athanogene 2 (BAG2), mRNA 


NM 004304 


Homo sapiens anaplastic lymphoma kinase (Ki-1) (ALK), mRNA 


NM_001626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (AKT2), 
mRNA 


NM 000686 


Homo sapiens angiotensin receptor 2 (AGTR2), mRNA 


NM 006287 


Homo sapiens tissue factor pathway inhibitor (lipoprotein-associated coagulation 
inhibitor) (TFPI), mRNA 


NM 000944 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, alpha 
isoform (calcineurin A alpha) (PPP3CA), mRNA 


NM 001142 


Homo sapiens amelogenin (X chromosome, amelogenesis imperfecta 1) 
(AMELX), mRNA 


NMJ)01171 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 6 
(ABCC6), mRNA 


NM 007351 


Homo sapiens multimerin (MMRN), mRNA 


NM 007355 


Homo sapiens heat shock 90kD protein 1, beta (HSPCB), mRNA 


NM 007354 


Homo sapiens putative GR6 protein (GR6), mRNA 


NM 007353 


Homo sapiens guanine nucleotide binding protein (G protein) alpha 12 (GNA12), 
mRNA 


NM 007366 


Homo sapiens phospholipase A2 receptor 1, 180kD (PLA2R1), mRNA 


NM_007350 


Homo sapiens pleckstrin homology-like domain, family A, member 1 
(PHLDA1), mRNA 


NM 007364 


Homo sapiens integral type I protein (P24B), mRNA 


NM 007342 


Homo sapiens nucleoporin-like protein 1 (NLP 1), mRNA 


NM 007361 


Homo sapiens nidogen 2 (NID2), mRNA 


NM 007341 


Homo sapiens SH3 domain binding glutamic acid-rich protein (SH3BGR), 
mRNA 


NM 007370 


Homo sapiens replication factor C (activator 1) 5 (36.5kD) (RFC5), mRNA 

r ±_ ^ ' ^ ^ ^ 


NM 007348 


Homo sapiens activating transcription factor 6 (ATF6), mRNA 


NM_004850 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 2 (ROCK2), 
mRNA 


NM 005574 


Homo sapiens LEVI domain only 2 (rhombotin-like 1) (LM02), mRNA 


NM 006094 


Homo sapiens deleted in liver cancer 1 (DLC1), mRNA 


NM 003658 


Homo sapiens BarH-like homeobox 2 (BARX2), mRNA 


NM 004209 


Homo sapiens synaptogyrin 3 (SYNGR3), mRNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NTCTR), mRNA 


NM„005957 


Homo sapiens 5,10-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 
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channel, subfamily N, member 1 (KCNN1), mRNA 


NM 001563 


Homo sapiens interphotoreceptor matrix proteoglycan 1 (IMPG1), mRNA 


NM 005266 


Homo sapiens gap junction protein, alpha 5, 40kD (connexin 40) (GJA5), mRNA 


NM 001874 


Homo sapiens carboxypeptidase M (CPM), mRNA 


NM 007332 


Homo sapiens ankyrin-like with transmembrane domains 1 (ANKTM1), mRNA 


NM 003313 


Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA 


NM 001494 


Homo sapiens GDP dissociation inhibitor 2 (GDI2), mRNA 


NM_001607 


Homo sapiens acetyl-Coenzyme A acyltransferase 1 (peroxisomal 3-oxoacyl- 
Coenzyme A thiolase) (ACAA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_003145 


Homo sapiens signal sequence receptor, beta (translocon-associated protein beta) 
(SSR2),mRNA 


NM 000852 


Homo sapiens glutathione S-transferase pi (GSTP1), mRNA 


NM 000827 


Homo sapiens glutamate receptor, ionotropic, AMPA 1 (GRIA1), mRNA 


]SIM_005252 


Homo sapiens v-fos FB J murine osteosarcoma viral oncogene homolog (FOS), 
mRNA 


NM 005803 


Homo sapiens flotillin 1 (FLOT1), mRNA 


NM 004459 


Homo sapiens fetal Alzheimer antigen (FALZ), mRNA 


NM 004081 


Homo sapiens deleted in azoospermia (DAZ), mRNA 


NM 004055 


Homo sapiens calpain 5 (CAPN5), mRNA 


NM 004042 


Homo sapiens arylsulfatase F (ARSF), mRNA 


NM 003085 


Homo sapiens synuclein, beta (SNCB), mRNA 


NM 000612 


Homo sapiens insulin-like growth factor 2 (somatomedin A) (IGF2), mRNA 


NM 006995 


Homo sapiens butyrophilin, subfamily 2, member A2 (BTN2A2), mRNA 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and DAG-regulated) 
(RASGRP1), mRNA 


NM 006267 


Homo sapiens RAN binding protein 2 (RANBP2), mRNA 


NM 002882 


Homo sapiens RAN binding protein 1 (RANBPl), mRNA 


NM 003884 


Homo sapiens p300/CBP-associated factor (PCAF), mRNA 


NM_005258 


Homo sapiens GTP cyclohydrolase I feedback regulatory protein (GCHFR), 
mRNA 


NM 001130 


Homo sapiens ammo-terminal enhancer of split (AES), mRNA 


NM 001099 


Homo sapiens acid phosphatase, prostate (ACPP), mRNA 


NM 005155 


Homo sapiens palmitoyl-protein thioesterase 2 (PPT2), mRNA 


NM 006898 


Homo sapiens homeo box D3 (HOXD3), mRNA 


NM 006894 


Homo sapiens flavin containing monooxygenase 3 (FM03), mRNA 


NM 004111 


Homo sapiens flap structure-specific endonuclease 1 (FEN1), mRNA 


NM 001828 


Homo sapiens Charot-Leyden crystal protein (CLC), mRNA 


NM_007315 


Homo sapiens signal transducer and activator of transcription 1, 91kD (STAT1), 
mRNA 


NM_005005 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9 (22kD, 
B22) (NDUFB9), mRNA 


NM 003362 


Homo sapiens uracil-DNA glycosylase (UNG), mRNA 


NM_005221 


Homo sapiens distal-less homeo box 5 (DLX5), mRNA 


NM 000479 


Homo sapiens anti-Mullerian hormone (AMH), mRNA 


NM 005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2), mRNA 


NM 001619 


Homo sapiens adrenergic, beta, receptor kinase 1 (ADRBK1), mRNA 


NM 001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM_003403 


Homo sapiens YY1 transcription factor (YY1), mRNA 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NM_001922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
related protein 2) (DCT), mRNA 
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NM 006412 


Homo sapiens l-acylglycerol-3 -phosphate O-acyltransferase 2 (lysophosphatidic 
acid acyltransferase, beta) (AGPAT2) 5 mRNA 


NM_000810 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 5 
(GABRA5), mRNA 


NM 000430 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, alpha 
subunit (45kD) (PAFAH1B1), mRNA 


NM 003006 


Homo sapiens selectin P ligand (SELPLG), mRNA 


NM 002634 


Homo sapiens prohibitin (PHB), mRNA 


NM 002410 


Homo sapiens mannosyl (alpha- l,6-)-glycoprotein beta-l,6-N-acetyl- 
glucosaminyltransferase (MGAT5), mRNA 


NM 002409 


Homo sapiens mannosyl (beta- 1 ,4-) -glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase (MGAT3), mRNA 


NM 002408 


Homo sapiens mannosyl (alpha- 1 ,6-) -glycoprotein beta-l,2-N- 
acetvlglucosaminyltransferase (MGAT2), mRNA 


NM 002406 


Homo sapiens mannosyl (alpha- 1 ,3 -)-glycoprotein beta-l,2-N- 
acetylglucosaminyltransferase (MGAT1), mRNA 


NM 005923 


Homo sapiens mitogen-activated protein kinase kinase kinase 5 (MAP3K5), 
mRNA 


NMJ302225 


Homo sapiens isovaleryl Coenzyme A dehydrogenase (IVD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001480 


Homo sapiens galanin receptor 1 (GALR1), mRNA 


NM 001992 


Homo sapiens coagulation factor II (thrombin) receptor (F2R), mRNA 


NM 000677 


Homo sapiens adenosine A3 receptor (ADORA3), mRNA 


NM 002969 


Homo sapiens mitogen-activated protein kinase 12 (MAPK12), mRNA 


NM 001526 


Homo sapiens hypocretin (orexin) receptor 2 (HCRTR2), mRNA 


NM_003605 


Homo sapiens O-linked N-acetylglucosamine (GlcNAc) transferase (UDP-N- 
acetylglucosamine:polypeptide-N-acetylglucosaminyl transferase) (OGT), 
mRNA 


NM__000885 


Homo sapiens integrm, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 
receptor) (ITGA4), mRNA 


NM_003197 


Homo sapiens transcription elongation factor B (SIII), polypeptide 1-like 
(TCEB 1 L) , mRNA 


NM 006183 


Homo sapiens neurotensin (NTS), mRNA 


NM_002524 


Homo sapiens neuroblastoma RAS viral (v-ras) oncogene homolog (NRAS), 
mRNA 


NM 002478 


Homo sapiens myogenic factor 3 (MYOD1), mRNA 


NM 002451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


NM 002436 


Homo sapiens membrane protein, palmitoylated 1 (55kD) (MPP1), mRNA 


NM 002377 


Homo sapiens MAS1 oncogene (MAS1), mRNA 


NM 002305 


Homo sapiens lectin, galactoside-binding, soluble, 1 (galectin 1) (LGALS1), 
mRNA 


NM 000887 


Homo sapiens integrin, alpha X (antigen GDI 1C (pi 50), alpha polypeptide) 
(ITGAX), mRNA 


NM_000419 


Homo sapiens integrin, alpha 2b (platelet glycoprotein lib of Ilb/IIIa complex, 
antigen CD41B) (ITGA2B), mRNA 


NMJ302203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 
(ITGA2), mRNA 


NM 003637 


Homo sapiens integrin, alpha 10 (ITGA10), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRM1), mRNA 


NM 000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 
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NM 000834 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2B 
(GRIN2B), niRNA 


NM 000833 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2A 
(GRIN2A), mRNA 


NM 002084 


Homo sapiens glutathione peroxidase 3 (plasma) (GPX3), mRNA 


NM 000805 


Homo sapiens gastrin (GAS), mRNA 


NM 001940 


Homo sapiens dentatorubral-pallidoluysian atrophy (atrophm-1) (DRPLA), 
mRNA 


NM 001219 


Homo sapiens calumenin (CALU), mRNA 


NM 007155 


Homo sapiens zona pellucida glycoprotein 3A (sperm receptor) (ZP3 A), mRNA 


NM 007136 


Homo sapiens zinc finger protein 80 (pT17) (ZNF80), mRNA 


NM 007250 


Homo sapiens Kruppel-like factor 8 (KLF8), mRNA 


NM 007167 


Homo sapiens zinc finger protein 258 (ZNF258), mRNA 


NM 007153 


Homo sapiens zinc finger protein 208 (ZNF208), mRNA 


NM 007152 


Homo sapiens zinc finger protein 195 (ZNF195), mRNA 


NM 007150 


Homo sapiens zinc finger protein 185 (LIM domain) (ZNF185), mRNA 


NM 007147 


Homo sapiens zinc finger protein 175 (ZNF175), mRNA 


NM 007145 


Homo sapiens zinc finger protein 146 (ZNF146), mRNA 


NM 007127 


Homo sapiens villin 1 (VIL1), mRNA 


NM 007125 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, Y 
chromosome (UTY), mRNA 


NM 007124 


Homo sapiens utrophin (homologous to dystrophin) (UTRN), mRNA 


NM 007122 


Homo sapiens upstream transcription factor 1 (USF1), mRNA 


NM_007120 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B (UGT2B), 
mRNA 


NM 007106 


Homo sapiens ubiquitin-like 3 (UBL3), mRNA 


NM 007118 


Homo sapiens triple functional domain (PTPRF interacting) (TRIO), mRNA 


NM 007117 


Homo sapiens thyrotropin-releasing hormone (TRH), mRNA 


NM 007218 


Homo sapiens patched related protein translocated in renal cancer (TRC8), 

ttVR"MA 


NM 007233 


Homo sapiens TP53 target gene 1 (TP53TG1), mRNA 


NM 007114 


Homo sapiens TATA element modulatory factor 1 (TMF1), mRNA 


NM 007112 


Homo sapiens thrombospondin 3 (THBS3), mRNA 


NM 007111 


Homo sapiens transcription factor Dp-1 (TFDP1), mRNA 


NM 007109 


Homo sapiens transcription factor 19 (SCI) (TCF19), mRNA 


NM 007108 


Homo sapiens transcription elongation factor B (Sill), polypeptide 2 (18kD, 
elongin B) (TCEB2), mRNA 


NM 007105 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 
like antisense (SLC22A1LS), mRNA 


NM 007163 


Homo sapiens solute carrier family 14 (urea transporter), member 2 (SLC14A2), 
mRNA 


NM 007101 


Homo sapiens sarcosine dehydrogenase (SARDH), mRNA 


NM 007165 


Homo sapiens splicing factor 3a, subunit 2, 66kD (SF3A2), mRNA 


NM 007252 


Homo sapiens Retina-derived POU-domain factor-1 (RPF-1), mRNA 


NM 007273 


Homo sapiens B-cell associated protein (REA), mRNA 


NM 007195 


Homo sapiens polymerase (DNA directed) iota (POLI), mRNA 


NM_007284 


Homo sapiens protein tyrosine kinase 9-like (A6-related protein) (PTK9L), 
mRNA 


NM 007196 


Homo sapiens kallikrein 8 (neuropsin/ovasin) (KLK8), mRNA 


NM 007171 


Homo sapiens protein-O-mannosyltransferase 1 (POMT1), mRNA 


NM_007215 


Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit 
(POLG2), mRNA 
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XTA/T 0070^ A 
JNJVL UU/Zj4 


TT n « in cprvi^nQ r»n1vnnr1 potiHe Vina<?e 1 '-nhosnhatase fPNKPV mRNA 


IN1V1 UU/ZZ1 


TTnTYin cflm'pn<? nolvaminp-morliilatpri factor 1 fPMFl V mRNA 

XlOIllO odpiClxb pUljf dllllUC/ \.i.\\J\JL\JL.YGL\\j\\ iavl.V/1 X yj. xtj_i. A / 5 iiiavi ix x 


NM 007183 


Homo sapiens plakophilin 3 (PKP3), mRNA 


ATA A f\(\H'\6LCi 

JNM uu/ioy 


Tj A mrx canipnc iVhocr^lnafiHA/lptrianolarninp N-methvl transferase fPEMTV mRNA 

XlOm.O SaplCXTo pilOopiiaLlU.yiCLllclllVJla.llllllt/ l^i iixv^txxj'xtxaxxoxv^xcxox^ - LjiTJ - 1 /) lijxvi^iix 


NMJJ07229 


Homo sapiens protein kinase C and casein kinase substrate in neurons 2 

fT> A r^QTMrA rrVPTsTA 
(x\At^oJINZJ, 1TlLv1N/\ 


jnm uu/iyu 


xiomo sapiens oeczo -interacting prutcm piz,^ ^i 1^;, iiixvL^rx 


NM_007160 


Homo sapiens olfactory receptor, family 2, subfamily H ? member 3 (OR2H3), 
mKJNA 


NM_007256 


Homo sapiens solute carrier family 21 (organic anion transporter), member 9 


NM (JO /l 11 


xiomo sapiens nucieoporm juku ^inljitju^, iiuxj.n^ 


NM_007103 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 1 (51kD) 
^iNJ-yUr 1 V l iniviNA 


JNJVL__UU/iol 


T-T^i-v^/^v corviAnc mii-Airpri cultivate* A Trrofpin 1<Hn a qp Vina<sp kinase kinase 1 

JtlOmO Sapiens miLOgCIl -dCLlvdlCU. jJIULCllx JviildO^ JViiiciov^ iviiicxov^ iviiiaov/ x 


JN1V1 UU l Ld\j 


u nrnn ccinipnc mnnnndHfiQp alnha class 1 member 1 fMANlBlV mRNA 

XlUIIlO bdpiCIIo IlldllllAJolLidoC/, dlJJxxa, vlaoo 1JJ 5 xxxw-xxxi_/wx x V. -lj— » J-y? nixvi ». 


XTA/T flH7 1 6.A 
iNxVl__UU / 1 CH- 


u" Arnn conipnc mnrnQal vaQpnlar aHHrpssin cp11 adhesion molecule 1 


INJLYl UU / Z 1 0 


tr niTin canipriQ alnVia intporin binding nrotein 63 rKIAA1017^ mRNA 


NM 007213 


Homo sapiens JM4 protein (JM4), mRNA 


vnv/f 007109 
JN1V1 UU/1UZ 


ii Amo cQ-nipnQ crnanvlafp pvrlasp activator 2R Turoffuanvlin^ rGUCA2B\ mRNA 


XT\/T nn7977 
JN1VL UU/ZZ/ 


T-Tnmrv oanipnc O r»rotf»in-Pon-n1 pH rpppntnr rCrPTJ4-5^ UlRNA 


TsJA/T 00797^ 
1N1V1 UU/Z/J 


TJ^Ai-nr\ cQ-nipnc liTncr fpnppf ppnHinatp (FT Ts 1 » mTxTNA 
XjLOIIHJ odpiCllO ILxli^ ^dllC/t'l ^dllVJ.lu.ciLt' uui^ xxxxnj. ■sxt^. 


INlVl UU/ZOZ 


UntriA cQT-vipnc T? T\T A -V>inHincr nrntpin rpoiilatorv vSubunit (DJ-1^ mRNA 


NM_007166 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), 

nirLLN/V 


NM 007186 


Homo sapiens centrosomal protein 2 (CEP2), mRNA 


NM uUodoj 


riomo sapiens cnaperonm conidinmg iv^a i, tsuuuxnu o ym^Kx.) 1 o;, nixvi^r^ 


NM 007185 


Homo sapiens trinucleotide repeat containing 4 (TNRC4), mRNA 


NM_007220 


xiomo sapiens caroonic annyarase yd, mixocnonuridi nuuicdi gene 
encoomg miiocnonQnai proLcin, lqxxjlnx^ 


JNM_UU / lUU 


TJrt-mA cortiP-nc ATP c^rnflra cp TJ-4- trcirt cr»r\T+in cr tni tnf It on Hn a 1 T^O comnlex 

xiomo sapiens /iir bynLiidoc, xx~ udiiopuiLiiig, iintuL'iiv/iivxiicn x v v/umpi^Aj 
subunit e (ATP5I), mRNA 


ATA/f f\(\'l r )1i 

JNM_UU 1 L5 1 


iTr»mA oo-ni c cr\1nfp» r»Q-rri f^r -Fcj-mil"*./ f\ ^npi iTotraTi QiTii ttPT tran^'noTtPT"^ member 14 

XlOmO Sdpienb oOlULC CdniCI IdlXlxiy U ^iicuiULidiiaiiiiLLC/i uanopuii^iy, niuiiiu^i x-r 


iNlVI UU/ZUj 


TTnmo enniprxj A Vinn<3p TPT^TCA^ anrbor nrotein 2 ( AKAP2 1 mRNA 

XlUIilvJ OdpiCllO Jt\. iVlXXdoC ^± JLvJLV^V / CLLLKjLWJL l-IXWUV/XXX X* ^rUVTLl 5 llliVilX J. 


ATA/T 007900 
XN1VL UU/ZUZ 


TT A1Tin conipnQ A VinaQp ^PPTCA^ anchor nrotein 10 f AK API 0^ mRNA 


NM_007168 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 8 

/'ARPAR'i mT?"KTA 
^/\15l^/Vo J, IIJULVLN/A. 


ata/t Ann^n^ 
JNM UUUjUd 


T-Tnmn cQnipnc r*r\c\ cnil citi (\r\ ■ffnr»tr»r TT ^tVifomHin^ TP^^ mRNA 
XlOmO bdpiCIlo L/UdgU-ldLlUIl JLdt/LUl 11 ^Liil vJlllUiii^ V^jl J? lii-LViN-rx 


NM 004343 


Homo sapiens calreticulin (CALR), rnRNA 


"VTA A f\C\CH1C* 

NM Uuo/io 


xiomo sapiens neat snocK protein, neuroiidi j_yi>^vj -nivc i ^noj i^, iillvin/^ 


ATA /f AA/C^^'J 


Tlnmn camVnc <at*\H-l-»-r/-\i rl /^i f-fia-r ah+ i Qti r*n nnrl rlpmipl patinn factor 1 THRI .-KI^P)Ct1^ 
xiomo sapiens eiyrnroiQ QiiierenudLion diiu. uciiuvvicdLiuii idLtui i v m i^j_^j-/vj x^, 

mPT\T A 


JNM UUoyo4 


T-Tnmn QsmipnQ olmiHin 1 0 /'PT TYKF1 0^ mPTvTA 
XlOIIlO bdpiCIlb OldUU-lIl 1VJ ^V^jL/l-/lN i.\JJ, IlilViNx-x 


ATA A AA^^nO 

NM_UUjDUZ 


Tj Arnn coniprtc A TP-'hinHi-no- r»5iccpftp qh Vi-familv A fATSC^I^ member 1 

XlOIIlO odpiCIlo t\ 1 1 UlllU-lllg L/dboCLUC, bUU xciixiii.j' x^. ^rvuvyi^j iii^xxiu^/x x 

CABCA1), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 17) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger nrotein 22 (KOX 15) (ZNF22), mRNA 
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NM_006978 


Homo sapiens zinc finger protein 183 (RING finger, C3HC4 type) (ZNF183), 
mRNA 


NM 006953 


Homo sapiens uroplakin 3 (UPK3), mRNA 


NM 006952 


Homo sapiens uroplakin IB (UPK1B), mRNA 


NM_006951 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, D, lOOkD (TAF2D), mRNA 


NM 006950 


Homo sapiens synapsin I (SYN1), mRNA 


NM 007056 


Homo sapiens suppressor of white apricot homolog 2 (SWAP2), mRNA 


NM 006949 


Homo sapiens syntaxin binding protein 2 (STXBP2), mRNA 


NMJ)06948 


Homo sapiens stress 70 protein chaperone, microsome-associated, 60kD 
(STCH), mRNA 


NM 006946 


Homo sapiens spectrin, beta, non-erythrocytic 2 (SPTBN2), mRNA 


NM 006945 


Homo sapiens small proline-nch protein 2B (SPRR2B), mRNA 


NM 006944 


Homo sapiens secreted phosphoprotein 2, 24kD (SPP2), mRNA 


NM 007009 


Homo sapiens zona pellucida binding protein (SP38), mRNA 


NM 006940 


Homo sapiens SRY (sex determining region Y)-box 5 (SOX5), mRNA 


NM 007017 


Homo sapiens SRY (sex determining region Y)-box 30 (SOX30), mRNA 


NM 006943 


Homo sapiens SRY (sex determining region Y)-box 22 (SOX22), mRNA 


NM 007084 


Homo sapiens SRY (sex determining region Y)-box 21 (SOX21), mRNA 


NM 006942 


Homo sapiens SRY (sex determining region Y>box 20 (SOX20), mRNA 


NM 006941 


Homo sapiens SRY (sex determining region Y)-box 10 (SOX 10), mRNA 


NM 006934 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
member 9 (SLC6A9), mRNA 


NM_006933 


Homo sapiens solute carrier family 5 (inositol transporters), member 3 
(SLC5A3), mRNA 


NM_006931 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 
(SLC2A3), mRNA 


NM 006930 


Homo sapiens S-phase kinase-associated protein 1A (pl9A) (SKP1A), mRNA 


NM 006925 . 


Homo sapiens splicing factor, arginine/serine-rich 5 (SFRS5), mRNA 


NMJ306924 


Homo sapiens splicing factor, arginine/serine-rich 1 (splicing factor 2, alternate 
splicing factor) (SFRS1), mRNA 


NM 006917 


Homo sapiens retinoid X receptor, gamma (RXRG), mRNA 


NM 006987 


Homo sapiens rabphilin 3 A-like (without C2 domains) (RPH3AL), mRNA 


NM_007055 


Homo sapiens polymerase (RNA) III (DNA directed) (155kD) (RPC155), 
mRNA 


NM 006915 


Homo sapiens retinitis pigmentosa 2 (X-linked recessive) (RP2), mRNA 


NM 006914 


Homo sapiens RAR-related orphan receptor B (RORB), mRNA 


NM 006913 


Homo sapiens ring finger protein 5 (RNF5), mRNA 


NM 006911 


Homo sapiens relaxin 1 (HI) (RLN1), mRNA 


NM 007043 


Homo sapiens HIV-1 rev binding protein 2 (HRB2), mRNA 


NM 007033 


Homo sapiens similar to S. cerevisiae RER1 (RER1), mRNA 


NM_007081 


Homo sapiens RAB, member of RAS oncogene family-like 2B (RABL2B), 
mRNA 


NM 006905 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 (PSG1), mRNA 


NMJ)07016 


Homo sapiens protein similar to E.coli yhdg and R. capsulatus nifR3 (PP35), 
mRNA 


NM 007024 


Homo sapiens PL6 protein (PL6), mRNA 


NM 007030 


Homo sapiens brain-specific protein p25 alpha (p25), mRNA 


NM 006901 


Homo sapiens myosin IXA (MY09A), mRNA 


NM 007075 


Homo sapiens JM5 protein (JM5), mRNA 


NM 007003 


Homo sapiens JM27 protein (JM27), mRNA 


NM 006899 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) beta (IDH3B), mRNA 
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NM_007031 


Homo sapiens heat shock transcription factor 2 binding protein (HSF2BP), 
mRNA 


NM 007011 


Homo sapiens putative transmembrane protein (HS1-2), mRNA 


NM 006896 


Homo sapiens homeo box A7 (HOXA7), mRNA 


NM 007045 


Homo sapiens FGFR1 oncogene partner (FOP), mRNA 


NM 007051 


Homo sapiens Fas (TNFRSF6) associated factor 1 (FAF1), mRNA 


NM 006979 


Homo sapiens HLA class II region expressed gene KE4 (HKE4), mRNA 


NM 007015 


Homo sapiens chondromodulin I precursor (CHM-I), mRNA 


NM_006890 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 7 
(CEACAM7), mRNA 


NM 007018 


Homo sapiens centrosomal protein 1 (CEP1), mRNA 


NM_006889 


Homo sapiens CD86 antigen (CD28 antigen ligand 2, B7-2 antigen) (CD86), 
mRNA 


NM 006982 


Homo sapiens cartilage paired-class homeoprotein 1 (CART1), mRNA 


NM 007058 


Homo sapiens calpain 11 (CAPN11), mRNA 


NM 006888 


Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALM1), mRNA 


NM 007047 


Homo sapiens butyrophilin, subfamily 3, member A2 (BTN3A2), mRNA 


NM 007048 


Homo sapiens butyrophilin, subfamily 3, member Al (BTN3A1), mRNA 


NM 006992 


Homo sapiens B7 protein (B7), mRNA 


NM 006885 


Homo sapiens AT-binding transcription factor 1 (ATBF1), mRNA 


NM 007022 


Homo sapiens putative tumor suppressor (101F6), mRNA 


NM 006697 


Homo sapiens cisplatin resistance associated (CRA), mRNA 


NM_006826 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5 -mono oxygenase 
activation protein, theta polypeptide (YWHAQ), mRNA 


NM J) 06761 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, epsilon polypeptide (YWHAE), mRNA 


NM 006784 


Homo sapiens WD repeat domain 3 (WDR3), mRNA 


NM 006846 


Homo sapiens serine protease inhibitor, Kazal type, 5 (SPINK5), mRNA 


NM_006830 


Homo sapiens ubiquinol-cytochrome c reductase (6.4kD) subunit (UQCR), 
mRNA 


NM_006798 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Al (UGT2A1), 
mRNA 


NM 006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


NM 006827 


Homo sapiens transmembrane trafficking protein (TMP21), mRNA 


NM 006853 


Homo sapiens kallikrein 11 (KLK11), mRNA 


NM 006811 


Homo sapiens tumor differentially expressed 1 (TDE1), mRNA 


NM 006756 


Homo sapiens transcription elongation factor A (SII), 1 (TCEA1), mRNA 


NM__006024 


Homo sapiens Taxi (human T-cell leukemia virus type I) binding protein 1 
(TAX1BP1), mRNA 


NM 006752 


Homo sapiens surfeit 5 (SURF5), mRNA 


NM_006819 


Homo sapiens stress-induced-phosphoprotein 1 (Hsp70/Hsp90-organizing 
protein) (STIP1), mRNA 


NM 006780 


Homo sapiens SMA3 (SMA3), mRNA 


NM_006749 


Homo sapiens solute carrier family 20 (phosphate transporter), member 2 
(SLC20A2), mRNA 


NM 006747 


Homo sapiens signal-induced proliferation-associated gene 1 (SIPA1), mRNA 


NM 006873 


Homo sapiens stoned B/TFIIA-alpha/beta-like factor (SALF), mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBP1), mRNA 


NM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RIPK3), mRNA 


NM_006867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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NM 006868 


Homo sapiens RAB31, member RAS oncogene family (RAB31), mRNA 


NMJ306839 


Homo sapiens inner membrane protein, mitochondrial (mitofilin) (IMMT), 
mRNA 


NM 006812 


Homo sapiens amplified in osteosarcoma (OS-9), mRNA 


NM 006656 


Homo sapiens sialidase 3 (membrane sialidase) (NEU3), mRNA 


NM 006791 


Homo sapiens MORF-related gene 15 (MRG15), mRNA 


NM 006766 


Homo sapiens zinc finger protein 220 (ZNF220), mRNA 


NM 006804 


Homo sapiens steroidogenic acute regulatory protein related (MLN64), mRNA 


NM_006770 


Homo sapiens macrophage receptor with collagenous structure (MARCO), 
mRNA 


NM_006785 


Homo sapiens mucosa associated lymphoid tissue lymphoma translocation gene 
1 (MALT1), mRNA 


NM 006767 


Homo sapiens leucine-zipper-like transcriptional regulator, 1 (LZTR1), mRNA 


NMJ)06840 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 5 (LILRB5), mRNA 


NM_006866 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 2 (LILRA2), mRNA 


NM_006863 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 1 (LILRA1), mRNA 


NM_006847 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 4 (LILRB4), mRNA 


NM_006865 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
TM domain), member 3 (LILRA3), mRNA 


NM_006864 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 3 (LELRB3), mRNA 


NM 006738 


Homo sapiens lymphoid blast crisis oncogene (LBC), mRNA 


NM_006762 


Homo sapiens Lysosomal-associated multispanning membrane protein-5 
(LAPTM5), mRNA 


NM_006737 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 
cytoplasmic tail, 2 (KIR3DL2), mRNA 


NM 006801 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 1 (KDELR1), mRNA 


NM 006844 


Homo sapiens ilvB (bacterial acetolactate synthase)-like (ILVBL), mRNA 


NM 006858 


Homo sapiens putative T1/ST2 receptor binding protein (IL1RL1LG), mRNA 


NM 006764 


Homo sapiens interferon-related developmental regulator 2 (IFRD2), mRNA 


NM 006831 


Homo sapiens ATP/GTP-binding protein (HEAB), mRNA 


NM 006794 


Homo sapiens G protein-coupled receptor 75 (GPR75), mRNA 


NM 006783 


Homo sapiens gap junction protein, beta 6 (connexin 30) (GJB6), mRNA 


NMJ)06733 


Homo sapiens FSH primary response (LRPR1, rat) homolog 1 (FSHPRH1), 
mRNA 


NM 006731 


Homo sapiens Fukuyama type congenital muscular dystrophy (FCMD), mRNA 


NM 006730 


Homo sapiens deoxyribonuclease I-like 1 (DNASE1L1), mRNA 


NM 004366 


Homo sapiens chloride channel 2 (CLCN2), mRNA 


NM 006725 


Homo sapiens CD6 antigen (CD6), mRNA 


NM 006806 


Homo sapiens BTG family, member 3 (BTG3), mRNA 


NM 006763 


Homo sapiens BTG family, member 2 (BTG2), mRNA 


NM_006789 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide- 
like 2 (APOBEC2), mRNA 


NM_006793 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 006818 


Homo sapiens ALL 1 -fused gene from chromosome lq (AF1Q), mRNA 


NM 004289 


Homo sapiens nuclear factor (erythroid-derived 2) -like 3 (NFE2L3), mRNA 



478 



WO 03/074654 



PCT/US03/05028 



NM 006526 


Homo sapiens zinc finger protein 217 (ZNF217), mRNA 


INIVX UUOJZj 


tfnmn <;anien«! X-nrolvl aminooentidase ( aminopeptidase PVlike (XPNPEPL), 
mRNA 


INIVX vUOJJ / 


TTm-nn ^aniens iihiauitin snecific protease 3 (TJSP3 - ), mRNA 


INIVX UUDjOh- 


TTomo saniens G protein-couoled receptor (TYMSTR), mRNA 


iNlVi^UUO.} ID 


T-Tomn ©aniens tumor necrosis factor flitzand) suDerfatiiilv, member 13b 
CTNFSF13B) mRNA 


NM_001561 


Homo sapiens tumor necrosis factor receptor superfamily, member 9 
(TNFRSF9) mRNA 

^ 111! IVUl / ? AAAJLvA. ^1 X X. 


NM 006528 


Homo sapiens tissue factor pathway inhibitor 2 (TFPI2), mRNA 


NM 006520 


Homo sapiens t-complex-associated-testis-expressed 1-like (TCTE1L), mRNA 


xn\/T oo^siq 

INIVX 


TTomo saniens t-comolex-associated-testis-expressed 1-like 1 (TCTEL1), mRNA 


INIVX uuOOu^ 


TTomo saniens transcription factor-like 5 fbasic helix-loop-helix) (TCFL5), 
mRNA 


J/N 1YX KJ \J KJU y D 


Homo sapiens T-box brain. 1 CTBRl), mRNA 


inivx \jv/uu / y 


TTomn saniens nutative opioid receptor, neuromedin K fneurokinin B) receptor- 
like (TAC3RLi mRNA 


NM 006682 


Homo sapiens fibrino gen-like 2 (FGL2), itlRNA 


INIVx \J\jKj+J *J O 


Homo sapiens Sam68-like phosphotvrosine protein, T-STAR (T-STAR), mRNA 


"NTM" 00660^ 


TTnmo saniens stromal antigen 2 TSTAG2). mRNA 


T\TM 006717 

XNIVX UV/U / 1 / 


Homo saniens snindlin fSPINi. mRNA 


NM 006542 


Homo sapiens S-phase response (cyclin-related) (SPHAR), iriRNA 


INIVX UuOOJH 


TTnmn saniens snd -associated neurotrophic factor target (FGFR signalling 
adaptor) (SNT-1), mRNA 


INIVX UUDOZZ 


T-fnmn cjariiRn<3 Qprnm-indnr,ib1ft kinase fSNFO mRNA 

XXvJlllU otXjJlC'lAO Ovl LAA11 lAlVXU.V/AU/A^' AVAAACIOW \^ >-J X ^ -L»- J 5 X AJ-l-^-L ^1 J. x. 


NM 006696 


Homo sapiens thyroid hormone receptor coactivating protein (SMAP), mRNA 


lNiVL_UUOD 1 0 


TTrvrnr* cQnifnc cnlntf^ parripr familv 9 ^facilitated fflucose transporter) member 1 

XXOIIIO OtlUICllLj oUlULC L'dlllC'l XClllillj' V^ACi^AAA LCALV^VA gjA^VWJOV-/ la txxxoj^vyx i.WJ-y 5 iiivaail/wi a 

(SLC2A1), mRNA 


1N1V1 UUOOjZ 


TTrm-ir* caniptiQ snlntp 1 rarrier familv 17 ( sodium phosphate), member 3 

XXUIIHJ odUlCIlo O^JllXLt' t/Cllllt/A ACAAAAAAjr A / ^DUUlUili. kyiiv/i3k/iiui,vy} liiviiii/vx ~s 

(SLC17A3), mRNA 


TSJA/T 006^17 
IN IVI__U UOj 1 / 


xinmn c5mi*=mQ Qnlnte rarrier familv 1 6 fmonocarboxvlic acid transporters), 
member 2 (putative transporter) (SLC16A2), mRNA 


inivx \j\j\jjyo 


Unmn saniens solute carrier familv 12 footassium/chloride transporters), member 
7 (SLC12A7), mRNA 


TsIAA 006^1 ^ 


TTrvmn cQt-»if»nc ^T7T Homain and mariner transnosase fusion ffene TSETIVIAR). 

XXUIIIU odUlCllO Oi^l \X\JlAldllA dlllX A A Ad A AAAV-/A UA ailOpUOUOw lUOlVll ywiJ J. aiax xxv^j 

mRNA 


IN IVI_U U O O 


rr nrnn ca-ni^nc email inducible evtokine snbfamilv A TCvs-Cvs) member 27 

XXOIIIU odUlCllo oilldll AlAvAtAV^lU AV^ \sj HJxVAAA^ O LAL/XCAAAAAA^ L V \^-^J «J J °/? xiivxixu/wi ' 

(SCYA27), mRNA 


1NJA/T 006^1 A 


u rtTn n cotmWic corlinm cnannel volta ce-caterl tvne alpha polypeptide 

XXUIIIU bdUlCllo oVJVAlLAllA V/lldlAlA^/A 9 VUllttgt/ g,u-LV^U., tj' vj w iv } cxxLyxxu. k-'v-'Ajf yviynviv 

(SCN10A),mRNA 


IN IVX_UU OD D y 


u nrTin conipnQ G AP-associated tvrosine nhosnhoprotein n62 TSam68) fSAlVI68), 
nVRNA 


T\JA/r 006S1 1 

xNIVX UVyUJ L 1 


TTomo saniens recriilatorv solute carrier protein, familv 1. member 1 (RSC1A1), 

111XV1 NA 


INIVx UuOJOj 


TTomo ^aniens retinal nierment epithelium-derived rhodopsin homolog fRRH), 
mRNA 


NM 006604 


Homo sapiens ret finger protein-like 3 (RFPL3), mRNA 


NM 006605 


Homo sapiens ret finger protein-like 2 (RFPL2), mRNA 


NM 006505 


Homo sapiens poliovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM_006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4), mRNA 
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NM 006587 


Homo sapiens corin (PRSC), mRNA 


NM 006556 i 


Homo sapiens phosphomevalonate kinase (PMVK), mRNA 


NM 006608 


Homo sapiens putative homeodomain transcription factor (PHTF1), mRNA 


NM 006661 


Homo sapiens phosphodiesterase 10A (PDE10A), mRNA 


NM 006674 


Homo sapiens MHC class I region ORF (P5-1), mRNA 


NM_006637 


Homo sapiens olfactory receptor, family 5, subfamily I, member 1 (OR5I1), 
mRNA 


NM_006649 


Homo sapiens serologically defined colon cancer antigen 16 (SDCCAG16), 
mRNA 


NM 002532 


Homo sapiens nucleoporin 88kD (NUP88), mRNA 


NM 006702 


Homo sapiens neuropathy target esterase (NTE), mRNA 


NM_006693 


Homo sapiens cleavage and polyadenylation specific factor 4, 30kD subunit 
(CPSF4),mRNA 


NM_006669 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITEM domains), member 1 (LILRB1), mRNA 


NM 006533 


Homo sapiens melanoma inhibitory activity (MIA), mRNA 


NM 006500 


Homo sapiens melanoma adhesion molecule (MCAM), mRNA 


NM 006610 


Homo sapiens mannan-binding lectin serine protease 2 (MASP2), mRNA 


NM 006699 


Homo sapiens mannosidase, alpha, class 1 A, member 2 (MAN1A2), mRNA 


NM_006498 


Homo sapiens lectin, galactoside-binding, soluble, 2 (galectin 2) (LGALS2), 
mRNA 


NM 006547 


Homo sapiens IGF-II mRNA-binding protein 3 (KOC1), mRNA 


NM_006611 


Homo sapiens killer cell lectin-like receptor subfamily A, member 1 (KLRA1), 
mRNA 


NM 006546 


Homo sapiens IGF-II mRNA-binding protein 1 (EVIP-1), mRNA 


NM 006665 


Homo sapiens heparanase (HPSE), mRNA 


NM 006497 


Homo sapiens hypermethylated in cancer 1 (HIC1), mRNA 


NM 004667 


Homo sapiens hect domain and RLD 2 (HERC2), mRNA 


NM 006527 


Homo sapiens Hairpin binding protein, histone (HBP), mRNA 


NM 006658 


Homo sapiens G-substrate (GSBS), mRNA 


NM_006496 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 3 (GNAI3), mRNA 


NM 006529 


Homo sapiens glycine receptor, alpha 3 (GLRA3), mRNA 


NM 006530 


Homo sapiens glioma-amplified sequence-41 (GAS41), mRNA 


NM_006581 


Homo sapiens fucosyltransferase 9 (alpha (1,3) fucosyltransferase) (FUT9), 
mRNA 


NM 006700 


Homo sapiens FLN29 gene product (FLN29), mRNA 


NM 006684 


Homo sapiens complement factor H-related 4 (FHR-4), mRNA 


NM 004113 


Homo sapiens fibroblast growth factor 12B (FGF12B), mRNA 


NM 006495 


Homo sapiens ecotropic viral integration site 2B (EVI2B), mRNA 


NM 006532 


Homo sapiens ELL gene (11-19 lysine-rich leukemia gene) (ELL), mRNA 


NM 006566 


Homo sapiens adhesion glycoprotein (DNAM-1), mRNA 


NM 006639 


Homo sapiens cysteinyl leukotriene receptor 1 (CYSLT1), mRNA 


NM 006586 


Homo sapiens trinucleotide repeat containing 5 (TNRC5), mRNA 


NM 006565 


Homo sapiens CCCTC-binding factor (zinc finger protein) (CTCF), mRNA 


NM_006574 


Homo sapiens chondroitin sulfate proteoglycan 5 (neuroglycan C) (CSPG5), 
mRNA 


NM 006688 


Homo sapiens Clq-related factor (CRF), mRNA 


NM 006493 


Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA 


NM 001750 


Homo sapiens calpastatin (CAST), mRNA 


NM 006624 


Homo sapiens adenovirus 5 E1A binding protein (BS69), mRNA 


NM 006698 


Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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IN1V1 UUO/IO 


UnmA c5»nif=»nQ aptivator of SI tVhasp kinase TASK). ITlRNA 

XTHJlllvX OCL|Jlv'llO <X\j LI V CI WJL KJl. O jjlldijw jviliciov \^ y-t-J^^j 5 iiu-vi. 1* ^ 


NM 006534 


Homo sapiens nuclear receptor coactivator 3 (NCOA3), mRNA 


XTA/T AA/C/C7A 


TT nrnn conipnc ^ta nnpnfF'tal trnrVhAhlast crlvconrotein (5T4\ mRNA 
xiom.o sapiens jit uixuoxcidx uLupxxLiijidoi, gijvvvjuiwLv/iii v. - 1 - * /? "uunx 


NM_00z0oy 


UnrviA cioniono mioninp nnr«1^n+i rl^» l^inHincy nrntpin ^Ct nrotein^ alnha inhibiting 
Jtiomo sapiens guanine iiu.uicoliu.c uuuu.iiig jjxulchi ^vj jjiuiviiiy, tti F iia imuuiuiig 

acilvliy poiypcpu.u.e 1 ^otn/xix j 9 iixxviN.r\. 


"KTTV/f AA1 1 

JNJVL UU11O0 


u n111A canipnc hamiln vrir«l TAP rp-npat-pnntainin P ^ fBIRCS 1. mRNA 

xiomo sapiens udouxvjvxidx x/tjt xcjjcdi-L'Uiiiciiiiiiig v^^^ ^? ^ *- 


"XTA A HAHIQI 

jNJVi_uuu3y i 


UnrnA cortipnc nprni H-linofllCninriCIQ nPlirAnal 9 late infantile ( JaHSkV— 

rioirio sapiens cciuxu^xxpuxixot/Xixtjoxo, ixt/iinjiicix z*, iu.lv/ ii.ixc4.iiti.xv/ yycxnojvy 
"Ri^lcnViriwcVs./ Hicpasp^ fT^T T\T9^ mTR7\T A 

XjlCloL'llO W t>lv_y u.iC5Ca.owy \ iiixvi.^.rx. 


"NTA/T A AO 

IN IVX UUj'tHU 


PTomn saniens OTP -binding nrotein Rho7 CRH07V mRNA 


INlVL UUjj^O 


TTnmn ^aniens heat shock 701cD nrotein IB fHSPAlBV mRNA 

JLJLvJlllw bapiCllo J.lt'd L ollvviv / V/Jvx-/ v/ twin iu ^iiuj. -£ »- li -'/3 ^^^^ 


xrivr oo^^as 

lNXVl \J\J*JDHJ 


Homo ^anien«? heat shock 70kD nrotein 1A CHSPA1A), mRNA 


XTA/T CiO^^A^ 
XNiVl UUjJHO 


TTrvmn «?ar»iens; TT4 hi stone familv member J TH4FJV mRNA 


xnv/r nn^^A^ 

iNlVL UUjJ'tJ 


TTrvmn caniprm TT4. hi«?tr»ne familv member H fH4FH\ mRNA 

XJL wl llw oapiCllo lit IXXo LWXXV XClllllljr 5 lllvlUUvl x x ^xx^x xj.^5 a4.aj.vj. ia ». 


NM 003542 


Homo sapiens H4 histone family, member G (H4FG), mRNA 


JNJV1 UU^j4U 


TinTYiA c-amVnc TTzL hi ctnnp familv member C rfT4FC! i mRNA 
JnLOnTO sapiens ii^t iiioluxic xcixxiixy ? xxxcxxiuvx i^iiti ^ j 7 a.lh.^± x 


JN1VJL UUJDJy 


ir Anir i ccin-ipnc T-T/1 Vii cfrvTiF' fin mi 1v member R rTT4FTi^ mRNA 
JrlOlliU sapiciib xih- xxxoLvixic xdixixxy, xxxcxixuv/x u ^iiti -l*/? hixvx^jtx. 


JNJVL UUJDJo 


Unrna conipnc X-T/1 "hi ctr^-n^ fnmilv mpmber A rTT4FA > l mRNA 
XlOlilO Sapiens xis-r nioLUIXC XclXXlXXy, XXXCXllUCl -rv ^iiti Aj, iihvj.^^». 


NM 005323 


Homo sapiens HI histone family, member T (testis-specific) (H1FT), mRNA 


JNJVL_UU3 / jZ 


U A mr\ cQ-niPnc e*n]mr\miir' friin cl Pltl nn initi^ti ATI Taetor ^ 91 ihllTlit Si ll 1 OkF) l 

Jriomo sapiens euKdryuiio liciixoicilujxi iiiiiictixuxx xcxl/lux ou.uu.ihl o yi x v^ivx^y 

^ Jj/±P JoOJ, lilXVlNrA. 


IN 1VL__U U4:/ Z y 


TTnmn cflnipn? palbinHin 1 T^RkD^ TCAT.Bl'l mRNA 
XiOniO odpiCXlo L/d-XUlllCllXX x 5 yj^Ots^L^ j ^rviju i ^ uxivi>rv 


JNIVL UUOlZZ 


TTr\i-nr4 cQ-nipn c mininnciH^QP plnha p1a«3<3 0 A member 2 nVTAN2A2i niRNfA 

XxUinU odpiCXXo IXXcXXXXXLIoXVJ.CloC', ctllyllcl, ^icioo jL,£\.^ iiiV/iiiL/va ^ ^iviixii^ i^</) ixuvi ^ x 


JNJVL_UUdjU1 


"PT/^-mi^ coni <=n o -mi+r*o - <= k Ti_5if > ti v5»fpH T^TotpiTx Vinase kinase kinase 12 i 1VTAP3xv12i 

l^OinO odpXCIlo XlXXl\Ji£CXX~dL'Ll VdLCVJ. LJ1 \J Lvlll xvxxxaov ruixaov iviiictov/ i^- ^ivx-t xx jivi^y. 


INxVL UUOZyy 


TTr^mn car»ipn<! txtip finapr nrofpin 19^ r7NF193^ mRNA 

JTlOXIlU odpiCllo ZiXlXW XXlXgC-1 JJXVJLC/1XX L ZS -J ^Z^XNl LS*J )^ llll'Vl'S^x 


NM 006298 


Homo sapiens zinc finger protein 192 (ZNF192), mRNA 


JNJVL UUoJoj 


Jriomo sapiens zini linger pxoicixi Zri i v-^inx i x xxxixxn-tv 


jNivi uuozyo 


xT.orno sapiens vdooixxxd xcidicu. ivxixdoc y \ xvr^z*^, xxnvx>xx 


JN1V1 uuozyD 


n nT1in canipnc vn1\/l-tT?"Nr A svnthetase 9 fVARvS2 > l mRNA 

X XUIilvJ odpiClXo VdX_yi LXVlNzx o_y XXLXXt/LCXOV y V Xllvu^jj liixvx ^rx. 


NM 006447 


Homo sapiens ubiquitin specific protease 16 (USP16), mRNA 


JNJVL_UUoZy4 


XJ/mvia oor-ii o nKinninAl A^/fAPrirAmP c rpHnpfflQP binfliliP 1 " "nrotein (1 JOCRB) 
llOmO Sapiens U.Dlt^UlI101""OyLUL'XXlUXlXC L/ ICUUl/laac uxixu-ixig pxuuvvxxi ^uyvx\x>;, 

mRNA 


JNJVL UUoZiO 


Unmn conipnc TVRfl^ nrAfpitn "Krrocin^ Vinace fTYRO^ mT^NA 

riomo sapiens 1 xi\uj pruicxxi Lyxijoiiic isjxidoc ^-n- x xvw^y, xxxivxxz^ 


JNJVL UUoi 1 1 


xiomo sapiens nuciear recepxor co-reprcbbox x ^i\v^vjj\i j, ixxxvx>rx 


NM_006291 


Homo sapiens tumor necrosis factor, alpha-induced protein 2 (TNFAIP2), 

11 lxviN /V 


NM_006290 


Homo sapiens tumor necrosis factor, alpha-induced protein 3 (TNFAIP3), 
nixviN/\ 


NM 006288 


Homo sapiens Thy-1 cell surface antigen (THY1), mRNA 


JNM_UUozoo 


ixomo sapiens xranscripxion iacior up-z yjc,z,r u.xxxxcxiz«cilx^ix pai v-*-- 1 - J -^ i 
mRNA 


JNM_0 06284 


TT rt *M/> finnip-no ""TATTA X>i-vxr Ui'-n/litin' -nmfpin /^TRPVfl QQApi afprl faptAr T?7\T A 

Jblomo sapiens i/vi/\. dox Dinumg protein ^ i xjx ^"dbbUL/iaLt;u xdv^tux, xvin^ 
polymerase 11, xi, jkjkl) ^i/vrzii^, lrnviNrv 


NM_006342 


Homo sapiens transforming, acidic coiled-coil containing protein 3 (TACC3), 
mKJNA 


JNM 006283 


HLomo sapiens xransiormmg, acioic coneu-con L/uxiLdxxixxig pxutcxii x yxj^^x^ij, 
mRNA 


NM 006282 


Homo sapiens serine/threonine kinase 4 (STK4), mRNA 


NM_006280 


Homo sapiens signal sequence receptor, delta (translocon-associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), 
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mRNA 


NM 006450 


Homo sapiens splicing factor (45kD) (SPF45), mRNA 


NM 006422 


Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3), mRNA 


NM_006446 


Homo sapiens solute carrier family 21 (organic anion transporter), member 6 
(SLC21A6),mRNA 


NM_006278 


Homo sapiens sialyltransferase 4C (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4C), mRNA 


NM_006378 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4D (SEMA4D), 
mRNA 


NM_006379 ' 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3C (SEMA3C), mRNA 


NM_006274 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 19 
(SCYA19), mRNA 


NM 006453 


- Homo sapiens transducin (beta)-like 3 (TBL3), mRNA 


NM 006270 


Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA 


NM 006269 


Homo sapiens retinitis pigmentosa 1 (autosomal dominant) (RP1), mRNA 


NM 006355 


Homo sapiens ring finger protein 15 (RNF15), mRNA 


NM 006315 


Homo sapiens ring finger protein 3 (RNF3), mRNA 


NM 006394 


Homo sapiens regulated in glioma (RIG), mRNA 


NM_006263 


Homo sapiens proteasome (prosome, macropain) activator subunit 1 (PA28 ! 
alpha) (PSME1), mRNA 

£_ y £-2 — — 


NM 006262 


Homo sapiens peripherin (PRPH), mRNA 


NMJ306261 


Homo sapiens prophet of Pit 1, paired-like homeodomain transcription factor 
(PROP 1), mRNA 


NM_006260 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent inhibitor (PRKRI), mRNA 


NM 006259 


Homo sapiens protein kinase, cGMP-dependent, type II (PRKG2), mRNA 


NM 006257 


Homo sapiens protein kinase C, theta (PRKCQ), mRNA 


NM 006255 


Homo sapiens protein kinase C, eta (PRKCH), mRNA 


NM_006253 


Homo sapiens protein kinase, AMP-activated, beta 1 non-catalytic subunit 
(PRKAB1), mRNA 


NM_006252 


Homo sapiens protein kinase, AMP-activated, alpha 2 catalytic subunit 
(PRKAA2), mRNA 


NM_006251 


Homo sapiens protein kinase, AMP-activated, alpha 1 catalytic subunit 
(PRKAA1), mRNA 


NM 006247 


Homo sapiens protein phosphatase 5, catalytic subunit (PPP5C), mRNA 


NM_006246 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), epsilon 
isoform (PPP2R5E), mRNA 


NM_006245 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), delta isoform 
(PPP2R5D), mRNA 


NM_006244 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), beta isoform 
(PPP2R5B), mRNA 


NM_006243 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), alpha isoform 
(PPP2R5A), mRNA 


NM_006241 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), 
mRNA 


NM_006240 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1), 
mRNA 


NM_006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 
mRNA 


NM 006237 


Homo sapiens POU domain, class 4, transcription factor 1 (POU4F1), mRNA 
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NM 006236 


Homo sapiens POU domain, class 3, transcription factor 3 (POU3F3), mRNA 


NM 006235 


Homo sapiens POU domain, class 2, associating factor 1 (POU2AF1), mRNA 


NM 006231 


Homo sapiens polymerase (DNA directed), epsilon (POLE), mRNA 


NM_006358 


Homo sapiens solute carrier family 25 (mitochondrial carrier; peroxisomal 
membrane protein, 34kD), member 17 (SLC25A17), mRNA 


NM 006227 


Homo sapiens phospholipid transfer protein (PLTP), mRNA 


NM 006226 


Homo sapiens phospholipase C, epsilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospholipase C, delta 1 (PLCD1), mRNA 


NM 006224 


Homo sapiens phosphotidylinositol transfer protein (PITPN), mRNA 


NM 006479 


Homo sapiens RAD51 -interacting protein (PIR51), mRNA 


NM 006223 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting, 4 
(parvulin) (PEST4), mRNA 


NM 006222 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NlMA-mteracting 1- 
like (PIN1L), mRNA 


NM_006221 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1 
(PINl),mRNA 


NM 006218 


Homo sapiens phosphoinositide-3 -kinase, catalytic, alpha polypeptide 
(PIK3CA), mRNA 


NM 006213 


Homo sapiens phosphorylase kinase, gamma 1 (muscle) (PHKG1), mRNA 


NM_006305 


Homo sapiens putative human HLA class II associated protein I (PHAP1), 
mRNA 


NM_006212 


Homo sapiens 6-phosphofhicto-2-kinase/fructose-2,6-biphosphatase 2 
(PFKFB2), mRNA 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 


NM 006209 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 2 (autotaxin) 
(ENPP2), mRNA 


NM_006205 


Homo sapiens phosphodiesterase 6H, cGMP-specific, cone, gamma (PDE6H), 
mRNA 


NMJ)06204 


Homo sapiens phosphodiesterase 6C, cGMP-specific, cone, alpha prime 
(PDE6C), mRNA 


NM 006198 


Homo sapiens Purkinie cell protein 4 (PCP4), mRNA 


NM 006197 


Homo sapiens pericentriolar material 1 (PCM1), mRNA 


NM 006195 


Homo sapiens pre-B-cell leukemia transcription factor 3 (PBX3), mRNA 


NM 006193 


Homo sapiens paired box gene 4 (PAX4), mRNA 


NM 006191 


Homo sapiens proliferation-associated 2G4, 38kD (PA2G4), mRNA 


NM 006189 


Homo sapiens olfactory marker protein (OMP), mRNA 


NM_006186 


Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), 
mRNA 


NM 006185 


Homo sapiens nuclear mitotic apparatus protein 1 (NUMA1), mRNA 


NM 006184 


Homo sapiens nucleobindin 1 (NUCB1), mRNA 


NM 006182 


Homo sapiens discoidin domain receptor family, member 2 (DDR2), mRNA 


NM 006180 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 2 (NTRK2), mRNA 


NM 006372 


Homo sapiens NS1 -associated protein 1 (NSAP1), mRNA 


NM 006177 


Homo sapiens neural retina leucine zipper (NRL), mRNA 


NM 006176 


Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA 


NM 006174 


Homo sapiens neuropeptide Y receptor Y5 (NPY5R), mRNA 


NM 006170 


Homo sapiens nucleolar protein 1 (120kD) (NOLI), mRNA 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (TSfNMT), mRNA 


NM_006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2)-like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid-derived 2), 45kD (NFE2), mRNA 
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NM 006160 


Homo sapiens neurogenic differentiation 2 (NEUROD2), mRNA 


NM 006158 


Homo sapiens neurofilament, light polypeptide (68kD) (NEFL), mRNA 


NM 006393 


Homo sapiens nebulette (NEBL), mRNA 


NM 006316 


Homo sapiens DNA-binding transcriptional activator (NCYM), mRNA 


NM 006153 


Homo sapiens NCK adaptor protein 1 (NCK1), mRNA 


NM_006424 


Homo sapiens solute carrier family 34 (sodium phosphate), member 2 
(SLC34A2), mRNA 


NM 006317 


Homo sapiens brain acid-soluble protein 1 (BASP1), mRNA 


NM 006343 i 


Homo sapiens c-mer proto-oncogene tyrosine kinase (MERTK), mRNA 


NM_006457 


Homo sapiens LEVI protein (similar to rat protein kinase C-binding enigma) 
(LIM), mRNA 


NM 006148 


Homo sapiens LIM and SH3 protein 1 (LASP1), mRNA 


NM_006383 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 2 (KIP2), mRNA 

£_ V J_Z — 


NM_006459 


Homo sapiens similar to Caenorhabditis elegans protein C42C1.9 (KE04) 5 
mRNA 


NM 006147 


Homo sapiens interferon regulatory factor 6 (IRF6), mRNA 


NM 006332 


Homo sapiens interferon, gamma-inducible protein 30 (IFI30), mRNA 


NM 006337 


Homo sapiens microspherule protein 1 (MCRS1), mRNA 


NM 006308 


Homo sapiens heat shock 27kD protein 3 (HSPB3), mRNA 


NM_006403 


Homo sapiens enhancer of filamentation 1 (cas-like docking; Crk-associated 
substrate related) (HEF1), mRNA 


NM 006143 


Homo sapiens G protein-coupled receptor 19 (GPR19), mRNA 


NM 006302 


Homo sapiens glucosidase I (GCS1), mRNA 


NM 006478 


Homo sapiens GAS2-related on chromosome 22 (GAR22), mRNA 

i- — 


NM_006338 


Homo sapiens glioma amplified on chromosome 1 protein (leucine-rich) 
(GAC1), mRNA 


NM 006360 


Homo sapiens dendritic cell protein (GA17), mRNA 


NM 006329 


Homo sapiens fibulin 5 (FBLN5), mRNA 


NM 006404 


Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA 


NM 006304 


Homo sapiens Deleted in split-hand/split-foot 1 region (DSS1), mRNA 

£- i 


NM 001355 


Homo sapiens D-dopachrome tautomerase (DDT), mRNA 


NM 006139 


Homo sapiens CD28 antigen (Tp44) (CD28), mRNA 


NM 006371 


Homo sapiens cartilage associated protein (CRTAP), mRNA 


NM_006136 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 
(CAPZA2), mRNA 


NM 006448 


Homo sapiens trinucleotide repeat containing 1 (TNRC1), mRNA 


NM 006333 


Homo sapiens nuclear DNA-binding protein (C1D), mRNA 


NM_006419 


Homo sapiens small inducible cytokine B subfamily (Cys-X-Cys motif), member 
13 (B-cell chemoattractant) (SCYB13), mRNA 


NM 005453 


Homo sapiens zinc finger protein 297 (ZNF297), mRNA 


NM 006324 


Homo sapiens craniofacial development protein 1 (CFDP1), mRNA 


NM 006375 


Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVA1), mRNA 


NM 004466 


Homo sapiens glypican 5 (GPC5), mRNA 


NM 004484 


Homo sapiens glypican 3 (GPC3), mRNA 


NM_002856 


Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) 
(PVRL2), mRNA 


NM_001420 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 (Hu 
antigen C) (ELAVL3), mRNA 


NM 001634 


Homo sapiens S-adenosylmethionine decarboxylase 1 (AMD1), mRNA 


NM 000483 


Homo sapiens apolipoprotein C-II (APOC2), mRNA 


NM 001645 


Homo sapiens apolipoprotein C-I (APOC1), mRNA 
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NM 000482 


Homo sapiens apolipoprotein A-IV (APOA4), mRNA 


NM 005953 


Homo sapiens metallothionein 2A (MT2A), mRNA 


NM_005954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 
(MT3), mRNA 


NM 006007 


Homo sapiens zinc finger protein 216 (ZNF216), mRNA 


NM_006006 


Homo sapiens zinc finger protein 145 (Kruppel-like, expressed in promyelocytic 
leukemia) (ZNF145), mRNA 


NM_006004 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 
mRNA 


NM_006003 


Homo sapiens ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 
1 (UQCRFS1), nuclear gene encoding mitochondrial protein, mRNA 


NM 006088 


Homo sapiens tubulin, beta, 2 (TUBB2), mRNA 


NM 005999 


Homo sapiens translin-associated factor X (TSNAX), mRNA 


NM_006022 


Homo sapiens transforming growth factor beta-stimulated protein TSC-22 
(TSC22),mRNA 


NM 005998 


Homo sapiens chaperonin containing TCP1, subunit 3 (gamma) (CCT3), mRNA 


NM 006073 


Homo sapiens triadin (TRDN), mRNA 


NM 005997 


Homo sapiens transcription factor-like 1 (TCFL1), mRNA 


NM_006116 


Homo sapiens transforming growth factor beta-activated kinase-binding protein 
1 (TAB1), mRNA 


NM_005989 


Homo sapiens aldo-keto reductase family 1, member Dl (delta 4-3-ketosteroid- 
5-beta-reductase) (AKR1D1), mRNA 


NM 005988 


Homo sapiens small proline-rich protein 2A (SPRR2A), mRNA 


NM 005986 


Homo sapiens SRY (sex determining region Y)-box 1 (SOX1), mRNA 


NM_006049 


Homo sapiens small nuclear RNA activating complex, polypeptide 5, 19kD 
(SNAPC5), mRNA 


NM_006080 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3A (SEMA3A), mRNA 


NM_006072 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 26 
(SCYA26), mRNA 


NM 005981 


Homo sapiens sarcoma amplified sequence (SAS), mRNA 


NM 006054 


Homo sapiens reticulon 3 (RTN3), mRNA 


NM 005977 


Homo sapiens ring finger protein (C3H2C3 type) 6 (RNF6), mRNA 


NM_005975 


Homo sapiens PTK6 protein tyrosine kinase 6 (PTK6), mRNA 


NM 005972 


Homo sapiens pancreatic polypeptide receptor 1 (PPYR1), mRNA 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilin E) (PPIE), mRNA 


NM 006107 


Homo sapiens acid-inducible phosphoprotein (OA48-18), mRNA 


NM 006067 


Homo sapiens neighbor of COX4 (NOC4), mRNA 


NM_005969 


Homo sapiens nucleosome assembly protein 1-like 4 (NAP1L4), mRNA 


NM 006058 


Homo sapiens Nef-associated factor 1 (NAF1), mRNA 


NM_006097 


Homo sapiens myosin regulatory light chain 2, smooth muscle isoform 
(MYRL2), mRNA 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA 


NM_005932 


Homo sapiens mitochondrial intermediate peptidase (MIPEP), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005931 


Homo sapiens MHC class I polypeptide-related sequence B (MICE), mRNA 


NM 006081 


Homo sapiens MHC binding factor, beta (MHCBFB), mRNA 


NM_005930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 005928 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEP1B), mRNA 
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NM 005924 


Homo sapiens mesenchyme homeo box 2 (growth arrest-specific homeo box) 
(MEOX2), mRNA 


NM 005920 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide D 
(myocyte enhancer factor 2D) (MEF2D), mRNA 


NMJ)05919 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide B 
(myocyte enhancer factor 2B) (MEF2B), mRNA 


NM_005918 


Homo sapiens malate dehydrogenase 2, NAD (mitochondrial) (MDH2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 005917 


Homo sapiens malate dehydrogenase 1, NAD (soluble) (MDH1), mRNA 


NM 005913 


Homo sapiens melanocortin 5 receptor (MC5R), mRNA 


NM 005912 


Homo sapiens melanocortin 4 receptor (MC4R), mRNA 


NM 005911 


Homo sapiens methionine adenosyltransferase II, alpha (MAT2A), mRNA 


NM 005908 


Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA 


NM 005907 


Homo sapiens mannosidase, alpha, class 1 A, member 1 (MAN1A1), mRNA 


NM_005898 


Homo sapiens membrane component, chromosome 11, surface marker 1 
(MllSl),mRNA 


NM 006060 


Homo sapiens zinc finger protein, subfamily 1 A, 1 (Ikaros) (ZNFN1A1), mRNA 


NM 006059 


Homo sapiens laminin, gamma 3 (LAMC3), mRNA 


NM 006038 


Homo sapiens spermatogenesis associated PD1 (KIAA0757), mRNA 


NM_006084 


Homo sapiens interferon-stimulated transcription factor 3, gamma (48kD) 
(ISGF3G), mRNA 


NM 005897 


Homo sapiens intracisternal A particle-promoted polypeptide (IPP), mRNA 


NM 005896 


Homo sapiens isocitrate dehydrogenase 1 (NADP+), soluble (IDH1), mRNA 


NM 006028 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3B (HTR3B), mRNA 


NM_006120 


Homo sapiens major histocompatibility complex, class II, DM alpha (HLA- 
DMA), mRNA 


NM 006026 


Homo sapiens HI histone family, member X (H1FX), mRNA 


NM 006051 


Homo sapiens FE65-LHCE 2 (FE65L2), mRNA 


NM_006079 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 2 (CITED2), mRNA 


NM 005894 


Homo sapiens CD5 antigen-like (scavenger receptor cysteine rich family) 
CCD5L), mRNA 


NM 006016 


Homo sapiens CD 164 antigen, sialomucin (CD 164), mRNA 


NM_006078 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 2 
(CACNG2), mRNA 


NMJ)06030 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 2 
(CACNA2D2), mRNA 


NM 006085 


Homo sapiens 3'(2'), 5 '-bisphosphate nucleotidase 1 (BPNT1), mRNA 


NM_006015 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily f, member 1 (SMARCF1), mRNA 


NMJ)06066 


Homo sapiens aldo-keto reductase family 1, member Al (aldehyde reductase) 1 
(AKR1A1), mRNA 


NM_005891 


Homo sapiens acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl Coenzyme A 
thiolase) (ACAT2), mRNA 


NM 006020 


Homo sapiens alkylation repair; alkB homolog (ABH), mRNA 


NM 004056 


Homo sapiens carbonic anhydrase VIII (CA8), mRNA 


NM 005664 


Homo sapiens makorin, ring finger protein, 3 (MKRN3), mRNA 


NM 005662 


Homo sapiens voltage-dependent anion channel 3 (VDAC3), mRNA 


NM 005836 


Homo sapiens translational inhibitor protein pl4.5 (UK1 14), mRNA 


NM_005660 


Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 


NM 005659 


Homo sapiens ubiquitin fusion degradation 1-like (UFD1L), mRNA 
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TSJA/r 00S706 
1N1VI VJ\J J / 


TTomo <?arviens tumor suooressina subtransferable candidate 4 (TSSC4), mRNA 


IN1VX WUJ /-6J 


Homo saniens tetrasnan 5 fTSPAN-5), mRNA 




Homo ^aniens tetrasDan 1 CTSPAN-1), mRNA 


NM 005658 


Homo sapiens TNF receptor-associated factor 1 (TRAF1), mRNA 


inja/T 005R0? 


Homo saniens tumor torotein n5 3 -binding protein (TP53BPL), mRNA 


IN1VX UUj /H7 


Homo <?anienq transducer of ERBB2 1 (TOB1V mRNA 


1N1VI uvjOjj 


Homo ^aniens TGFB inducible earlv erowth response (TIEG), mRNA 


"MA/T OO^^ 


Homo danierK Iramcrirytion factor CP2 CTFCP2,, mRNA 


IN 1VI_U UjOj^ 


Hrmnn q^tii pn ci nnrl ear reoen tor subfamilv 2 erouD F. member 1 (TSIR2F1), 

ml? XT A 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TERF2), mRNA 


1N1V1 UUjooj 


Homo «;anienq similar to S cerevisiae SSM4 (TEB4), rnRNA 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase (TD02), mRNA 


JNJVl UUDD^-y 


TTrvmr* cQni _=m c trcrn Qr'Tii iti r.n factor 17 rT , C~!F17i TTlRNA 


NM 005647 


Homo sapiens transducin (beta)-like 1 (TBL1), mRNA 


"KTA/f OAC/C/K 

NM_0U5d4j 


UnrviA co-nion o TATA "KnY 'hin Hin ct TYrntein ^TRP^-a^^ociiated factor RNA 

XlOmO Sapiens 1 /\ l -tV DUa UlllUlIlg piULClll ^J-J->± / aaouuiaL^u xctvvLWi. 5 i.vi'i^i 

polymerase II, K, 18kD (TAF2K), mRNA 


JNJVI_UUjo4j 


Unmn canipnc TATA V»r»v KinHin a r»rotpin TTBP^-associated factor RNA 

XlOmO Sapiens X/\X/A. UUA UlUU-XXlg ^/IULGIJU ^lUi ^ osau^iaiuu xcxv^ lwx 3 

polymerase II, I, 28kD (TAF2I), mRNA 


NM_UU:>o41 


TT rt *MA nonionc TATA Knv ViinHin cr r>rntei-n ^TT^P^-a Q^nf.i afpH factOT RNA 
JtlOmO Sapiens 1 1\ 1 J\ OOX Oinuillg piULClIl ^XJjj:^ aaauuiaiLU xcvu , xvx^jtv 

nnKnnprfiQP TT P 70/5^ SkD rTAF2F^ mRNA 
poiyiTierd.sc xx, i3 5 / \j/ ojj\xj y i -tjjl z^j-ij^ hj-lvx^^v 


JNJvL_UUDo /y 


u ATr1A cariiAiic TATA Knv "hinHincr rvrotein TTBP^ -associated factor. RNA 
nnlvmprn^p T C 1 1 0kD (T AF 1 C"i mRNA 


NM_005681 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
nn1vmerfl<?p T A 4RlcD fTAFl A) mRNA 


JLN1VX UUJUJ7 


Homo ^aniens ^vnantotaormin 1 fSYTl j. mRNA 


IN1VX UUjDjo I 


Unmn QjinipriQ QvnantobrftViTi-lilce 1 fSYBLl I- mRNA 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSX1), mRNA 


1N1VX_UUD5 / 1 


u^mn c?mi<=>nQ Qr>1irincr factor ^0 survival of motor neuron-related (SPF30), 

XHJIIIO odLJlCllO oUllvlllU lU v lvi wJV/, O KA.L VX VUX \JX, X±1\J\,\JX. livui Vll j. v^At*. wxj. -m. 

mRNA 


~KTA/1~ AAC^O/I 

JNlVx UUDOJ^f 


Tinmn cQ-ni^nc QPY ( cpy HetpTmim'ncr region YVbox 3 TSOX3 i mRNA 


NM 005686 


Homo sapiens SRY (sex determining region Y)-box 13 (SOX13), mRNA 


iNJVl_UUjoZy 


TJ/-imrv nn«i fy.-n o c/^lxif^ rc\r~r\p>r m fc?mi1\/ (\ ( rif i iTofran QTTii tfpr fran ^"norter creatine) 

XlOmO Sapiens SOIULC CdlllCI ld.IIlliy U ^iicuiVJU<xiiaiiiiitt;i tiaiiop^iLVj., v-»x. \^cxLixn_/^, 

m—m'h^r o /ct n^AR^ mRNA 
memuer o ^ox^v^o^rvo j, linvi-N-rv 


IN IVl__U UjDjU 


TTnmri Q5ir»if»nQ «3n1nte carrier familv 21 fnrostacr! andin transDorterl, member 2 
/ct po 1 A ?^ mRTSI A 

^oXjV-^Zr 1 r\M)) llxXvl >x^. 


NM_005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 

^DX_/V_^ JlAJj, lli-CviNx V 


NM 005627 


Homo sapiens serum/glucocorticoid regulated kinase (SGK) 5 mRNA 


INIvx UUDo / / 


u Anin coni^Tic cnliriTicr -fartor ^a suhnnit 1 1 20kT) TSF3A1 » mRNA 


INIVl UUDOZD 


"HVvmrt conipnc c^rnHpfflTi riinHin cr rvrotein r^vntenin^ TSF)C!BP^ mRNA 

XXOIIIO O d[Jl. CI lb b J'llHt/vdll UlllVJ-lllg ^JL\JL^LL1. J IXLVslLlllJ y^l^JAS V^*X-/X. y 3 lliivi i 


IN IVl^U VDOAd 


Umnn canipn c cmiill inHnpil^l c pvfoVinp <3iiV*fami1v A i (~!vs-C]vs i member O 

XxOIIlU bdpiCIlb billet 11 lllU.Li-v-'lL'lt' \*>y tUJVillt/ C5 LX L^JLCX-XXlll_y jTX \ O y \3 J} iiivxiiwvi 

fmnnnrvtp rViemotactic nrotein 2 j rSCYA8 ) mRNA 


IN IV! \J U J 


Hm-nn Qar»ipn<5 Qmall inducible cvtokine subfamilv A TCvs-Cvs\ member 25 

XXvJlllvJ bd-PAVvli-iS oXXld-XA llXU-U-ViL/iv J •'"iviiiv lj iiiij j. i. y^^^jr u J J 5 ~— ^ 

^SrVA2Sj mRNA 

^OV> X AZ/ ^ y ? IXXXVJ- > x V. 


NM 005850 


Homo sapiens splicing factor 3b, subunit 4, 49kD (SF3B4), mRNA 


NM 005772 


Homo sapiens RNA cyclase homolog (RNAC), mRNA 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma-like 2 (pi 30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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JNM UUjdU/ 


u Anin canipnc PTPT9 -nrntpin fvrocirip kinase 2 (PTK2^ mRNA 


iNM__UUD / oy 


TTr»i-nr» QflTiienc: r»rntpfl<?nmp fnro^ome macronaih) activator subunit 3 (PA28 

XXtJlIxL) 0£tlJJ.CIlo L/I W LV>do V/iiiV-' yjlUOWlllVj XXXCX-^J. l-»vt.xxx^ uwx r m-i,vsx w i, .»-— v 

gamma- Ki i CPSME3 i mRNA 

J^Clilii- i iCl XX. It \Jl UItAJUJ y 5 j.xxxnj.^x x 


XTA/f 005679 


Homo «;ar>ipn<! -nrostate stem cell antieen (PSCA\ mRNA 

XXVJlxlw odJ-'iv^iiO |Ji vuiuiv olviii wii lxax i*x ^ a *y J ■■-»- 1— * 


NM 005865 


Homo sapiens protease, serine, 16 (thymus) (PRSS16), mRNA 


xta/t 00 5 790 


TTrvmn car»ipn<3 npntidvlnrolvl isomerase F (cvclonhilin F) (PP1F), mKJMA 


NM 005604 


Homo sapiens POU domain, class 3, transcription factor 2 (POU3F2), mRNA 


NM UUD/Uy 


u Amn GQrvi^Tic PD7-7^ rvrofpin ^PT~) 7 -7 3 /NY-CO -3 8 1 mRNA 


JNJV1 UUD/D/ 


T-Tr\rvii-k canipno minnprmp rpfpntnr ffamilv A PTOllT") 5i rP2Y5 i mRNA 


NM_U(JDoJD 


Uai-via nonionc o/~\1 1 tie* porripr form 1 a/ 17 ( cnHiii TTi "n Vi n ^"hVi n te^ mPTTiher 2 
Jniomo sapiens soitiie carrier laiiniy i / ^s>uu.iuiii pnuopiiai.t'^, iiiwiiu^i ^ 

/'QTrnA^ rnT?XTA 


xnv/f 00^70^ 

JNM_UlO 


TJnmn Qdni^nQ rmr1po«iirlp Hinhn^nhflte kinase tvne 6 ^inhibitor of n5 3 -induced 
anontn^is-alnha^ rNM23-H6^ mRNA 


NM_005600 


Homo sapiens nitrilase 1 (NIT1), itlRNA j 




u ATri A canipTiQ npcpipnt helix loon helix 2 HSIHLH2^ mRNA 

XxOxxlAJ &dJJICllo lit o v^lt^iiL li^ll^V x\J\J^J XXV'Xxyv z-< ^inxxxjxxx^yj *. 


INIVL UUJJ70 


U A rnn com'p-nc riPQripnt Tieliy loon helix 1 rNTTT^Hl 1 mRNA. 

XXOlIMJ odlJlClxo llv/dvlvlll XXVv'llA. xvJVJLy iiv^il^V X ^i^XXXvXXiyj 11 - LLVL 1 


xta/t oo^q*^ 

JNM UUDjyO 


T-Tnmn O oni (=>n c ni ir«l F»nr fnptnr T/R rXTRTR i mRNA 
XxOlTlO odpiCIlo IlLiClCdl IdOlvJx JJ i-> \±^± XXJ/, xlxxvi^zx 


NM 005665 


Homo sapiens ecotropic viral integration site 5 (EVI5), mRNA 




xxOmo sapiens nascenL-puiypepLiu.c-do&*juidLC\x ovjinpiw^v aipna puijpv^Liu^ 
(NACA), mRNA 


JNM UU^jVo 


no mo sapiens myogenic ldctor j ^iviirjj, iijx\_ln^-v 


JNM yjvjjyZ 


Urt-mrv cnrki^tio mn or»1 <=» F«tci1 vt^rf^ntrw "Hrro^iTiP kin a ( IV1 1 J SIC i TTlRMA 
IIOITIO Sapiens IXlUSCie, SKciCLdl, ICL/CpLvJI LyiUolllt' Kiiiaac ^iviuuxvy, xxxxvx-h-t^ 


NM_005845 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 4 


NM_005874 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 

onrl TTTA/f Hrkmninc^ mpmhpr 9 H TT 1<*R9 i mRNA 
anQ lliiVl U-OIIldlllo^, IIICIIIUCI ^x^xxjx\x>^y, iiixvl^^x 


xta/t oo^cc 

1NM UUDZ)66 


tr nmri no-nipne mpnrin A nlnha ^PARA nentide hvdrolasei f±V[EPlA\ mRNA 


NM_005587 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide A 
^myocyte ennancer idctor Ars.) yiyLx^r^jr^j y iiiivi >-rv 


xnvyf oo^qio 
JNM_UUjo 1U 


XT/-»mn cqnipnc \r\ 1 1 f^T r»f>H 1 ^r'ti n_1 i Vr=» rpppntnr Qiihfamilv C~y mpmhet" 1 riCT ,TvO 1 ^ 

xxOmo sapiens Kiiier ceii iecLiii-iii\.e icocptui ouuiaiiiny vj, xxxtxnu^/i x v- L ^ J - /XVVJ /' 


xta/t oo^ri 

INIVI UUZ>Z>51 


TTnmn canipriQ T nthpran hlooH oroim ( Auberffer b antigen included/ (LUV mRNA 


XTA/T nn^^7S 


Wn-mr* coTvif=»nc T TA/T Homnin-nnntainin cr nrefpTTpd translocation nartner in linoma 

XXvJlxxVj odpiCllO 1 / 1 1 V 1 LlUlllCXlll— l/WlXl&XXXXlX£2 vi^l X V-'VJ- Li- ullulUvU L1U1J. ^/ui liivi ax x r 

TTPP") mRNA 

^ J (X. X ) 5 i XXX VX > lit 


"MM" 005577 


TTTnmn Qarnpn^ lmo"nrotpin T.nfa i TTvPA^ mRNA 

X XWlllVJ oClL-'lV^llo ii |J W L^X \J LV-'iii, ±^i\J\fXJ J- ; uiivii^i 


XTA/T 005576 


Homo saniens Ivsvl oxidase-like 1 fLOXLl iriRNA 

liUlllvi OCX|JXV<'XXl? J. y O y X V/AJ.UUuv XXXVW x i x y , xxxx.'^k. ii *. 


xnvr 005573 


TTomo saniens lamin Rl TLIVINBI) mRNA 

11U1X1U iJUL/XvilO XCXXXXXXX Xi X ^XjJ-VXiliJ X J , xXJ-i-^-i. ^J. x- 


XTA/T 005579 


TTomo saniens lamin A/C TVTNAi mRNA 

XXUlllvJ OCXLIXV^llO Idllllll A/ V/ ^X-/XVXX ^CX*. J , ilxivi ix x . 


XTA/T 005568 


Homo ^aiiipn^ T TIVT hompobox nrotein 1 fLHXl f mRNA 

X XVJlliU ocijjlvvilo X-»XXVX livJiilv^VJ VJ\J;\. piVilVin x yxjxx/vi^j iiuvi. ^x i 


NM 005780 


Homo sapiens lipoma HMGIC fusion partner (LHFP), mRNA 


JNM UlODoo 


TJ/mtia cQnipnc 1 r\ pfofp A.e=^y\Tr\r'C\cre x xWK CP A iT.lJrTA 1 mTJXTA 
XxOIIlU SdpiClla IdCLdLC LlCIiy U.1 U^ClldoC' r\. ^xjj_/iiriy, iixlvj.>x~v 


JNM 


T-Tnmn c^nipn c lirtnpal -in 9 fnnrnffpriP 94"n3 i fT ,C^!XF9^ mRNA 

XXUlllU bdpiCIlO lipUCdllll ^vJIlvvvJgCllC' ^"pj/ ^Xj^X^^^, IIXLNX^^X. 


JNM UUjjjo 


TTTr\mr» ennipn c larlinin 1 fJ ATj1^ mT^N^A 
XIUIIIU odpiCXlo xdU.111111 1 ^Ij/xIJI iixx\j.>xv 


JN1V1 UUjDDO 


U nrnn QQr»ipTiQ keratin 7 fK"RT7 i mRNA 

xXvJlllvJ od[JlCJ.lo IvCl clLlll / ^JVlvl / 11XLVX y 1 \. 


xta/t 005557 


TTomo canipno kpratin 16 ^focal non-enidermolvtic nalmonlantar keratoderma.) 
(KRT16), mRNA 


XTM 005553 

1 > J.YX \J\J \J *s *J — ' 


Homo sapiens keratin, cuticle, ultrahigh sulphur 1 (KRN1), mRNA 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 


Homo sapiens kallikrein 2, prostatic (KLK2), mRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KIFC3), mRNA 


NM_005832 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 2 (KCNMB2), mRNA 
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NM 005549 

X > J.YJL \J\J*J*J~~S 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 10 (KCNA10), mRNA 


NM 005548 


Homo sapiens lysyl-tRNA synthetase (KARS), mRNA 


NM 005547 


Homo sapiens involucrin (IVL), mRNA 


NM 005545 


Homo sapiens immunoglobulin superfamily containing leucine-rich repeat 
(ISLR), mRNA 


NM 005853 


Homo sapiens iroquois-class homeodomain protein (DRX-2A), mRNA 


NM 005544 


Homo sapiens insulin receptor substrate 1 (IRS1), mRNA 


NM 005543 


Homo sapiens insulin-like 3 (Leydig cell) (INSL3), mRNA 


NM 005542 


Homo sapiens insulin induced gene 1 (LNSIG1), mRNA 


NM 005541 


Homo sapiens inositol polyphosphate-5-phosphatase, 145kD (INPP5D), mRNA 


NM 005539 


Homo sapiens inositol polyphosphate-5 -phosphatase, 40kD (INPP5A), mRNA 


NM 005537 


Homo sapiens inhibitor of growth 1 family, member 1 (ING1), mRNA 


NM 005535 


Homo sapiens interleukin 12 receptor, beta 1 (IL12RB1), mRNA 


NM 005532 


Homo sapiens interferon, alpha-inducible protein 27 (IFI27), mRNA 


NM 005531 


Homo sapiens interferon, gamma-inducible protein 16 (IFI16), mRNA 


NM 005530 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) alpha (IDH3A), mRNA 


NM 005808 


Homo sapiens HYA22 protein (HYA22), mRNA 


NM 005528 


Homo sapiens heat shock 40kD protein 2 (HSPF2), mRNA 


NM 005526 


Homo sapiens heat shock transcription factor 1 (HSF1), mRNA 


mm 005525 


Homo sapiens hydroxysteroid (11-beta) dehydrogenase 1 (HSD11B1), mRNA 


NM 005522 


Homo sapiens homeo box Al (HOXA1), mRNA 


NM 005521 


Homo sapiens homeo box 1 1 (T-cell lymphoma 3 -associated breakpoint) 
(HOX1 1), mRNA 


NM 005518 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 
(mitochondrial) (HMGCS2), mRNA 


NM 005515 


Homo sapiens homeo box HB9 (HLXB9), mRNA 


NM 005516 


Homo sapiens major histocompatibility complex, class I, E (HLA-E), mRNA 


NM 005712 


Homo sapiens HERV-H LTR-associating 1 (HHLA1), mRNA 


NM 005844 


Homo sapiens PERB 1 1 family member in MHC class I region (HCGIX), mRNA 


NM_005513 


Homo sapiens general transcription factor IIE, polypeptide 1 (alpha subunit, 
56kD) (GTF2E1), mRNA 


NM 005683 


Homo sapiens G protein-coupled receptor 55 (GPR55), mRNA 


NM 005684 


Homo sapiens G protein-coupled receptor 52 (GPR52), mRNA 


NM 005512 


Homo sapiens glycoprotein A repetitions predominant (GARP), mRNA 


NM 005851 


Homo sapiens tumor suppressor deleted in oral cancer-related 1 (DOC-1R), 
mRNA 


NM 005740 


Homo sapiens dynein, axonemal, light polypeptide 4 (DNAL4), mRNA 


NM 005872 


Homo sapiens breast carcinoma amplified sequence 2 (BCAS2), mRNA 


NM 005671 


Homo sapiens reproduction 8 (D8S2298E), mRNA 




Homo saniens hiehlv charged nrotein (D13S106E), mRNA 


NM 00^752 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 1 (cartilage-derived) (CLECSF1), mRNA 


NM 005507 


Homo sapiens cofilin 1 (non-muscle) (CFL1), mRNA 


NM 005825 

1 11VJL V/Vk/ 


Homo sapiens RAS guanyl releasing protein 2 (calcium and DAG-regulated) 
(RASGRP2), mRNA 


NM 005773 


Homo sapiens zinc finger protein 256 (ZNF256), mRNA 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1, cytosolic (BCAT1), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NMJ)05731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 
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NM_005719 


Homo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (ARPC3), 
niRNA 


NM 005883 


Homo sapiens adenomatous polyposis coli like (APCL), niRNA 


NM 005858 


Homo sapiens A kinase (PRKA) anchor protein 8 (AKAP8), mRNA 


NM 002023 


Homo sapiens fibromodulin (FMOD), mRNA 


NM 000108 


Homo sapiens dihydrolipoamide dehydrogenase (E3 component of pyruvate 
dehydrogenase complex, 2-oxo-glutarate complex, branched chain keto acid 
dehydrogenase complex) (DLD), mRNA 


NM 001621 


Homo sapiens aryl hydrocarbon receptor (AHR), mRNA 


NM 001101 


Homo sapiens actin, beta (ACTB), mRNA 


NM 001100 


Homo sapiens actin, alpha 1, skeletal muscle (ACTA1), mRNA 


NM 000054 


Homo sapiens arginine vasopressin receptor 2 (nephrogenic diabetes insipidus) 
(AVPR21 mRNA 


NM 005455 


Homo sapiens zinc finger protein 265 (ZNF265), mRNA 


NM_005433 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YES1), 
mRNA 


NM 005429 


Homo sapiens vascular endothelial growth factor C (VEGFC), mRNA 


NM 005499 


Homo sapiens SUMO-1 activating enzyme subunit 2 (UBA2), mRNA 


NM 005427 


Homo sapiens tumor protein p73 (TP73), mRNA 


NM 005425 


Homo sapiens transition protein 2 (during histone to protamine replacement) 
(TNP2), mRNA 


NM 005424 


Homo sapiens tyrosine kinase with immunoglobulin and epidermal growth factor 
homology domains (TIE), mRNA 


NM_005423 


Homo sapiens trefoil factor 2 (spasmolytic protein 1) (TFF2), mRNA 


NM 005422 


Homo sapiens tectorin alpha (TECTA), mRNA 


NM 005421 


Homo sapiens T-cell acute lymphocytic leukemia 2 (TAL2), mRNA 


NM 005420 


Homo sapiens sulfotransferase, estrogen-preferring (STE), mRNA 


NM 005418 


Homo sapiens suppression of tumorigenicity 5 (ST5), mRNA 


NM 005470 


Homo sapiens spectrin SH3 domain binding protein 1 (SSH3BP1), mRNA 


NM 005416 


Homo sapiens small proline-rich protein 3 (SPRR3), mRNA 


NM 005460 


Homo sapiens synuclein, alpha interacting protein (synphilin) (SNCALP), mRNA 


NM 005412 


Homo sapiens serine hydroxymethyltransferase 2 (mitochondrial) (SHMT2), 
mRNA 


NM 005408 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 13 
(SCYA13),mRNA 


NM_005402 


Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) 
(RALA), mRNA 


NM 005397 


Homo sapiens podocalyxin-like (PODXL), mRNA 


NM 005395 


Homo sapiens postmeiotic segregation increased 2-like 9 (PMS2L9), mRNA 


NM 005394 


Homo sapiens postmeiotic segregation increased 2-like 8 (PMS2L8), mRNA 


NM 005390 


Homo sapiens pvruvate dehydrogenase (lipoamide) alpha 2 (PDHA2), mRNA 


NM 005389 


Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase 
(PCMT1), mRNA 


NM 005450 


Homo sapiens noggin (NOG), mRNA 


NM 005386 


Homo sapiens neuronatin (NNAT), mRNA 


NM 005384 


Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA 


NM 005383 


Homo sapiens sialidase 2 (cytosolic sialidase) (NEU2), mRNA 


NM 005382 


Homo sapiens neurofilament 3 (150kD medium) (NEF3), mRNA 


NM 005381 


Homo sapiens nucleolin (NCL), mRNA 


NM 005380 


Homo sapiens neuroblastoma, suppression of tumorigenicity 1 (NBL1), mRNA 


NM_005468 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase-like; ILEAL 
DIPEPTIDYLPEPTEDASE (NAALADASEL), mRNA 
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NM 005374 


Homo sapiens membrane protein, palmitoylated 2 (MAGUK p55 subfamily 
member 2) (MPP2), mRNA 


NM 005373 


Homo sapiens myeloproliferative leukemia virus oncogene (MPL), mRNA 


NM 005372 


Homo sapiens v-mos Moloney murine sarcoma viral oncogene homolog (MOS), 
mRNA 


NM 005439 


Homo sapiens myeloid leukemia factor 2 (MLF2), mRNA 


NM 005369 


Homo sapiens MCF.2 cell line derived transforming sequence (MCF2), mRNA 


NM 005368 


Homo sapiens myoglobin (MB), mRNA 


NM 005363 


Homo sapiens melanoma antigen, family A, 6 (MAGEA6), mRNA 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (MAGEA3), mRNA 


NM 005361 


Homo sapiens melanoma antigen, family A, 2 (MAGEA2), mRNA 


NM_005475 


Homo sapiens lymphocyte adaptor protein (LNK), mRNA 


NM 005357 


Homo sapiens lipase, hormone-sensitive (LIPE), mRNA 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


NM 005472 

X > J.YX \J\J tJ~ 1 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 3 
(KCNE3), mRNA 


NM 005495 


Homo sapiens solute carrier family 17 (sodium phosphate), member 4 
(SLC17A4),niRNA 


NM 005456 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 1 
(MAPK8IP1), mRNA 


NM 005343 


Homo sapiens v-Ha-ras Harvey rat sarcoma viral oncogene homolog (HRAS), 
mRNA 


NM 005342 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 4 
(HMG4), mRNA 


NM 005341 


Homo sapiens GLI-Kruppel family member HKR3 (HKR3), mRNA 


NM 005337 


Homo sapiens hematopoietic protein 1 (HEM1), mRNA 


NM 005477 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 
channel 4 (HCN4), mRNA 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLS1), mRNA 


NM 005334 


Homo sapiens host cell factor CI (VP16-accessory protein) (HCFC1), mRNA 


NM 005333 


Homo sapiens holocytochrome c synthase (cytochrome c heme-lyase) (HCCS), 
mRNA 


NM 005328 


Homo sapiens hyaluronan synthase 2 (HAS2), mRNA 


NM_005327 


Homo sapiens L-3-hydroxyacyl-Coenzyme A dehydrogenase, short chain 
(HADHSC), mRNA 


NM 005324 


Homo sapiens H3 histone, family 3B (H3.3B) (H3F3B), mRNA 


NM 005321 


Homo sapiens HI histone family, member 4 (H1F4), mRNA 


NM 005320 


Homo sapiens HI histone family, member 3 (H1F3), mRNA 


NM 005319 


Homo sapiens HI histone family, member 2 (H1F2), mRNA 


NM 005325 


Homo sapiens HI histone family, member 1 (H1F1), mRNA 


NM 005318 


Homo sapiens HI histone family, member 0 (H1F0), mRNA 


NM 005459 


Homo sapiens guanylate cyclase activator 1C (GUCA1C), mRNA 


NM_005316 


Homo sapiens general transcription factor 1TH, polypeptide 1 (62kD subumt) 
CGTF2H1), mRNA 


NM 005315 


Homo sapiens goosecoid-like (GSCL), mRNA 


NM 005314 


Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA 


NM 005313 


Homo sapiens glucose regulated protein, 58kD (GRP58), mRNA 


NM 005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crkproto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA 


NM_005309 


Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA 
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NM 005308 


Homo sapiens G protein-coupled receptor kinase 5 (GPRK5), mRNA 


NM 005286 


Homo sapiens G protein-coupled receptor 8 (GPR8), mRNA 


NM 005285 


Homo sapiens G protein-coupled receptor 7 (GPR7), mRNA 


NM 005284 


Homo sapiens G protein-coupled receptor 6 (GPR6), mRNA 


NM 005458 


Homo sapiens G protein-coupled receptor 51 (GPR51), mRNA 


NM 005282 


Homo sapiens G protein-coupled receptor 4 (GPR4), mRNA 


NM 005306 


Homo sapiens G protein-coupled receptor 43 (GPR43), mRNA 


NM 005305 


Homo sapiens G protein-coupled receptor 42 (GPR42), mRNA 


NM 005304 


Homo sapiens G protein-coupled receptor 41 (GPR41), mRNA 


NM 005303 


Homo sapiens G protein-coupled receptor 40 (GPR40), mRNA 


NM 005281 


Homo sapiens G protein-coupled receptor 3 (GPR3), mRNA 


NM_005302 


Homo sapiens G protein-coupled receptor 37 (endothelin receptor type B-like) 
(GPR37), mRNA 


NM 005301 


Homo sapiens G protein-coupled receptor 35 (GPR35), mRNA 


NM 005300 


Homo sapiens G protein-coupled receptor 34 (GPR34), mRNA 


NM 005299 


Homo sapiens G protein-coupled receptor 31 (GPR31), mRNA 


NM 005298 


Homo sapiens G protein-coupled receptor 25 (GPR25), mRNA 


NM 005297 


Homo sapiens G protein-coupled receptor 24 (GPR24), mRNA 


NM 005296 


Homo sapiens G protein-coupled receptor 23 (GPR23), mRNA 


NM 005295 


Homo sapiens G protein-coupled receptor 22 (GPR22), mRNA 


NM 005294 


Homo sapiens G protein-coupled receptor 21 (GPR21), mRNA 


NM 005293 


Homo sapiens G protein-coupled receptor 20 (GPR20), mRNA 


NM 005279 


Homo sapiens G protein-coupled receptor 1 (GPR1) 5 mRNA 


NM 005291 


Homo sapiens G protein-coupled receptor 17 (GPR17), mRNA 


NM 005290 


Homo sapiens G protein-coupled receptor 15 (GPR15), mRNA 


NM 005288 


Homo sapiens G protein-coupled receptor 12 (GPR12), mRNA 


NM 005276 


Homo sapiens glycerol-3 -phosphate dehydrogenase 1 (soluble) (GPD1), mRNA 


NM_005275 


Homo sapiens guanine nucleotide binding protein-like 1 (GNL1), mRNA 


NM_005274 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 5 
(GNG5), mRNA 


NM_005273 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 2 
(GNB2), mRNA 


NM 005271 


Homo sapiens glutamate dehydrogenase 1 (GLUD1), mRNA 


NM_005269 


Homo sapiens glioma-associated oncogene homolog (zinc finger protein) (GLI), 
mRNA 


NM 005264 


Homo sapiens GDNF family receptor alpha 1 (GFRA1), mRNA 


NM 005263 


Homo sapiens growth factor independent 1 (GFI1), mRNA 


NM 005256 


Homo sapiens growth arrest-specific 2 (GAS2), mRNA 


NM 005255 


Homo sapiens cyclin G associated kinase (GAK), mRNA 


NM 005253 


Homo sapiens FOS-like antigen 2 (FOSL2), mRNA 


NM 005249 


Homo sapiens forkhead box GIB (FOXG1B), mRNA 


NM_005251 


Homo sapiens forkhead box C2 (MFH-1, mesenchyme forkhead 1) (FOXC2), 
mRNA 


NM_005248 


Homo sapiens Gardner-Rasheed feline sarcoma viral (v-fgr) oncogene homolog 
(FGR), mRNA 


NM_005246 


Homo sapiens fer (fps/fes related) tyrosine kinase (phosphoprotein NCP94) 
(FER), mRNA 


NM_005234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA 


NM_005231 


Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 
associated (p80/85 src substrate) (EMS1), mRNA 
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NM 005227 


Homo sapiens ephrin-A4 (EFNA4), mRNA 


NM 005223 


Homo sapiens deoxyribonuclease I (DNASE1), mRNA 


NM 005222 


Homo sapiens distal-less homeo box 6 (DLX6), mRNA 


NM 005220 


Homo sapiens distal -less homeo box 3 (DLX3), mRNA 


NM 005216 


Homo sapiens dolichyl-diphosphooligosaccharide-protein glycosyltransferase 
(DDOST), mRNA 


NM 005215 


Homo sapiens deleted in colorectal carcinoma (DCC), mRNA 


NM 005436 


Homo sapiens DNA segment, single copy, probe pH4 (transforming sequence, 
thyroid-1, (D10S170), mRNA 


NM 005214 


Homo sapiens cytotoxic T-lymphocyte-associated protein 4 (CTLA4), mRNA 


NM 005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 


NM 005492 


Homo sapiens cystatin 8 (cystatin-related epididymal specific) (CST8), mRNA 


NM 005212 


Homo sapiens casein, kappa (CSN10), mRNA 


NM_005211 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline 
sarcoma viral (v-fms) oncogene homolog (CSF1R), mRNA 


NM_005204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 
mRNA 


NM 005200 


Homo sapiens cell matrix adhesion regulator (CMAR), mRNA 


NM_005195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 
mRNA 


NM_005194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 
rnRNA 


NM 005193 


Homo sapiens caudal type homeo box transcription factor 4 (CDX4), mRNA 


NM 005191 


Homo sapiens CD80 antigen (CD28 antigen ligand 1, B7-1 antigen) (CD80), 
mRNA 


NM 0051 88 

1 > X\X UUJ 1UU 


Homo sarriens Cas-Br-TVl f murine^ ecotronic retroviral transforming seauence 

JL X \*J X X JlV-J uuUIWIIO V/CIO X_-*A 1YX lJ.iJ.UI-i. lllw / V^V/tl WUlv 1 VU V Y 11 Wl H UllkjlWl 111111 U U VU V(-vllvV 

(CBL), mRNA 


NM 005185 


Homo sapiens calmodulin-like 3 (CALML3), mRNA 


NM 005184 


Homo sapiens calmodulin 3 (phosphorylase kinase, delta) (CAJLM3), mRNA 


NM 005483 


Homo sapiens chromatin assembly factor 1, subunit A (pi 50) (CHAF1A), 
mRNA 


NM 005441 


Homo sapiens chromatin assembly factor 1, subunit B (p60) (CHAF1B), mRNA 


NM_005183 


Homo sapiens calcium channel, voltage-dependent, alpha IF subunit 
(CACNA1F), mRNA 


NM 005182 


Homo sapiens carbonic anhydrase VII (CA7), mRNA 


NM 005448 


Homo sapiens bone morphogenetic protein 15 (BMP 15), mRNA 


NM 005178 


Homo sapiens B-cell CLL/lymphoma 3 (BCL3), mRNA 


NM 005177 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) non- 
catalytic accessory protein 1 A (1 10/1 16kD) (ATP6N1 A), mRNA 


NM_005174 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
gamma polypeptide 1 (ATP5C1), mRNA 


NM 005173 


Homo sapiens ATPase, Ca++ transporting, ubiquitous (ATP2A3), mRNA 


NM 005171 


Homo sapiens activating transcription factor 1 (ATF1), mRNA 


NM 005167 


Homo sapiens ras homolog gene family, member C (ARHC), mRNA 


NM 005166 


Homo sapiens amyloid beta (A4) precursor-like protein 1 (APLP1), mRNA 


NM 005165 


Homo sapiens aldolase C, fructose-bisphosphate (ALDOC), rnRNA 


NM_005163 


Homo sapiens v-akt murine thymoma viral oncogene homolog 1 (AKT1), 
mRNA 


NM 005161 


Homo sapiens angiotensin receptor-like 1 (AGTRL1), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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"X TTV If f\(\tZ 111 

NM_005121 


JtlOIXlO S3.pi6IlS InyrOlQ nOIXLLOne recepiOr-dDisUuxaLGix jjiuttm, j\_l/<x auuuim 

(TRAP240), iriRNA 


NM 005079 


Homo sapiens tumor protein jjdz ^irujzj, mrsj-N^v- 


"kttv k r\ r\ c r\c\ 1 

NM 005091 


Homo sapiens peptiuogiycan recognixion protexxx yryjj-> i isj: j, 


NM_005092 


Homo sapiens tumor necrosis iactor ^nganaj supcridrunyj mcmuci 10 
(TNFSF18), mRNA 


NM_005 118 


Homo sapiens tumor necrosis iactor ^iigana; superiamxxy, irxexxxuex u 
(TNFSF15), mRNA 


NM 005147 


Homo sapiens tumorous lmagmai aiscs ^urosopmia^ nomoiog {lxul), iiuvln^ 


NM 005076 


Homo sapiens contactin 2 (axonal) (CNTN2), mRNA 


NM_005116 


Homo sapiens solute carrier tamily Z5 ^nucieooase transporters^, memoer i 
(SLC23A1), mRNA 


NM_005070 


Homo sapiens solute carrier tamily 4, anion excnanger, memoer j ^h.-^/vj;, 
mRNA 


NM_005074 


Homo sapiens solute carrier tamily 1 / (sodium pnospnatej, memoer i 
(SLC17A1), mKJNA 


NM_005073 


Homo sapiens solute carrier iamuy id ^ongopepuae irdnbporLer^, mciiiucx 1 
(oJLUlD/Vl ), nltviN/\ 


NM_U0:>U 11 


Tjrwwn (rio-t-»-i»-«c< c^klnf<=» r>orri pr fbmilA/ 1 9 ^nntn<3<iinm/pVi1r»T*irlp trfiTi^nnTi'K'r^ member 
riomo sapiens soiute carrier icuuiiy v y p ULa&fi,ALlA11/ ^ / - LAAV - ,1AU - t: ' uaiiopuiiwo^j iuvihuw 

4 (SLC12A4), mRNA 


NM DOM) 63 


Urvmrv ooT>i^-Mo of^o-r/^T/l i^rA A /4 ^cdfi ire* cf=» /'H f»1 1« -Q-H pQflti Ira <5P^ fSl(~Tyi m CRISTA 
Homo sapiens stearoyi-v^o/TL uesd.Lurd.se ^uciia-^-u-caauuia&c^ ^0^1^;, nuvi-sn 


NM 005060 


Homo sapiens RAR-related orphan receptor C (RORC) 5 mRNA 


NM 005059 


Homo sapiens relaxm z ^H2J ^Jvi^iNzj, mtUN/\ 


NM 005045 


Homo sapiens reelm (JbLbl^JN ), mKJNA 


NM_005058 


Homo sapiens KJNA Dincung moni protein, x cnromosoiiic, icumiy i, mciuucL ^-j- 
(KJdJVLY 1A1 ), mJxJNA 


NM 005052 


Homo sapiens ras-reiateu \sj uouiiinum ioaiu suubLiatc j \ilisj laumy, oman vjh 
Dinumg protein jN.d.L/j) j ^jvrivj nu\±^r\. 


JNIVL UUDU3I 


XiOmO Sapieilb glULd,IIllIiyi-LX\J.N^\. Oj/llLlietdot; ^yn-LviJ iiiivL"Nrv. 


JNiVL UUjU4o 


"PTi-vt-i-i/^ cQnipnc -r\at*QtlT\rmirl VlOTmr^TlP rpppr»tf\r "~) ^PTTTT^^^ TTlRN^A 

xiomo sapiens pd.rd.Lnyroit_i iiuiiiiunc icl-cljuji v^j. ± xxis^ iiixn-ln-tx 


JNJVL UUjU44 


riomo sapiens proiem Kinase, yv-iniivcu- ^rixivAj, ij.uviN.rv. 


JNJVL 


TJr»mr\ coniprtc mifr^fT(=»Ti Qr»ti"\7'5itpH TYrntpin Vin a qp Vina^P 7 f A/1 AP? TC 7 ) mRNA 
ilOlTlO Sapiens IUlLOgCU-clC'LlVclLCU. piULClli IvlilctoC' luiiaow / ^ivxr^i. ^x^/ Aixx-vx-s^x. 


JNJVL UUDU42 


Homo sapiens pronne-ricn pioiein xiaenj. buuiaiiiiiy ^ ^jtxvxx^, uuuNn. 


NM 005041 


Homo sapiens perforin 1 (preforming protein) (PRF1), mRNA 


NM 00504U 


Homo sapiens proiyicaruoxypeptiuase ^dngioieixsiiicibc v_ ; ^jtjv^j: iihvin/-*. 


NM 005039 


Homo sapiens proline-rich protein BstNI subfamily 1 (PRB1), mRNA 


NM 005038 


Homo sapiens peptidylproiyi isomerase d ^cyciopnum u) ^rriuj, xxixviN^i 


NM 005029 


Homo sapiens paired-like homeodomain transcription factor 3 (PITX3), mRNA 


NM_005027 


Homo sapiens pnospnoinositiae-j -Kinase, regulatory suuuxxxt, puxypcptxuc z, ^po^? 

Detaj ^JrJLlv jxvZJ, nirsJN/V 


NM_00502o 


Homo sapiens pnospnomositiue-j -Kinase, cataxy tiu, ucxta puxypcptiuc ^jt xjv j ^.±yj , 

mKJNA 


JNM__UUjUz1 


T-J/-v-kvi^ cQm'prtc f»r»+^miM^rk+irlp -rvArror^lirkcnTl^f a cp/r)Vl0^nhoHi ^StPraSP S f KN PP V) 

xiomo sapiens ectonucxeotiue pyxupxxubpixaLa&wpj.xwopij.^^iv-'O^iaov^ ~» ^x-rj.-Hx x 

niKlNiA 


JNM 0U5Uiy 


XJ/-kTvi/^ canipnc nl^/^o^Vi /-»/^i/^ctp»va op 1 A PCllmorll ll 1T1-Hp"nP"nHP-Tlt fPT")T^ 1 A ^ TTlRNA 

riomo sapicixs pnospnoQiesterdse i/v, L/d.xxxiuu.u.1111 u-^p^nvav^xiL L/i^in.^, niiVL^n 


NM OUdUIo 


xiomo sapiens pro^ammea cen uedtn x \r i y ? uuviNn 


i>ivjl yjyjJVJLJ 


riomo saniens oxidacp frvtochrome c) assembly 1-like fOXAlL), mRNA 


NM 005085 


Homo sapiens nucleoporin 214kD (CAIN) (NUP214), mRNA 


NM 005124 


Homo sapiens nucleoporin 153kD (NUP153), mRNA 


NM 005013 


Homo sapiens nucleobindin 2 (NUCB2), mRNA 


NM 005012 


Homo sapiens receptor tyrosine kinase-like orphan receptor 1 (ROR1), mRNA 


NM 005011 


Homo sapiens nuclear respiratory factor 1 (NRP1), mRNA 
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xTAyr 00^010 


Wrvmn Qnnipnt; neuronal cell adhesion molecule fNRCAM), mRNA 

XTLOlllvJ odlJXwXXo XXw WA UXXCXX vlull <XvllAv-'Ol-wJ.± iuv/ivww*v ^i. ^xwi. ***j.vj. i 


NM 005009 


Homo sapiens non-metastatic cells 4, protein expressed in (NME4) ? mRNA 


JNJVL_UUjUU / 


TjAmn conipnc nnpl^r faninr nf Vannfl li^ht nolvnentide Jiene enhancer in B-cells 

XiOniO Sapieno nUCXCdl XdL/LOX OX JvdpjJd XXgxxt pwxjfjyv^iytxvxA^ g^AJ-v- vxxxxcixx^wx j.j.a j-? waau 

inhibitor-like 1 (NFKBILn, mRNA 


TvTTV X C\(\C C\C\ A 

NM_OUjUU4 


rr^-r,^ nom'an o XT A TYW ^VixrrJi-no-^n ci fi ihi m 1 in nnp^ 1 beta siihcomnlex 8 f!9kD 
Jtiomo sapiens in/vuxi uenyorogendbc ^uuiixixxxiuixc^ x ucia ouu^vjuipi^yv, o ^x^ivj-^, 


JNJV1_UUjUU1 


rr mT1A caniVnc TsJATYPT Hplrvrlrncrpnacp riihimiinone^ 1 alnha subcomDlex* 1 

XjLOIIXU odUXCllo IN-TiJu'i JL U.Clljf'UJ. u^C/Xiao*^ ^u-uxy^uixxxv^xxv^y x uipnu uuuv\yiiYiw».j ' 

(14.5kD, B 14.5a) (NDUFA7), mRNA 


In iVi_U o o 


tr Arnn nn ni ' P nc m^i anomn antiaen familv A 1 f directs expression of antigen 

XjLOIIXO odDlCllo llXCldllL/XXXcl OXXLXgWXX, XCillllX^ -^i-j J- V^aa wvw v/v£jx wooawaj. " litA 5 wti 

MZ2-E) (MAGEA1), mRNA 


JN1V1 \)K)j\)y / 


u ATn rt conipnc fir> p-riph c/linma inactivated 1 fT^GTl^ mRNA 

XlOmO odpiCIlo ICUUXIXC-X XL/XX, gXXtJXllcl XXXCiL/LX v aiuu x V- L '^ /J uiivLiii 


NM 004984 


Homo sapiens kinesin family member 5A (KIF5A), mRNA 


NM_U049c3 


TTnwirt nnvti^r nA-fonoiiim -I -*nni /■ o 1 x n "H "fr ri ti O" r»TianTip1 CllniaTnilv T ITlPm HPT" V 

Jtiomo sapiens potassium lnwarQiy-reL/iiiyiixg L/xxdxxixcx, &uuxdxxxxxy j 5 xxxt-xxxu^x ? 
(KCNJ9), mRNA 


NM_0049ez 


xlomo sapiens potassium mwaraiy-recLixyxiig L/xxdxxxxcx, buuiaiiiny j, AiitAiiu ^ 1 ° 
(KCNJ8), mRNA 


TvTA/f AAAQQA 

jNJVi_uuuoyu 


TTrvmn coni^-nc nntcicciiim in A"X^QTrH\/-T"FT'ti'f\/l"Tl O" pTiaTITIpl ^llHfaTTlllv T TTlCTTlbCr 5 
XiOllxO Sapiens pOldboXUIIX XXXWdXtXXy-XCOLXXyillg ^ixcuni^i, oU-UJ-aixxxx^ J ? xxx^xxxl/v-'X w/ 

(KCNJ5), mRNA 


"KTA/f AA/1QQ1 


ij ArnA cQ-nipnc nr\tc»ccini-n inwarrHv-rpntitvinp' nnannel subfamilv J member 4 

JnLOHXO odpXCIlo UULdooXIXIXX 111 W al Uiy l Lllj nig ^xxcu.xxiv-'X, ow-i^icixxxxxjf j hivhil/vi 1 

(KCNJ4), mRNA 


JNJVL_UUj i Jo 


TT nrnA conianc nntaocium A^ltci cr<= k -cratF k r1 pbannpl T«slc-Tp1ated familv member 2 

xlOinO Sapiens pOLabolUIIX VOXLdgC"gdLCU. t/iia-iiiit/i, jlojv iwaiwu ia.iiiiij'j lAiviiiuvi 

(KCNE2), mRNA 


JNM_UU4yoU 


Urt-mrv cto-i-^-i^at-ict +-»/-\+o oc-inm T7r\l+orr<= rraf r*V^a"n"nt=*l SHial-TPlatpn niaTTll IV TTI P TTI HPT* 
rlOmO Sapiens pOtaSSlUm VOXLdgC-gdLCU. t'XXdXXXXCl, Oliai iC/iaLt-u ou-uxaxxxxx^y, xxxv^xxxi^v-'X 

3 (KCND3), mRNA 


"XTA yf fkA/1070 

JNM_U04y fy 


UntviA onniat^c nAfQDcinm tr/^l+a rr/=» frci+F^rl plT^nnpl a 1 ~T"P 1 a tpn Tamil V TYlPTTInPr 1 

jtiomo sapiens potassium voiidge-gdieu L/ixdxixxcx, oxxdx-xcidLt/u. lanmj, iiit/iiiuvi ± 
(KCND1), mRNA 


*KTTV/T AA/IQ'TQ 

JNM_UU49 /o 


Uavma ooniotic T-xz-x+oooinm xrr^f *a rr^_rrcit<='rl r*Vl QTTn F»l .^lliaA/U'-Tpl atPfl CliniaTTlllv 

XiOlTlO Sapiens potassium VOlldgC-gdlCU. uxxdxxxxcx ? onaw ~i tia.Lv_/Li. au.uj.cu.xxxxjr , 

member 4 (KCNC4), mRNA 


"N.TTV/T AA/IOT'7 

JNJVL__UU4y / / 


tJa*ma nnn-iono nAtoccinm ^rr\1+Q m=»_rrci+F»H rTl^nnpl .^IVia'\X/'~fplatpn QlinfaTTlllv 
xlOlllO Sapiens pOtdSSlUm VOXLdgC-gdLCU- L/iXdXXixci, onaw iciatt/u Duuiaimi^, 

I IlC III U CI J ^INA^IN V_^~> )^ lli-tVl > A 


KT\A OOAQ7£ 
iNlVi^UU^y / O 


Tj n triA ocit-»ip'ric nntncciiim voltacrp-cratprl pbariTipl Sbaw-related subfamilv 

XTLOIIIO odUlCllo UvXLdoOXU.111 VVJILilgti gaLCU v^lici.xxxxwx ? una vv iviaiwu t»u.ui.uiiiiijf 5 

member 1 (KCNC1), mRNA 


TsJA/T AA/IQ'7^ 
JNM._UU4y / D 


tt^a oonipn c nnhccinm vr^lta crR-cratprI pnannpl Slbab-rplatsd subfamilv member 

jTLOmO bdpiCllo pOldoolLXXXl VWlLd^C gdLCLi V/ixdiixit;!, \jyiicLu i^iaL^u oi4.L/xu.xxxxxjr ? ill l ■ a 
X ^IVVylND I J, IIXXxlN-TV 


NM 004969 


Homo sapiens insulin-degrading enzyme (DDE), mRNA 


"VTA/T AA^ 1 A'X 

JN1VL UUD14j 


xiomo sapiens naptogioum \*risr), uxisj.n/a. 


TsJA/T OO/IQ^^ 
IN xVI_U U^f y O 3 


TTnmrv canipnc VticrVi mnKi 1 1 TA/^ OTOITH (vi ATibi QtATIP P.bfnTn O^OTTia 1 ^ "DTOtPl Tl 14 
irXOIllO odUlCIlis XXlglX X1X4J ULLlLy gLKJLljJ ^lXWlllllol.UXAt' ^llx kJXIIKJOVJ1.11CX1 J piuivm x—r 

frtMOl 4^1 mRNA 
^xnxvxvjrxH- xxuvinxtl 


NM 005130 


Homo sapiens heparin-binding growth factor binding protein (HBP 17), mRNA 




HVvmr* ccinipnc mianvlatp nvclflse 9d Theat stable enterotoxin recentor) 
rGTIfY?n mRNA 


xtm" oosioo 


T-Tnmn Qanipnc A kinase TPRKAi anchor nroteiii Teravin) 12 TAKAP12), mRNA 


NM 005113 


Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA 


"XTA/T OO^IA^n 
lNiVx_UU3 JL*tO 


TJfAtnA cor\i c rrnanirip nnplpAtiHp binHino 1 nfotpin (Cr nTotein i ffanTrna. V 

XnOIUO bdDlCIlo KLldlllXXC' llLiV^J.V/W LIV^IV^ UlAJLVJ-lllg jJIWLV-'lAA \^vj lyxv.n.wxxxy, 3 ' 

(GNG7), mRNA 


"XTA/T AA^I/IO 
xNJVl UlOx<4Z 


U/\w-i^ nn„i ^»^-» el rrooffip irrfTincir* Fr^ rtnr ^ntatniTi T-^ CATntliPQiQi f ItI Ki mRNA 

jnLorno sapiens gastrin lxxLixxibiL/ xdc-iLix ^viLdxxixxx ±-> oyiiLxicaioy ^vjaa iaxavj.-s^v 


"KTIVT OOS1 1 O 


Wnmr* cartipnQ aliitamine-fructose-6-nhosTihate transaminase 2 TGFPT2). mRNA 


NM_004960 


Homo sapiens fusion, derived from t(12;16) malignant liposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5A1), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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NM 004956 


Homo sapiens ets variant gene 1 (ETV1), mRNA 


NMJ)04955 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 1 
(SLC29A1), mRNA 


NM 005107 


Homo sapiens endonuclease G-like 1 (ENDOGL1), mRNA 


NM_004953 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 1 (EIF4G1), 
mRNA 


NM 004952 


Homo sapiens ephrin-A3 (EFNA3), mRNA 


NM 004944 


Homo sapiens deoxyribonuclease I-like 3 (DNASE1L3), mRNA 


NM 004938 


Homo sapiens death-associated protein kinase 1 (DAPK1), mRNA 


NMJ)05127 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamilv member 2 (activation-induced) (CLECSF2), mRNA 


NM 004935 


Homo sapiens cvclin-dependent kinase 5 (CDK5), mRNA 


NM 004931 


Homo sapiens CD 8 antigen, beta polypeptide 1 (p37) (CD8B1), mRNA 


NM 005125 


Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA 


NM_005093 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
2 (CBFA2T2), mRNA 


NM_004930 


Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), 
mRNA 


NM 005139 


Homo sapiens annexin A3 (ANXA3), mRNA 


NM 000664 


Homo sapiens acetyl-Coenzyme A carboxylase alpha (ACACA), mRNA 


NM 002108 


Homo sapiens histidine ammonia-lyase (HAL), mRNA 


NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMP6), mRNA 


NM 001154 


Homo sapiens annexin A5 (ANXA5), mRNA 


NM 001153 


Homo sapiens annexin A4 (ANXA4), mRNA 


NM 004817 


Homo sapiens tight junction protein 2 (zona occludens 2) (TJP2), mRNA 


NM 004736 


Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), mRNA 


NM 004628 


Homo sapiens xeroderma pigmentosum, complementation group C (XPC), 
mRNA 


NM 004627 


Homo sapiens tryptophan rich basic protein (WRB), mRNA 


NM_004183 


Homo sapiens vitelliform macular dystrophy (Best disease, bestrophin) (VMD2), 
mRNA 


NM_004664 


Homo sapiens Vertebrate LIN7 homolog 1, Tax interaction protein 33 (VELI1), 
mRNA 


NM 004679 


Homo sapiens variable charge, Y chromosome (VCY), mRNA 


NM 004182 


Homo sapiens ubiquitously-expressed transcript (UXT), mRNA 


NM 004651 


Homo sapiens ubiquitin specific protease 1 1 (USP1 1), mRNA 


NM_004181 


Homo sapiens ubiquitin carboxyl-terminal esterase LI (ubiquitin thiolesterase) 
(UCHL1), mRNA 


NM 004223 


Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), mRNA 


NM 004623 


Homo sapiens tetratricopeptide repeat domain 4 (TTC4), mRNA 


NM 004622 


Homo sapiens translin (TSN), mRNA 


NM 004236 


Homo sapiens thyroid receptor interacting protein 15 (TRIP 15), mRNA 


NM 004909 


Homo sapiens taxol resistance associated gene 3 (TRAG3), mRNA 


NM 004295 


Homo sapiens TNF receptor-associated factor 4 (TRAF4), mRNA 


NM_004179 


Homo sapiens tryptophan hydroxylase (tryptophan 5 -monooxy genase) (TPH), 
mRNA 


NM„004195 


Homo sapiens tumor necrosis factor receptor superfamily, member 18 
(TNFRSF18), mRNA 


NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 


NM 004616 


Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 


NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPL1), mRNA 
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XTA>T f\f\A£i'\1 

JNM_UU4olo 


Tj nrriA oom'pnc -h-flnQffliitam-mflQp 0(0 nolvneotide Drotein-glutamine-eamma- 

XxOIIlO odpiCXlo LI ctllSgllXLcUXXlllcl&C/ j-i i J ^ Ji J Jr Jr l,AVAX - / ? lvj. v^tvxxx ^wwuimiw ^wnuiju. 

rr1iitaTriAr1trj}AQfpra<5P ■ (TCrMO^ mRNA 
glUldniyiLicLllolClaOC/ ^ A VJ-LVXZ*^, 11JXV±>ZT. 


JNJVL_UU4olZ 


TTnmA ccmipTic w<at\ cfnrm in a orAwtVi factor beta receDtor I (activin A receotor 
hmp TTJiVe kinase 53kD , fTGFBRl^ mRNA 


NM 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 


JLN1V1 UU4!? 1 o 


"PVvmA ccmipAc T-pp11 Ipnkprri WIvrrYiYhoma IB fTCLlBV mRNA 

XlOIllO bw.[JlCilo X OC/X1 It/ LilVV/llllCl/ Ly ±llLJl.i.yjXiLCi. x.±j y a v^- j— i x x- r j , 




T-Trvmrk canipnc! tranqprintion factor 15 (basic helix-loon-helix) (TCF15), mRNA 


"MlV/f nOA7£0 
1N1V1 W^t / OU 


TTatvia ^aipa*? tran^crmtion elongation factor A fSHVlike 1 (TCEAL1), mRNA 


NM 004783 


Homo sapiens thousand and one amino acid protein kinase (TAOl), mRNA 


JNJVL_UU4oUo 


ti^a CQni ' P n c tata "Kay ninrlincr -nrotpirt (^TRPVassociated factor RNA 

xiomo sapiens 1 x~v x t\ uua uinu-nig, jjiulcxu ^ijuj. j aoou^ia^u iuvlvi , ax-l^x*. 
nnlvmpraQP TT A 7S0kD TTAF2A , mRNA 


"XTA/f AA/171A 

JNJVL UU4/1U 


xiomo sapiens synapLugyiin iiNvjxs^y, iiii.vi>r-^ 


JN1V1 UU4 / 1 i 


TJmnn cctnipnc c^rn^TitA (Twin 1 TSi VTsFOT^ 1 ^ mRNA 


NM_004605 


Homo sapiens sulfotransferase family, cytosolic, 2B 5 member 1 (SULT2B1), 

ml? 1ST A 


NM 004853 


Homo sapiens syntaxin 8 (STX8), rnRNA 


JNJVL UU4oUJ 


jtionio sapiens synidxni ljt\. {^ulclllij ^oiAin^, iiixvi 


NM_004217 


Homo sapiens serine/threonine kinase 12 (STK12), mRNA 


ttv a' f\r\ a con • 


Urtmrt oor»io-np o+i=k-ri-w1 rpmil air\r\r plpmpnt l^inHino - tran^pri Ation factor 2 f SJRFB H 2 J 

iiomo sapiens steioi regulatory ciciuciil uniuiiig li 0,110^1 ipL±\jii la^iui ^ 
nnviN/\ 


JNJVL_UU4i /O 


u Amn conip-n c i-p»mil q+at\7 pIpmpTit IvmHin & transcrintiOTi factor 1 TSREBF1V 
iiomo sapiens SLcroi icgu.io.Luiy cj.cj.iicj.al uiiiu.nig licuio^/iij^i/xv^xx lavtui ± ^uivu±^i. 

rnivi>/\ 


JNiVL_UUlO oZ 


TTnmA canipn c: cFT'T-p»tf= s rl a Vi a c aVi a nr atpi Ti 1 ^o<?tpoTiontm bone sialonrotein I. earlv 

ITJLOIIIO odUlCllo oCCICLCU. LJllVJoJJllVJJL'l W X ^v^ol^/VJ^wxxlxxx, uviiv uj.uiu^/iviwni 5 VWA V 

T-lymphocyte activation 1) (SPP1), mRNA 


xTA/f nn/i 1 £Q 
1N1V1 


TTrvmr» cnAipnc ^sT? V T<5PX dptPTTTliril Tier rpmon YVboX 14 fSOX14\ mRNA 

XlOIIlO o cl |J 1 Clio uxvl ^OCA Lit/ Lt/X XXXXXXXXX^ A ^fa y x— r yuv/^>.A^5 ixxA.-vj.ixi. 


NM 004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


JNJV1 UU4/oZ 


TTnmn cqwphc c\m^AtACAmn1-a<5<:Apiatprl Arotpin 29kF) TSNAP29^ mRNA 

JLTLUIIIvJ Sa[JlCllo byilcipLOoOlllcll cXoo^JOIclLv^vX jJX\JtV/ixij z^^/xv_L^ ^ljixi u. x-^y, xxxxxj. ■>« j. x. 


NM 004595 


Homo sapiens spermine synthase (SMS), mRNA 


7v TA A AA/1 C A /I 

JNM_UU4j>y4 


xiomo sapiens soiuxe carrier iamny y ^^ouiuiii/iiyuiugcii ca.chciix^c;i^ 5 xowxvjxxxx ^ 
CSLC9A5), mRNA 


JNM_004173 


xxomo sapiens soiuxe carrier iamny / ^cdiioiiio animu dciu Lian&poiLci, y i 
system), member 4 (SLC7A4), mRNA 


"XTTV Jf AA/1T1 1 

NM_0042 1 1 


Jriomo sapiens soiuxe carrier iamny o ^neuroiransmiLLci tidiibpuiLci, giyt/inc^, 
member 5 (SLC6A5), mRNA 


TvTA 4" AA-IOCO 

JNM_004oDo 


U/Mvirt nn«ian« or\1n+fi /-» o 1*1-1 "Fo m 1 1 A 7 A cc\f\k\~\'YY\ XW C* ViT A AA K\ tp P ATT*a A QA ATTPT ITIPTTlhPT 

xiomo sapiens soiuxe carrier iamny souiuih ui^di uuiidLc cuLiaii&puiLc-i, tit^ihu^x 
8 (SLC4A8), mRNA 


NM_004727 


JnLomo sapiens soiuxe carrier iamny z*+ ^souiuni/poLat>c>iu.iii/cciiciuiii civoiiaiigci^, 
member 1 (SLC24A1), mRNA 


JNM_0U41 /z 


TJrt«Art nnrtia^c ca1 i if r» o t*vi <=»-r* family; 1 ( rr1 1 Q 1 1li rrh cifflAltv o"1iitaATatp traA^AOTTPr 1 

Homo sapiens soiuxe carrier iamny i v,giiai iiigu axuniLy giutaxxiciLt/ Lxaxxoij^jx^x^, 
member 3 (SLC1 A3), nuclear gene encoding mitochondrial protein, mRNA 


TvTA/T AA/I T71 

JNJVL w _U041 /l 


TT 1 ~ c\n-n\cxr\c* norr-i /=»r- •fo-milxT" 1 ( Cs\ 1 Q 1 hi frit afflAltv O'llltamatP tra A STlOTTPr 1 

Homo sapiens soiuxe carrier iamny i ^gnai mgii dixiiiiLy ^xuiaxxxaic Lxaxxop^jxt^x^, 
member 2 (SLC1A2), nuclear gene encoding mitochondrial protein, mRNA 


INM_00473 1 


Jriomo sapiens soiuxe carrier iamny 10 ^monocarDUAyiic aciu LianapuiLcio^, 
memoer / ^oLi/iOA/ j, itiivin/\ 


jnm_uu4oVj 


TJTy-vwi^v nnnionc or\1n+ti r» TomiKr 1 ^ ^ m /^Tl npQ rKnYVl 1 P, acin traASAOTTPrS 1 

xiomo sapiens buiuie carrier iamny 10 ^iiioiiuc£tiuuA.yxxv i-xcixxoiy^xL^xoy, 
member 5 (SLC16A5), mRNA 


"MM 004707 


TTrvmn ^aniens solute carrier familv 16 (monocarboxylic acid transporters), 
member 3 (SLC16A3), mRNA 


NM 004870 


Homo sapiens mannose-P-dolichol utilization defect 1 (MPDU1), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-rich 1 1 (SFRS1 1), mRNA 


NM_004636 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphoring 3B (SEMA3B), mRNA 
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NM 004753 


Homo sapiens short-chain dehydrogenase/reductase 1 (SDR1), mRNA 


NM_004168 


Homo sapiens succinate dehydrogenase complex, subunit A 5 flavoprotein (Fp) 
(SDHA), nuclear gene encoding mitochondrial protein, mRNA 


NM 004713 


Homo sapiens serologically defined colon cancer antigen 1 (SDCCAG1), mRNA 


NM 004591 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 20 
(SCYA20), mRNA 


NM_004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 16 
(SCYA16) 5 mRNA 


NM_004588 


Homo sapiens sodium channel, voltage-gated, type II, beta polypeptide 
(SCN2B), mRNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (RRAD), mRNA 


NM 004755 > 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 5 (RPS6KA5), 
mRNA 


NM 004586 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 3 (RPS6KA3), 
mRNA 


NM_004790 


Homo sapiens solute carrier family 22 (organic anion transporter), member 6 
(SLC22A6), mRNA 


NM 004259 


Homo sapiens RecQ protein-like 5 (RECQL5), mRNA 


NM 004260 


Homo sapiens RecQ protein-like 4 (RECQL4), mRNA 


NM 004583 


Homo sapiens RAB5C, member RAS oncogene family (RAB5C), mRNA 


NM 004582 


Homo sapiens Rab geranylgeranyltransferase, beta subunit (RABGGTB), mRNA 


NM_004581 


Homo sapiens Rab geranylgeranyltransferase, alpha subunit (RABGGTA), 
mRNA 


NM 004251 


Homo sapiens RAB9, member RAS oncogene family (RAB 9), mRNA 


NM 004162 


Homo sapiens RAB5A, member RAS oncogene family (RAB5A), mRNA 


NM 004578 


Homo sapiens RAB4, member RAS oncogene family (RAB4), mRNA 


NM 004914 


Homo sapiens RAB36, member RAS oncogene family (RAB36), mRNA 


NM 004580 


Homo sapiens RAB27A, member RAS oncogene family (RAB27A), mRNA 


NM 004663 


Homo sapiens RAB 11 A, member RAS oncogene family (RAB11A), mRNA 


NM 004160 


Homo sapiens peptide YY (PYY), mRNA 


NM 004103 


Homo sapiens protein tyrosine kinase 2 beta (PTK2B), mRNA 


NM 004158 


Homo sapiens persephin (PSPN), mRNA 


NM 004577 


Homo sapiens phosphoserine phosphatase (PSPH), mRNA 


NMJ304159 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 8 (large 
multifunctional protease 7) (PSMB8), mRNA 


NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 


NM 004157 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, alpha 
(PRKAR2A), mRNA 


NM 004758 


Homo sapiens peripheral benzodiazepine receptor-associated protein 1 (PRAX- 
IS mRNA 


NM 004576 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), beta isoform (PPP2R2B), mRNA 


NM_004156 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, beta 
isoform (PPP2CB), mRNA 


NM 000942 


Homo sapiens peptidylprolyl isomerase B (cyclophilin B) (PPIB), mRNA 


NM 004575 


Homo sapiens POU domain, class 4, transcription factor 2 (POU4F2), mRNA 


NM 004573 


Homo sapiens phospholipase C, beta 2 (PLCB2), mRNA 


NM 004572 


Homo sapiens plakophilin 2 (PKP2), mRNA 


NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOX1), mRNA 


NMJ)04203 


Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 
inhibitory kinase (PKMYT1), mRNA 


NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated 
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(PITPNM), mRNA 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), mRNA 


NM 004569 


Homo sapiens phosphatidylinositol glycan, class H (PIGH), mRNA 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA 


NM 004862 


Homo sapiens LPS-induced TNF-alpha factor (PIG7), mRNA 


NM 004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA 


NM_004567 


Homo sapiens 6-phosphofructo-2-kinase/fi-uctose-2,6-biphosphatase 4 
(PFKFB4), mRNA 


NM_004566 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 
(PFKFB3), mRNA 


NM_004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 
(EIF2AK3), mRNA 


NM 004716 


Homo sapiens proprotein convertase subtilisin/kexin type 7 (PCSK7), mRNA 


NM_000437 


Homo sapiens platelet-activating factor acetylhydrolase 2 (40kD) (PAFAH2), 
mRNA 


NM_004199 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), alpha polypeptide II (P4HA2), mRNA 


NM_004154 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 6 (P2RY6), 
mRNA 


NM_004280 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEF1E1), 
mRNA 


NM 004741 


Homo sapiens nucleolar phosphoprotein pi 30 (PI 30), mRNA 


NM 004802 


Homo sapiens otoferlin (OTOF), mRNA 


NM 004852 


Homo sapiens one cut domain, family member 2 (ONECUT2), mRNA 


NM_004254 


Homo sapiens solute carrier family 22 (organic anion transporter), member 8 
(SLC22A8), mRNA 


NM 004298 


Homo sapiens nucleoporin 155kD (NUP155), mRNA 


NM 004560 


Homo sapiens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 


NM 004822 


Homo sapiens netrin 1 (NTN1), mRNA 


NM 004796 


Homo sapiens neurexin 3 (NRXN3), mRNA 


NM 004558 


Homo sapiens neurturin (NRTN), mRNA 


NM 004688 


Homo sapiens N-myc (and STAT) interactor (NMI), mRNA 


NM 004148 


Homo sapiens ninjurin 1 (NINJ1), mRNA 


NM_004552 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 5 (15kD) 
(NADH-coenzyme Q reductase) (NDUFS5), mRNA 


NM_004551 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 3 (30kD) 
(NADH-coenzyme Q reductase) (NDUFS3), mRNA 


NM_004550 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 2 (49kD) 
(NADH-coenzyme Q reductase) (NDUFS2), mRNA 


NM 004540 


Homo sapiens neural cell adhesion molecule 2 (NCAM2), mRNA 


NM_004644 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), 
mRNA 


NM 004538 


Homo sapiens nucleosome assembly protein 1-like 3 (NAP1L3), mRNA 


NM 004145 


Homo sapiens myosin IXB (MY09B), mRNA 


NM 004294 


Homo sapiens mitochondrial translational release factor 1 (MTRF1), mRNA 


NM 004923 


Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), mRNA 


NM_004143 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 1 (CITED1), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD 163 antigen (CD 163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NM_004225 


Homo sapiens MFH-amplified sequences with leucine-rich tandem repeats 1 
(MASL1), mRNA 

V Z2. - - 


NM 002372 


Homo sapiens mannosidase, alpha, class 2A, member 1 (MAN2A1), mRNA 

£- . * — • 


NM_004721 


Homo sapiens mitogen-activated protein kinase kinase kinase 13 (MAP3K13), 
mRNA 


NM_002332 


Homo sapiens low density lipoprotein-related protein 1 (alpha-2-macroglobulin 
receptor) (LRP1), mRNA 


NM 004793 


Homo sapiens protease, serine, 15 (PRSS15), mRNA 


NM 004789 


Homo sapiens LIM homeobox protein 2 (LHX2), mRNA 


NM_004863 


Homo sapiens serine palmitoyltransferase, long chain base subunit 2 (SPTLC2), 
mRNA 


NM 004737 


Homo sapiens like-glycosyltransferase (LARGE), mRNA 


NM_004795 


Homo sapiens klotho (KL), mRNA 


NM 004521 


Homo sapiens kinesin family member 5B (KEF5B), mRNA 


NM. 004520 


Homo sapiens kinesin heavy chain member 2 (KIF2), mRNA 


NM 004920 


Homo sapiens apoptosis-associated tyrosine kinase (AATK), mRNA 


NM_004700 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 4 
(KCNQ4), mRNA 


NM_004519 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 3 
(KCNQ3), mRNA 


NM_004518 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 
(KCNQ2), mRNA 


NM_004137 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 1 (KCNMB1), mRNA 


NM_004732 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 3 (KCNAB3), mRNA 


NM 004693 


Homo sapiens cytokeratin type II (K6HF), mRNA 


NM_004791 


Homo sapiens integrin, beta-like 1 (with EGF-like repeat domains) (ITGBL1), 
mRNA 


NM 004517 


Homo sapiens integrin-linked kinase (ELK), mRNA 


NM 004514 


Homo sapiens interleukin enhancer binding factor 1 (ILF1), mRNA 


NM 004633 


Homo sapiens interleukin 1 receptor, type II (EL1R2), mRNA 


NM 004513 


Homo sapiens interleukin 16 (lymphocyte chemoattractant factor) (IL16), mRNA 


NM 004512 


Homo sapiens interleukin 11 receptor, alpha (IL11RA), mRNA 


NM 004258 


Homo sapiens immunoglobulin superfamily, member 2 (IGSF2), mRNA 


NM 004135 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) gamma (EDH3G), mRNA 


NM 004134 


Homo sapiens heat shock 70kD protein 9B (mortalin-2) (HSPA9B), mRNA 


NM 004697 


Homo sapiens PRP4/STK/WD splicing factor (HPRP4P), mRNA 


NM 004698 


Homo sapiens U4/U6-associated RNA splicing factor (HPRP3P), mRNA 


NM 004503 


Homo sapiens homeo box C6 (HOXC6), mRNA 

£- ^ — 


NM 004502 


Homo sapiens homeo box B7 (HOXB7), mRNA 


NM 004497 


Homo sapiens hepatocyte nuclear factor 3, gamma (HNF3G), mRNA 


NM 004496 


Homo sapiens hepatocyte nuclear factor 3, alpha (HNF3A), mRNA 


NM_004712 


Homo sapiens hepatocyte growth factor-regulated tyrosine kinase substrate 
(HGS), mRNA 


NM_004834 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 4 
(MAP4K4), mRNA 


NM_004494 


Homo sapiens hepatoma-derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NM_004493 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase, type II (HADH2), 
mRNA 
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NM_004904 


Homo sapiens cAMP response element-binding protein CRE-BPa 
(H GS165L1 5.1), mRNA 


NM 004893 


Homo sapiens H2A histone family, member Y (H2AFY), mRNA 


NM 004130 


Homo sapiens glycogenin (GYG), mRNA 


NM 004286 


Homo sapiens GTP binding protein 1 (GTPBP1), mRNA 


NM 004128 


Homo sapiens general transcription factor IIF, polypeptide 2 (30kD subunit) 
(GTF2F2), mRNA 


NM 004491 


Homo sapiens glucocorticoid receptor DNA binding factor 1 (GRLF1), mRNA 


NM 000826 


Homo sapiens glutamate receptor, ionotropic, AMPA 2 (GRIA2), mRNA 


NM 004490 


Homo sapiens growth factor receptor-bound protein 14 (GRB14), mRNA 


NM 004810 


Homo sapiens GRB2-related adaptor protein 2 (GRAP2), mRNA 


NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


NM 004871 


Homo sapiens golgi SNAP receptor complex member 1 (GOSR1), mRNA 


NM 004487 


Homo sapiens golgi autoantigen, golgin subfamily b, macrogolgin (with 
transmembrane signal), 1 (GOLGB1), mRNA 


NM 004126 


Homo sapiens guanine nucleotide binding protein 1 1 (GNG1 1), mRNA 


NM 004297 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 14 
(GNA14), mRNA 


NM 004246 


Homo sapiens glucagon-like peptide 2 receptor (GLP2R), mRNA 


NM 004123 


Homo sapiens gastric inhibitory polypeptide (GLP), mRNA 


NM 004121 


Homo sapiens gamma-glutamyltransferase-like activity 1 (GGTLA1), mRNA 


NM 004837 


Homo sapiens geranylgeranyl diphosphate synthase 1 (GGPS1), mRNA 


NM 004188 

J. Ilii. \J\J 1 1 uu 


Homo sapiens growth factor independent IB (potential regulator of CDKN1A, 
translocated in CML) (GFI1B), mRNA 


]MMJ)04293 


Homo sapiens guanine deaminase (GDA), mRNA 


NM 004751 

X i X VJL \J \J r / X 


Homo sapiens glucosaminyl (N-acetyl) transferase 3, mucin type (GCNT3), 
mRNA 


NM 004193 


Homo sapiens golgi-specific brefeldin A resistance factor 1 (GBF1), mRNA 


NM 002030 


Homo sapiens formyl peptide receptor-like 2 (FPRL2), mRNA 


NM 004476 


Homo sapiens folate hydrolase (prostate-specific membrane antigen) 1 (FOLH1), 
mRNA 


NM 004119 


Homo sapiens fms-related tyrosine kinase 3 (FLT3), mRNA 


NM 004475 


Homo sapiens flotillin 2 (FLOT2), mRNA 


NM 004472 


Homo sapiens forkhead box Dl (FOXD1), mRNA 


NM 004471 


Homo sapiens forkhead box Gl A (FOXG1A), mRNA 


NM 004474 


Homo sapiens forkhead box D2 (FOXD2), mRNA 


NM 004469 


Homo sapiens c-fos induced growth factor (vascular endothelial growth factor D) 
(FIGF), mRNA 


NM 004468 


Homo sapiens four and a half LIM domains 3 (FHL3), mRNA 


NM 004462 


Homo sapiens farnesyl-diphosphate farnesyltransferase 1 (FDFT1), mRNA 


NM 004107 


Homo sapiens Fc fragment of IgG, receptor, transporter, alpha (FCGRT), mRNA 


NM 004104 


Homo sapiens fatty acid synthase (FASN), mRNA 


NM 004461 


Homo sapiens phenylalanine-tRNA synthetase-like (FARSL), mRNA 


NM 004101 


Homo sapiens coagulation factor II (thrombin) receptor-like 2 (F2RL2), mRNA 


NM 004235 


Homo sapiens Kruppel-like factor 4 (gut) (KLF4), mRNA 


NM 004455 


Homo sapiens exostoses (multiple)-like 1 (EXTL1), mRNA 


NM 004454 


Homo sapiens ets variant gene 5 (ets-related molecule) (ETV5), mRNA 


NMJ)04453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NM_004911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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TsTN/T 004447 


Hnmn Qaniens enidermal growth factor receptor pathway substrate 8 (EPS8), 
mRNA 


7\TM 004446 


TTnmo <?aniens elutamvl-prolvl-tRNA synthetase (EPRS), mRNA 


NM 004431 


Homo sapiens EphA2 (EPHA2), mRNA 


IN 1V1_U U4U y y 


T-T r»mr\ canipriQ prvf Tiroovte membrane nrotein band 7.2 (stomatin) (EPB72), 
mRNA 




o{mipn5 prvtVirorvte membrane nrotein band 4 1 felliDtocvtosis 1, RH- 
linked) (EPB41), mRNA 


IN 1V1_U U44o D 


TTnmr* cQm'pnc pnHormrleaqp G (FNDOG^ nuclear 2ene encoding mitochondrial 
protein, rnRNA 


xta/T" 0044^4 


TTnmn QanipiiQ prhinnderm microtubule -associated nrotein-like (EMAPL), 
mRNA 


XTA/f 0044^ ^ 

IN JLVX UUt'H'J 3 


TTomn <?aniens F74-1ike factor 3 fets domain transcription factor, epithelial- 
snecific rnRNA 


NM 004096 

IN 1VJL V \J*-r\J y \J 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 2 
rEIF4EBP2 > ) mRNA 


NM 004095 

XN1YX UUTuy J 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 1 
(EIF4EBP1), rnRNA 


NM 0044^0 

X ^ JLVX v/v 1 IJu 


Homo sapiens early growth response 3 (EGR3), mRNA 


NM 004093 


Homo sapiens ephrin-B2 (EFNB2), mRNA 


"MM 0044? 9 


Homo saniens enhrin-Bl CEFNBiy rnRNA 


TsJM 004498 

XNXYX \J\J 1 f 1 


Homo saniens enhrin-Al TEFNA1\ rnRNA 


TMM 004R67 

i. > 1VX UWTOU / 


Homo sapiens integral membrane protein 2 A (ITM2A), mRNA 


"MM 00441 S 


Homo saniens desmonlakin CDPL DPII) (DSP), mRNA 


"MM 004760 

1 N1YJL yjyj'-r / \J\J 


Homo saniens serine/threonine kinase 17a (apopto sis-inducing) (STK17A), 
mRNA 


NM 004413 


Homo sapiens dipeptidase 1 (renal) (DPEP1), mRNA 


T\TM 0040 

IN 1VJL UWl/OO 


Homo ciflTiierm deoxvnucleotidvl transferase, terminal fDNTT), rnRNA 


TsJM 00441? 

IN XYX UVT'T" I 


Homo saniens DNA fcvtosine-5-)-methvltransf erase 2 (DNMT2), mRNA 


xnvr 00441 1 

XNXYX vvTT X X 


Homo saniens dvnein cvtonlasmic, intermediate polypeptide 1 (DNCI1), mRNA 


NM 004407 


Homo sapiens dentin matrix acidic phosphoprotein (DMP1), rnRNA 


"MM 004746 


Homo sapiens discs, large (Drosophila) homolog-associated protein 1 
(DLGAP1), mRNA 


TsTM 004747 

IN XVX V/V*-r / *T / 


Homo sapiens discs, large (Drosophila) homolog 5 (DLG5), rnRNA 


NM 004087 


Homo sapiens discs, large (Drosophila) homolog 1 (DLG1), rnRNA 


XTM OO400O 
xNlVx WW^vW 


T-Tnmn earn* ens nhorholin ^similar to anolinonrotein B mRNA editing protein) 

ilUlllU OuUlvllj U11U1 L/^llll ^Ollllllttl V.KJ UJ^/V/ll^V/J^l \/ tVliA ' »> vv»*mig lr s 

(DJ742C19.2), mRNA 


IN 1V1_U U ^fU^ 


Wrvmr* QamVnQ nenral nrprnrsor cell exnressed develonmentallv down-resulated 
S rNTFDDS • mRNA 

u \±y jl~/±S IS ~> y 3 iiiJ-Vj. 


MM 00440? 


Homo saniens DNA fraementation factor 40 kD, beta polypeptide (caspase- 
activated DNase) (DFFB), rnRNA 


NM_004401 


Homo sapiens DNA fragmentation factor, 45 kD, alpha polypeptide (DFFA), 
mRNA 


NM 004083 


Homo sapiens DNA-damage-inducible transcript 3 (DDIT3), rnRNA 


XTA/f OOA714 
Inxyx UU^/ j4 


TTrimn ^aniens donblerrirtin and CaM kinase-like 1 fDCAMKLl). mRNA 




T-Tnmn ^aniens death-nQ^nriatpH nrotein (DAP). mRNA 

XX.wi.llw 5Cl|JlVviiij vJ-v^ci Ui uooUvtCl VJ. |ji\jlviii ^x^x >j. y, J- 1 " 1 ^ 


NM 004393 


Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAG1), 
mRNA 


NM_004229 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 2 
(150kD) (CRSP2), mRNA 


NM 004079 


Homo sapiens cathepsin S (CTSS), mRNA 


NM 004390 


Homo sapiens cathepsin H (CTSH), mRNA 
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NM 004388 


Homo sapiens chitobiase, di-N-acetyl- (CTBS), mRNA 


NM 004387 


Homo sapiens cardiac-specific homeo box (CSX), mRNA 


NM_004861 


Homo sapiens cerebroside (3'-phosphoadenylylsulfate:galactosylceramide 3') 
sulfotransferase (CST), mRNA 


NM 004078 


Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA 


NM 004386 


Homo sapiens chondroitin sulfate proteoglycan 3 (neurocan) (CSPG3), mRNA 


NM 004385 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA 


NM 004384 


Homo sapiens casein kinase 1, gamma 3 (CSNK1G3), mRNA 


NM 004383 


Homo sapiens c-src tyrosine kinase (CSK), mRNA 


NM 004075 


Homo sapiens cryptochrome 1 (photolyase-like) (CRY1), mRNA 


NM 004778 


Homo sapiens G protein-coupled receptor 44 (GPR44), mRNA 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA 


NM 004382 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHR1), mRNA 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREB1), mRNA 


NM 004377 


Homo sapiens carnitine palmitoyltransferase I, muscle (CPT1B), mRNA 


NM 004748 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA 


NM_004074 


Homo sapiens cytochrome c oxidase subunit VIII (COX8), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004766 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), 
mRNA 


NM 004645 


Homo sapiens coilin (COIL), mRNA 


NM 000614 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA 


NM 004368 


Homo sapiens calponin 2 (CNN2), mRNA 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLR1), mRNA 


NM 004071 


Homo sapiens CDC-like kinasel (CLK1), mRNA 


NM 004362 


Homo sapiens calmegin (CLGN), mRNA 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA 


NM 004804 


Homo sapiens WD40 protein Ciaol (CIAOl), mRNA 


NM_004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 
mRNA 


NM 004067 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA 


NM_004284 


Homo sapiens chromodomain helicase DNA binding protein 1-like (CHD1L), 
mRNA 


NM_004364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 
mRNA 


NM 004065 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDR1), mRNA 


NM_004233 


Homo sapiens CD83 antigen (activated B lymphocytes, immunoglobulin 
superfamily) (CD83), mRNA 


NM_004356 


Homo sapiens CD81 antigen (target of antiproliferative antibody 1) (CD81), 
mRNA 


NM 004357 


Homo sapiens CD151 antigen (CD 151), mRNA 


NM 004350 


Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA 


NM_004349 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
1 ; cyclin D-related (CBFA2T1), mRNA 


NM 004345 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA 


NM_000722 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 
(CACNA2D1), mRNA 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BST1), mRNA 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) (SCYB14), mRNA 


NM 004333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), 
mRNA 
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NM 004329 


Homo sapiens bone morphogenetic protein receptor, type IA (BMPR1A), niRNA 


NM 004827 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 2 
(ABCG2), mRNA 


NM 004326 


Homo sapiens B-cell CLL/lymphoma 9 (BCL9), mRNA 


NM 004765 


Homo sapiens B-cell CLL/lymphoma 7C (BCL7C), mRNA 


NM 004324 


Homo sapiens BCL2-associated X protein (BAX), mRNA 


NM_004656 


Homo sapiens BRCA1 associated protein- 1 (ubiquitin carboxy-terminal 
hydrolase) (BAP 1), mRNA 


NM 004048 


Homo sapiens beta-2-microglobulin (B2M), mRNA 


NM 004655 


Homo sapiens axin 2 (conductin, axil) (AXEN2), mRNA 


NM 004321 


Homo sapiens axonal transport of synaptic vesicles (ATSV), mRNA 


NM_004888 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
member J (ATP6J), mRNA 


NM_004047 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
21kD (ATP6F), mRNA 


NM_004046 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, alpha 
subunit, isoform 1, cardiac muscle (ATP5A1), mRNA 


NM_001683 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 2 (ATP2B2), 
mRNA 


NM 004314 


Homo sapiens ADP-ribosyltransferase 1 (ART1), mRNA 


NM 004313 


Homo sapiens arrestin, beta 2 (ARRB2), mRNA 


NM 004312 


Homo sapiens arrestin 3, retinal (X-arrestin) (ARR3), mRNA 


NM 004311 


Homo sapiens ADP-ribosylation factor-like 3 (ARL3), mRNA 


NM 004675 


Homo sapiens ras homolog gene family, member I (ARHI), mRNA 


NM 004310 


Homo sapiens ras homolog gene family, member H (ARHH), mRNA 


NM 004309 


Homo sapiens Rho GDP dissociation inhibitor (GDI) alpha (ARHGDIA), mRNA 


NM 004308 


Homo sapiens Rho GTPase activating protein 1 (ARHGAP1), mRNA 


NM 004040 


Homo sapiens ras homolog gene family, member B (ARHB), mRNA 


NM 004290 


Homo sapiens ring finger protein 14 (RNF14), mRNA 


NM 004797 


Homo sapiens adipose most abundant gene transcript 1 (APM1), mRNA 


NM 004039 


Homo sapiens annexin A2 (ANXA2), mRNA 


NM 004306 


Homo sapiens annexin A13 (ANXA13), mRNA 


NM 004038 


Homo sapiens amylase, alpha 1 A; salivary (AMY1A), mRNA 


NM 004305 


Homo sapiens bridging integrator 1 (BEM1), mRNA 


NM 004857 


Homo sapiens A kinase (PRKA) anchor protein 5 (AKAP5), mRNA 


NM 004833 


Homo sapiens absent in melanoma 2 (AIM2), mRNA 


NM_004208 


Homo sapiens programmed cell death 8 (apoptosis-inducing factor) (PDCD8), 
mRNA 


NM 002199 


Homo sapiens interferon regulatory factor 2 (IRF2), mRNA 


NM 001569 


Homo sapiens interleukin-1 receptor-associated kinase 1 (IRAKI), mRNA 


NM 001567 


Homo sapiens inositol polyphosphate phosphatase-like 1 (INPPL1), mRNA 


NM 002194 


Homo sapiens inositol polyphosphate- 1 -phosphatase (INPP1), mRNA 


NM 002111 


Homo sapiens huntingtin (Huntington disease) (HD), mRNA 


NM 000165 


Homo sapiens gap junction protein, alpha 1, 43kD (connexin 43) (GJA1), mRNA 


NM_001999 


Homo sapiens fibrillin 2 (congenital contractural arachnodactyly) (FBN2), 
mRNA 


NM 001937 


Homo sapiens dermatopontin (DPT), mRNA 


NM_001381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOK1), mRNA 


NM 000729 


Homo sapiens cholecystokinin (CCK), mRNA 


NM 000486 


Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 


NM 001520 


Homo sapiens general transcription factor IIIC, polypeptide 1 (alpha subunit, 
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220kD ) (GTF3C1), mRNA 


NM 002097 


Homo sapiens general transcription factor IIIA (GTF3A), mRNA 


NM_003205 


Homo sapiens transcription factor 12 (HTF4, helix-loop-helix transcription 
factors 4) (TCF12), mRNA 


KM_000440 


Homo sapiens phosphodiesterase 6A, cGMP-specific, rod, alpha (PDE6A), 
mRNA 


NM_000806 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 1 
(GABRA1), mRNA 


NM 001809 


Homo sapiens centromere protein A (17kD) (CENPA), mRNA 


NM 000439 


Homo sapiens proprotein convertase subtilisin/kexin type 1 (PCSK1), mRNA 


NM 002529 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 1 (NTRK1), mRNA 

£. £- =i ± - — sLA — 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 


NM_000395 


Homo sapiens colony stimulating factor 2 receptor, beta, low-affinity 
(granulocyte-macrophage) (CSF2KB), mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens myotubular myopathy 1 (MTM1), mRNA 


NM_000229 


Homo sapiens lecithin-cholesterol acyltransferase (LCAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000224 


Homo sapiens keratin 18 (KRT18), mRNA 


NM_000211 


Homo sapiens integrin, beta 2 (antigen CD 18 (p95), lymphocyte function- 
associated antigen 1; macrophage antigen 1 (mac-1) beta subunit) (ITGB2), 
mRNA 


NM 000208 


Homo sapiens insulin receptor (INSR), mRNA 


NM_000206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 
immunodeficiency) (IL2RG), mRNA 


NM 000416 


Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA 


NM_000201 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhino virus 
receptor (KAMI), mRNA 


NM_000350 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 4 
(ABCA4), mRNA 


NM 000110 


Homo sapiens dihydropyrimidine dehydrogenase (DP YD), mRNA 


NM_000375 


Homo sapiens uroporphyrinogen III synthase (congenital erythropoietic 
porphyria) (UROS), mRNA 


NM_000459 


Homo sapiens TEK tyrosine kinase, endothelial (venous malformations, multiple 
cutaneous and mucosal) (TEK), mRNA 


NM 001053 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


NM 001052 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA 


NM 001051 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA 


NM 001050 


Homo sapiens somatostatin receptor 2 (SSTR2), mRNA 

£_ 4- i ~ 


NM 001049 


Homo sapiens somatostatin receptor 1 (SSTR1), mRNA 


NM_000348 


Homo sapiens steroid-5 -alpha-reductase, alpha polypeptide 2 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 2) (SRD5A2), mRNA 


NM_000340 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 2 
(SLC2A2), mRNA 


NM_000338 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 1 (SLC12A1), mRNA 


NM_000231 


Homo sapiens sarcoglycan, gamma (35kD dystrophin-associated glycoprotein) 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAG1), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
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hydroxylase, Ehlers-Danlos syndrome type VI) (PLOD), mRNA 


NM_000282 


Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_000281 


Homo sapiens 6-pyruvoyl-tetrahydropterin synthase/dimerization cofactor of 
hepatocyte nuclear factor 1 alpha (TCF1) (PCBD), mRNA 


NM 000277 


Homo sapiens phenylalanine hydroxylase (PAH), mRNA 


NM 000436 


Homo sapiens 3-oxoacid CoA transferase (OXCT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000273 


Homo sapiens ocular albinism 1 (Nettleship-Falls) (OA1), mRNA 


NM 000272 


Homo sapiens nephrophthisis 1 (juvenile) (NPHP1), mRNA 


NM 000271 


Homo sapiens Niemann-Pick disease, type CI (NPC1), mRNA 


NM 000269 


Homo sapiens non-metastatic cells 1, protein (NM23A) expressed in (NME1), 
mRNA 


NM 000268 


Homo sapiens neurofibromin 2 (bilateral acoustic neuroma) (NF2), mRNA 


NM 000267 


Homo sapiens neurofibromin 1 (neurofibromatosis, von Recklinghausen disease, 
Watson disease) (NF1), mRNA 


NM 000434 


Homo sapiens sialidase 1 (lysosomal sialidase) (NEU1), mRNA 


NM 000266 


Homo sapiens Norrie disease (pseudoglioma) (NDP), mRNA 


NMJ)00265 


Homo sapiens neutrophil cytosolic factor 1 (47kD, chronic granulomatous 
disease, autosomal 1) (NCF1), mRNA 


NM 000262 


Homo sapiens N-acetylgalactosaminidase, alpha- (NAGA), mRNA 


NM 000261 


Homo sapiens myocilin, trabecular meshwork inducible glucocorticoid response 
(MYOC), mRNA 


NM 000258 

JL > -LY_1_ \J\J\J ^i^s \J 


Homo sapiens myosin, light polypeptide 3, alkali; ventricular, skeletal, slow 
(MYL3), mRNA 


NM_000432 


Homo sapiens myosin, light polypeptide 2, regulatory, cardiac, slow (MYL2), 
mRNA 


NM_000257 


Homo sapiens myosin, heavy polypeptide 7, cardiac muscle, beta (MYH7), 
mRNA 


NM 000431 


Homo sapiens mevalonate kinase (mevalonic aciduria) (MVK), mRNA 


NM 000255 


Homo sapiens methylmalonyl Coenzyme A mutase (MUT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000254 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase (MTR), 
mRNA 


NM_000253 


Homo sapiens microsomal triglyceride transfer protein (large polypeptide, 88kD) 
(MTP), mRNA 


NM 000250 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000248 


Homo sapiens microphthalmia-associated transcription factor (MITF), mRNA 


NM 000247 


Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA 


NM 000246 


Homo sapiens MHC class II transactivator (MHC2TA), mRNA 


NM 000245 


Homo sapiens met proto-oncogene (hepatocyte growth factor receptor) (MET), 
mRNA 


NM 000244 


Homo sapiens multiple endocrine neoplasia I (MEN1), mRNA 


NM 000243 


Homo sapiens Mediterranean fever (MEFV), mRNA 


NM_000242 


Homo sapiens mannose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 


Homo sapiens methionine adenosyltransferase I, alpha (MAT1A), mRNA 


NM_000240 


Homo sapiens monoamine oxidase A (MAO A), nuclear gene encoding 
mitochondrial protein, mRNA 
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NM 000428 


Homo sapiens latent transforming growth factor beta binding protein 2 (LTBP2), 
mRNA 


NM_000238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 2 (KCNH2), mRNA 


NM 000237 


Homo sapiens lipoprotein lipase (LPL), mRNA 


NM 000427 


Homo sapiens loricrin (LOR), mRNA 


NM 000236 


Homo sapiens lipase, hepatic (LIPC), mRNA 


NM_000235 


Homo sapiens lipase A, lysosomal acid, cholesterol esterase (W olman disease) 
(LIP A), mRNA 


NM 000234 


Homo sapiens ligase I, DNA, ATP-dependent (LIG1), mRNA 


NM 000233 


TTomn sarviens luteinizing homione/chorio gonadotropin receptor (LHCGR), 
mRNA 


iNJLVX uUU^Z-O 


Homo satnens laminin beta 3 fnicein (l25kD~) kalinin ( 140kD), BM600 
(125kD)) (LAMB3), mRNA 


NM 000426 


Homo sapiens laminin, alpha 2 (merosin, congenital muscular dystrophy) 
(LAMA2), mRNA 


NM 000226 


Homo sapiens keratin 9 (epidermolytic palmoplantar keratoderma) (KRT9), 
mRNA 


NM 000422 


Homo sapiens keratin 17 (KRT17), mRNA 


NM 000223 


Homo sapiens keratin 12 (Meesmann corneal dystrophy) (KRT12), mRNA 


NM 000421 


Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et 
plantaris) (KRT10), mRNA 


NM 000222 


Homo sapiens v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog 
(KIT), mRNA 


NM 000218 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 1 
(KCNQ1), mRNA 


NM_000219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 
(KCNE1), mRNA 


NM_000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 1 (episodic ataxia with myokymia) (KCNA1), mRNA 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


NM 00071 5 

J.N1VX \J\J\J^ A -/ 


Homo saniens Tanus kinase 3 fa nrotein tvrosine kinase, leukocvte) (JAK3), 
mRNA 


NM 00021? 


Homo sapiens integrin, beta 3 (platelet glycoprotein Ilia, antigen CD61) 
(ITGB3), mRNA 


NM 000209 


Homo sapiens insulin promoter factor 1, homeodomain transcription factor 
(EPF1), mRNA 


NM 000207 


Homo sapiens insulin (INS), mRNA 


NM 000418 


Homo sapiens interleukin 4 receptor (IL4R), mRNA 


NM 000417 


Homo sapiens interleukin 2 receptor, alpha (EL2RA), mRNA 


NM 001551 


Homo sapiens immunoglobulin (CD79A) binding protein 1 (IGBP1), mRNA 


NM 000203 


Homo sapiens iduronidase, alpha-L- (IDUA), mRNA 


NM 000415 


Homo sapiens islet amyloid polypeptide (IAPP), mRNA 


NM 000200 


Homo sapiens histatin 3 (HTN3), mRNA 


NM 001538 


Homo sapiens heat shock transcription factor 4 (HSF4), mRNA 


NM 000859 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A reductase (HMGCR), 
mRNA 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTR1), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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NM 001496 


Homo sapiens GDNF family receptor alpha 3 (GFRA3), mRNA 


NM 001486 


Homo sapiens glucokinase (hexokinase 4) regulatory protein (GCKR), mRNA 


NM 000820 


Homo sapiens growth arrest-specific 6 (GAS6), mRNA 


NM 000155 


Homo sapiens galactose- 1 -phosphate uridylyltransferase (GALT), mRNA 


NM 000153 


Homo sapiens galactosylceramidase (Krabbe disease) (GALC), mRNA 


NM 000816 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 2 
(GABRG2), mRNA 


NM_000815 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, delta (GABRD), 
mRNA 


NM 000811 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 6 
(GABRA6), mRNA 


NM 000809 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 4 
(GABRA4), mRNA 


NM 000808 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 3 
(GABRA3), mRNA 


NM_000807 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 2 
(GABRA2), mRNA 


NM_000151 


Homo sapiens glucose-6-phosphatase, catalytic (glycogen storage disease type I, 
von Gierke disease) (G6PC), mRNA 


NM 001452 


Homo sapiens forkhead box F2 (FOXF2), mRNA 


NM 000138 


Homo sapiens fibrillin 1 (Marfan syndrome) (FBN1) 5 mRNA 


NM 000136 


Homo sapiens Fanconi anemia, complementation group C (FANCC), mRNA 


NM 001445 


Homo sapiens fatty acid binding protein 6, ileal (gastrotropin) (FABP6), mRNA 


NM 001442 


Homo sapiens fatty acid binding protein 4, adipocyte (FABP4), mRNA 


NM 001443 


Homo sapiens fatty acid binding protein 1, liver (FABP1), mRNA 


NM 001441 


Homo sapiens fatty acid amide hydrolase (FAAH), mRNA 


NM 000401 


Homo sapiens exostoses (multiple) 2 (EXT2), mRNA 


NM 000127 


Homo sapiens exostoses (multiple) 1 (EXT1), mRNA 


NM 001433 


Homo sapiens ER to nucleus signalling 1 (ERN1), mRNA 


NM_000122 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 3 (xeroderma pigmentosum group B complementing) 
(ERCC3), mRNA 

— v 12. 


NM 000121 


Homo sapiens erythropoietin receptor (EPOR), mRNA 


NM 000120 


Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHX1), mRNA 


NM 000119 


Homo sapiens erythrocyte membrane protein band 4.2 (EPB42), mRNA 


NM 001429 


Homo sapiens El A binding protein p300 (EP300), mRNA 


NM 000118 


Homo sapiens endoglin (Osler-Rendu- Weber syndrome 1) (ENG), mRNA 


NM 000117 


Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA 


NM 001422 


Homo sapiens E74-like factor 5 (ets domain transcription factor) (ELF5), mRNA 


NM 000114 


Homo sapiens endothelin 3 (EDN3), mRNA 


NM_001393 


Homo sapiens extracellular matrix protein 2, female organ and adipocyte specific 
(ECM2), mRNA 


NM_000112 


Homo sapiens solute carrier family 26 (sulfate transporter), member 2 
(SLC26A2), mRNA 


NM_001382 


Homo sapiens dolichyl-phosphate (UDP-N-acetylglucosamine) N- 
acetylglucosaminephosphotransferase 1 (GlcNAc-l-P transferase) (DPAGT1), 
mRNA 


NM 001365 


Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I (DIOl), mRNA 


NM_001358 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 15 (DDX15), 
mRNA 


NM 000107 


Homo sapiens damage-specific DNA binding protein 2 (48kD) (DDB2), mRNA 
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NM 001348 

X>XYX \J\Ji.^J~^J 


Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA 


NM 000101 

X > XVX \J\J\J Iv X 


Homo sapiens cytochrome b-245, alpha polypeptide (CYBA), mRNA 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamin receptor) (CUBN), mRNA 


NM 001334 


Homo sapiens cathepsin O (CTSO), mRNA 


NM_001328 


Homo sapiens C-terminal binding protein 1 (CTBP1), mRNA 


IN 1VJL UUVJJ^ 


Homo sapiens cone-rod homeobox (CRX), mRNA 


NM 000096 

XNXYX \J\J\J\J y\J 


Homo sapiens ceruloplasmin (ferroxidase) (CP), mRNA 


NM„000095 


Homo sapiens cartilage oligomeric matrix protein (pseudoachondroplasia, 
eninhvseal dvsnlasia 1 multiple) fCOMP), mRNA 


NM" OOOIQ? 1 


Homo ^aniens ATP-bindine cassette sub-familv C fCFTR/MRP), member 2 
(ABCC2), mRNA 


XNIVL UUuuOJ 


TTomo ^aniens chloride channel Kb rCLCNKJBV mRNA 


NM_000084 


Homo sapiens chloride channel 5 (nephrolithiasis 2, X-linked, Dent disease) 
(CI CN5 i mRNA 

\ V^Xj^I N +J J y IXXXVX^txX 


NM 001279 


Homo sapiens cell death-inducing DFFA-like effector a (CIDEA), mRNA 


IN xVx__U V/IJU O \J 


Unmn <?fl-nipn<? r bol in ercn c rec entor nicotinic ensilon nolvDentide (CHRNE), 
mRNA 


xNlVl UUVJ / J 1 


TTorn o Qfmipn«3 ph oli ner one recent or nicotinic delta nolvD et) tide fCHRND\ 
mRNA 

IxxXN-XN-Tx. 


NM 00074.7 

xNxVx__\JWU / *t / 


TTomo aniens cholinergic re c entor nicotinic beta nolvnentide 1 f muscle) 
rCHRNBl, mRNA 


NM 000079 

i. > JLVX V7 V7 v/ vy / ^ 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 1 (muscle) 
(CHRNA1), mRNA 


NM 001273 

XNXYX V/V/ i. +-i 1 ~J 


Homo sapiens chromodomain helicase DNA binding protein 4 (CHD4), mRNA 


NM 001271 

X > XVX V V/ X ^ / X 


Homo sapiens chromodomain helicase DNA binding protein 2 (CHD2), mRNA 


NM 001270 


Homo sapiens chromodomain helicase DNA binding protein 1 (CHD1), mRNA 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma (CETP), mRNA 


MlVr 000076 


Homo saniens cvclin-denendent kinase inhibitor 1C (p57, Kip2) fCDKNIC), 
mRNA 


NM 001958 

XN1VA \J\J li/JO 


TTomo ^anien«i cvclin-denendent kinase 3 TCDK3V mRNA 

1XVJJ.11V OC*.fJXV/XXO villi U.vpvilv.Vlll miiuuv *s \^ ^-^s-ms- ^ j j 


NM 001251 


Homo sapiens CD68 antigen (CD68), mRNA 


IN IVx VJUUU / H- 


TTomo <5nnien<? tnmor neero^i<; factor fliffandi sunerfamilv member 5 fhvner-IfflVI 

X X vJ JL X 1U gdUlt'llQ LIXxXXUX ll&vlUOlO XCl\s LUl ^xx^C4.xxvx^ o Lxj-fwx xtxxxxxxjf , niviiiuvi «^ \ j r CD 

syndrome) (TNFSF5), mRNA 


NA/T 00007^ 

XNIVX UUUU / 3 


TTomo «:anien^ (^D^Ct antiVen ?amma nolvnentide fTiT3 comnlex^ fCD3G\ 
mRNA 


XnV/T 001 940 


TTomo Qfl-nipnsi eptonnp1eo<5irlp trinbo^nhate dinhosnhohvdrolase 5 fENTPD5\ 

XXV-llllW otXLIlt/xlo t'V'LV/lxLlwlt/^JoXU-V' LI 1 k^JLlWO k^XJ.cXl/V-' \j.xjjxxw0jjxxv^xxje vxx uiuov ^ V.-^ -^-^ J 7 

mRNA 


NM 001948 

IN lVX_V U 1 Zrt O 


TTomo «;aniens ectonucleoside trinhosnhate dit)hosDhohvdrolase 3 (ENTPD3), 
mRNA 


NM 001946 

1NJLVX WJ JL /*'~tVJ 


Homo saniens ectonucleoside trinhosnhate dinhosnhohydrolase 2 (ENTPD2), 
mRNA 


XTM 000079 

xNlVl UUVJU / 


TTomo <?anien«? CD^fi anticren Tcollaffen tvne Irecentor thrombosnondin recentorl 
TCD36) mRNA 


NM 000591 


Homo sapiens CD 14 antigen (CD14), mRNA • 


"NTM 000071 

XNIYA uUV/u / X 


Homo saniens cvstathionine-beta-svnthase fCBS), mRNA 


NM 000^88 

XN XVX UvUJOO 


Homo saniens calcium-sensinef recentor fhynocalciuric hvnercalcemia 1, severe 
neonatal hyperparathyroidism) (CASR), mRNA 


NM 000070 


Homo sapiens calpain 3, (p94) (CAPN3), mRNA 


NM 000069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IS subunit 
(CACNA1S), mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase II (CA2), mRNA 
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NM 000606 


Homo sapiens complement component 8, gamma polypeptide (C8G), mRNA 


NM 000066 


Homo sapiens complement component 8, beta polypeptide (C8B), mRNA 


NM 000562 


Homo sapiens complement component 8, alpha polypeptide (C8A) 5 mRNA 


NM 000587 


Homo sapiens complement component 7 (C7), mRNA 


NM 000064 


Homo sapiens complement component 3 (C3) 5 mRNA 


NM 000061 


Homo sapiens Bruton agammaglobulinemia tyrosine kinase (BTK) 5 mRNA 


NM 001206 i 


Homo sapiens basic transcription element binding protein 1 (BTEB1), mRNA 


NM 000060 


Homo sapiens biotinidase (BTD), mRNA 


NM 001201 


Homo sapiens bone morphogenetic protein 3 (osteogenic) (BMP3), mRNA 


NM 001200 


Homo sapiens bone morphogenetic protein 2 (BMP2), mRNA 


NM 000386 


Homo sapiens bleomycin hydrolase (BLMH), mRNA 


NM 000057 


Homo sapiens Bloom syndrome (BLM) ? mRNA 


NM 001198 


Homo sapiens PR domain containing 1, with ZNF domain (PRDM1), mRNA 


NM 001196 


Homo sapiens BH3 interacting domain death agonist (BID), mRNA 


NMJ)00056 


Homo sapiens branched chain keto acid dehydrogenase El, beta polypeptide 
(maple syrup urine disease) (BCKDHB), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000465 


Homo sapiens BRCA1 associated RING domain 1 (BARD1), mRNA 


NM 000705 


Homo sapiens ATPase, H+/K+ exchanging, beta polypeptide (ATP4B), mRNA 


NM_000049 


Homo sapiens aspartoacylase (aminoacylase 2, Canavan disease) (ASP A), 
mRNA 


NM 000046 


Homo sapiens arylsulfatase B (ARSB), mRNA 


NM_000639 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 6 (TNFSF6), 
mRNA 


NM 000042 


Homo sapiens apolipoprotein H (beta-2-glycoprotein I) (APOH), mRNA 


NM 000041 


Homo sapiens apolipoprotein E (APOE), mRNA 


NM 000040 


Homo sapiens apolipoprotein C-III (APOC3), mRNA 


NM 000039 


Homo sapiens apolipoprotein A-I (APOA1), mRNA 


NM 000038 


Homo sapiens adenomatosis polyposis coli (APC), mRNA 


NM 001157 


Homo sapiens annexin Al 1 (ANXA1 1), mRNA 


NM 001147 


Homo sapiens angiopoietin 2 (ANGPT2), mRNA 


NM 001145 


Homo sapiens angiogenin, ribonuclease, RNase A family, 5 (ANG), mRNA 


NM_000036 


Homo sapiens adenosine monophosphate deaminase 1 (isoform M) (AMPD1), 
mRNA 


NM 001141 


Homo sapiens arachidonate 15-lipoxygenase, second type (ALOX15B), mRNA 


NM 000035 


Homo sapiens aldolase B, fructose-bisphosphate (ALDOB), mRNA 


NM 000034 


Homo sapiens aldolase A, fructose-bisphosphate (ALDOA), mRNA 


NM_000032 


Homo sapiens aminolevulinate, delta-, synthase 2 (sideroblastic/hypochromic 
anemia) (ALAS2), nuclear gene encoding mitochondrial protein, mRNA 


NM_000030 


Homo sapiens alanine-glyoxylate aminotransferase (oxalosis I; hyperoxaluria I; 
glycolicaciduria; serine-pyruvate aminotransferase) (AGXT), mRNA 


NM 001126 


Homo sapiens adenylosuccinate synthase (ADSS), mRNA 


NM 000684 


Homo sapiens adrenergic, beta-1-, receptor (ADRB1), mRNA 


NM 001125 


Homo sapiens ADP-ribosylarginine hydrolase (ADPRH), mRNA 


NM 001116 


Homo sapiens adenylate cyclase 9 (ADCY9), mRNA 


NM 001115 


Homo sapiens adenylate cyclase 8 (brain) (ADCY8), mRNA 


NM 001114 


Homo sapiens adenylate cyclase 7 (ADCY7), mRNA 


NM 001109 


Homo sapiens a disintegrin and metalloproteinase domain 8 (ADAMS), mRNA 


NMJ)01110 


Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM 10), 
mRNA 


NM 001108 


Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 


NM 001107 


Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYP1), mRNA 
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NM 001104 


Homo sapiens actinin, alpha 3 (ACTN3), xnRNA 


NM 001086 


Homo sapiens arylacetamide deacetylase (esterase) (AADAC), mRNA 


NM_001043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
noradrenaline member 2 (SLC6A2), mRNA 


NM_000532 


Homo sapiens propionyl Coenzyme A carboxylase, beta polypeptide (PCCB), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002579 


Homo sapiens paralernmin (PALM), mRNA 


NM 002443 


Homo sapiens microseminoprotein, beta- (MSMB), mRNA 


NM 002418 


Homo sapiens motilin (MLN), mRNA 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 


NM_002243 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 15 
(KCNJ15), mRNA 


NM 001534 


Homo sapiens homeo box 1 1 -like 1 (HOX1 1L1), mRNA 


NM 001454 


Homo sapiens forkhead box Jl (FOXJ1), mRNA 


NMJ)04001 


Homo sapiens Fc fragment of IgG, low affinity lib, receptor for (CD32) 
(FCGR2B), mRNA 


NM 001276 


Homo sapiens chitinase 3 -like 1 (cartilage glycoprotein-39) (CHI3L1), mRNA 


NM 001752 


Homo sapiens catalase (CAT), mRNA 


NM 001610 


Homo sapiens acid phosphatase 2, lysosomal (ACP2), mRNA 


NM 003461 


Homo sapiens zyxin (ZYX), mRNA 


NM 003460 


Homo sapiens zona pellucida glycoprotein 2 (sperm receptor) (ZP2), mRNA 


NM_003459 


Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), 
mRNA 


NM 003430 


Homo sapiens zinc finger protein 91 (HPF7, HTF10) (ZNF91), mRNA 


NM 003429 


Homo sapiens zinc finger protein 85 (HPF4, HTF1) (ZNF85), mRNA 


NM 003428 


Homo sapiens zinc finger protein 84 (HPF2) (ZNF84), mRNA 


NM 003416 


Homo sapiens zinc finger protein 7 (KOX 4, clone HF.16) (ZNF7), mRNA 


NM 003427 


Homo sapiens zinc finger protein 76 (expressed in testis) (ZNF76), mRNA 


NM 003426 


Homo sapiens zinc finger protein 74 (Cos52) (ZNF74), mRNA 


NM_003425 


Homo sapiens zinc finger protein 45 (a Kruppel-associated box (KRAB) domain 
polypeptide) (ZNF45), mRNA 


NM 003423 


Homo sapiens zinc finger protein 43 (HTF6) (ZNF43), mRNA 


NMJ303422 


Homo sapiens zinc finger protein 42 (myeloid-specific retinoic acid- responsive) 
(ZNF42), mRNA 


NM 003420 


Homo sapiens zinc finger protein 35 (clone HF.10) (ZNF35), mRNA 


NM 003458 


Homo sapiens bassoon (presynaptic cytomatrix protein) (BSN), mRNA 


NM 003456 


Homo sapiens zinc finger protein 205 (ZNF205), mRNA 


NM 003453 


Homo sapiens zinc finger protein 198 (ZNF198), mRNA 


NM 003450 


Homo sapiens zinc finger protein 174 (ZNF174), mRNA 


NM 003447 


Homo sapiens zinc finger protein 165 (ZNF165), mRNA 


NM 003446 


Homo sapiens zinc finger protein 157 (HZF22) (ZNF157), mRNA 


NM 003443 


Homo sapiens zinc finger protein 151 (pHZ-67) (ZNF151), mRNA 


NM 003442 


Homo sapiens zinc finger protein 143 (clone pHZ-1) (ZNF143), mRNA 


NM 003441 


Homo sapiens zinc finger protein 141 (clone pHZ-44) (ZNF141), mRNA 


NM 003440 


Homo sapiens zinc finger protein 140 (clone pHZ-39) (ZNF140), mRNA 


NM 003438 


Homo sapiens zinc finger protein 137 (clone pHZ-30) (ZNF137), mRNA 


NM 003437 


Homo sapiens zinc finger protein 136 (clone pHZ-20) (ZNF136), mRNA 


NM 003436 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc finger protein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 
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NM 003411 


Homo sapiens zinc finger protein, Y-linked (ZFY), mRNA 


NM 003410 


Homo sapiens zinc finger protein, X-linked (ZFX), mRNA 


NM_003405 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, eta polypeptide (YWHAH), mRNA 


NM_003404 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, beta polypeptide (YWHAB), mRNA 


NM_000380 


Homo sapiens xeroderma pigmentosum, complementation group A (XPA), 
mRNA 


NM 003931 


Homo sapiens WAS protein family, member 1 (WASF1), mRNA 


NM 003384 


Homo sapiens vaccinia related kinase 1 (VRK1), mRNA 


NM 003383 


Homo sapiens very low density lipoprotein receptor (VLDLR), mRNA 


NM 003382 


Homo sapiens vasoactive intestinal peptide receptor 2 (VJPR2), mRNA 


NM 003381 


Homo sapiens vasoactive intestinal peptide (VIP), mRNA 


NM 003380 


Homo sapiens vimentin (VIM), mRNA 


NM 003377 


Homo sapiens vascular endothelial growth factor B (VEGFB), mRNA 


NM_003376 


Homo sapiens vascular endothelial growth factor (VEGF), mRNA 


NM 000376 


Homo sapiens vitamin D (1,25- dihydroxyvitamin D3) receptor (VDR), mRNA 


NM_003375 


Homo sapiens voltage-dependent anion channel 2 (VDAC2), mRNA 


NM 003374 


Homo sapiens voltage-dependent anion channel 1 (VDAC1), mRNA 


NM 003371 


Homo sapiens vav 2 oncogene (VAV2), mRNA 


NM_003370 


Homo sapiens vasodilator-stimulated phosphoprotein (VASP), mRNA 


NM 003762 


Homo sapiens vesicle-associated membrane protein 4 (VAMP4), mRNA 


NM 003369 


Homo sapiens UV radiation resistance associated gene (UVRAG), mRNA 


NM_003577 


Homo sapiens undifferentiated embryonic cell transcription factor 1 (UTF1), 
mRNA 


NM_003470 


Homo sapiens ubiquitin specific protease 7 (herpes virus-associated) (USP7), 
mRNA 


NM 003481 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USP5) 5 mRNA 


NM 003363 


Homo sapiens ubiquitin specific protease 4 (proto-oncogene) (USP4), mRNA 


NM 003368 


Homo sapiens ubiquitin specific protease 1 (USP1), mRNA 


NM 003940 


Homo sapiens ubiquitin specific protease 13 (isopeptidase T-3) (USP13), mRNA 


NM 003367 


Homo sapiens upstream transcription factor 2, c-fos interacting (USF2), mRNA 


NM_003366 


Homo sapiens ubiquinol-cytochrome c reductase core protein II (UQCRC2), 
mRNA 


NM_003365 


Homo sapiens ubiquinol-cytochrome c reductase core protein I (UQCRC1), 
mRNA 


NM 003364 


Homo sapiens uridine phosphorylase (UP), mRNA 


NM_003361 


Homo sapiens uromodulin (uromucoid, Tamm-Horsfall glycoprotein) (UMOD), 
mRNA 


NM 003709 


Homo sapiens Kruppel-like factor 7 (ubiquitous) (KLF7), mRNA 


NM_003360 


Homo sapiens UDP glycosyltransferase 8 (UDP-galactose ceramide 
galactosyltransferase) (UGT8) 5 mRNA 


NM_001074 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B7 (UGT2B7), 
mRNA 


NM_001077 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B17 (UGT2B17), 
mRNA 


NM_001076 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B15 (UGT2B15), 
mRNA 


NM_001075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B10 (UGT2B10), 
mRNA 


NM 003359 


Homo sapiens UDP-glucose dehydrogenase (UGDH), mRNA 


NM 003358 


Homo sapiens UDP-glucose ceramide glucosyltransferase (UGCG), mRNA 
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NM 003357 


Homo sapiens uteroglobin (UGB), mRNA 


NM 003352 


Homo sapiens ubiquitin-like 1 (sentrin) (UBL1), mRNA 


NM 003347 


Homo sapiens ubiquitin-conjugating enzyme E2L 3 (UBE2L3), mRNA 


NM 003337 


Homo sapiens ubiquitin-conjugating enzyme E2B (RAD 6 homolog) (UBE2B), 
mRNA 


NM_003336 


Homo sapiens ubiquitin-conjugating enzyme E2A (RAD6 homolog) (UBE2A), 
mRNA 


NM 003335 


Homo sapiens ubiquitin-activating enzyme El -like (UBE1L), mRNA 


NM 000550 


Homo sapiens tyrosinase-related protein 1 (TYRP1), mRNA 

&_ £ ±- is — 


NM 000372 


Homo sapiens tyrosinase (oculocutaneous albinism IA) (TYR), mRNA 

£_ sZ i — ^ 


NM 001071 


Homo sapiens thymidylate synthetase (TYMS), mRNA 


NM 003331 


Homo sapiens tyrosine kinase 2 (TYK2), mRNA 


NM 003330 


Homo sapiens thioredoxin reductase 1 (TXNRD1), mRNA 

£1 -> — — 


NM 003329 


Homo sapiens thioredoxin (TXN), mRNA 


NM 003328 


Homo sapiens TXK tyrosine kinase (TXK), mRNA 


NM 003324 


Homo sapiens tubby like protein 3 (TULP3), mRNA 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA 


NM 003321 


Homo sapiens Tu translation elongation factor, mitochondrial (TUFM), mRNA 


NM 001070 


Homo sapiens tubulin, gamma 1 (TUBG1), mRNA 


NM 001069 


Homo sapiens tubulin, beta polypeptide (TUBB), mRNA 


NM 000371 


Homo sapiens transthyretin (prealbumin, amyloidosis type I) (TTR), mRNA 


NMJ300370 


Homo sapiens tocopherol (alpha) transfer protein (ataxia (Friedreich-like) with 
vitamin E deficiency) (TTPA), mRNA 


NM 003319 


Homo sapiens titin (TTN), mRNA 


NM 003318 


Homo sapiens TTK protein kinase (TTK), mRNA 


NM 003317 


Homo sapiens thyroid transcription factor 1 (TITF1), mRNA 


NM 003315 


Homo sapiens tetratricopeptide repeat domain 2 (TTC2), mRNA 


NM 003314 


Homo sapiens tetratricopeptide repeat domain 1 (TTC1), mRNA 


NM 003311 


Homo sapiens tumor suppressing subtransferable candidate 3 (TSSC3), mRNA 


NM 003310 


Homo sapiens tumor suppressing subtransferable candidate 1 (TSSC1), mRNA 


NM 000369 


Homo sapiens thyroid stimulating hormone receptor (TSHR), mRNA 

EL si S ~ £- i £-2 


NM 000549 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA 


NM 003496 


Homo sapiens transformation/transcription domain-associated protein (TRRAP), 
mRNA 


NM 003301 


Homo sapiens thyrotropin-releasing hormone receptor (TRHR), mRNA 


NM_003299 


Homo sapiens tumor rejection antigen (gp96) 1 (TRA1), mRNA 


NMJ303298 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 
mRNA 


NM 003296 


Homo sapiens testis specific protein 1 (probe H4-1 p3-l) (TPX1), mRNA 


NM 003295 


Homo sapiens tumor protein, translationally-controlled 1 (TPT1), mRNA 


NM 003595 


Homo sapiens tyrosylprotein sulfotransf erase 2 (TPST2), mRNA 


NM_003292 


Homo sapiens translocated promoter region (to activated MET oncogene) (TPR), 
mRNA 


NM 003291 


Homo sapiens tripeptidyl peptidase II (TPP2), mRNA 


NM_000547 


Homo sapiens thyroid peroxidase (TPO), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 003290 


Homo sapiens tropomyosin 4 (TPM4), mRNA 


NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPM1), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPI1), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 
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NM 003935 


Homo sapiens topoisomerase (DNA) HI beta (TOP3B), niRNA 


NM 001067 


Homo sapiens topoisomerase (DNA) II alpha (170kD) (TOP2A), niRNA 


NM 003285 


Homo sapiens tenascin R (restrictin, janusin) (TNR), mRNA 


NM 003284 


Homo sapiens transition protein 1 (during histone to protamine replacement) 
(TNP1), mRNA 


NM 000364 


Homo sapiens troponin T2, cardiac (TNNT2), mRNA 


NM 003283 


Homo sapiens troponin Tl, skeletal, slow (TNNT1), mRNA 


NM 000363 


Homo sapiens troponin I, cardiac (TNNI3), mRNA 


NM 003282 


Homo sapiens troponin I, skeletal, fast (TNNI2), mRNA 


NM 003281 


Homo sapiens troponin I, skeletal, slow (TNNI1), mRNA 


NM 003279 


Homo sapiens troponin C2, fast (TNNC2), mRNA 


NM 003280 


Homo sapiens troponin C, slow (TNNC1), mRNA 


NM_003985 


Homo sapiens tyrosine kinase, non-receptor, 1 (TNK1), mRNA 


NM 001244 

J_ > X_ V_X_ W X 1 1 


Homo saniens tumor necrosis factor fliffand^ sunerfamilv member 8 fTNFSF8^ 
mRNA 


NM 001252 


Homo saniens tumor necrosis factor Hieiand^ sunerfamilv member 7 fTNFSF7^ 
mRNA 


NM 003326 


Homo saniens tumor necrosis factor fliizand^ sunerfamilv member 4 (tax- 

XXV/XXXV UUUXVXXU V CilJLJLv/J. AlVvi vUlO AWV t-V^X \ ll&fct-AAV* J U UU VI 1U11111 V j lilvlllUVl T \ lUil 

transcriptionally activated glycoprotein 1, 34kD) (TNFSF4), mRNA 


NM 003808 

X > X VX W \/ -_' U V/U 


Homo saniens tumor necrosis factor Hiffand^ sunerfamilv member 1 3 
(TNFSF13), mRNA 


NM 003809 

X > XVX v/U J u 


Hnmn saniens tnmor necrosis factor Hipand^ sunerfamilv member 12 
(TNFSF12), mRNA 


NM 003810 


TTomo saniens tnmor necrosis factor nicanrH sunerfamilv member 10 

XXVJ111VJ OClUlt'llO LLX11HJ1 UtvlUolo luULUi I 11 t^CUlll 1 O LXL'^/l XdllllX V , lxXV_/JLlJ.L,'Oi. iv 

(TNFSF10), mRNA 


NM 001243 


Homo saniens tumor necrosis factor recentor sunerfamilv member 8 
(TNFRSF8), mRNA 


NM 001242 


Homo saniens tumor necrosis factor recentor sunerfamilv member 7 

XXV/XX1V/ OCiUXVXXO VW-lXlV/l X X w V/X V_/ UlU lUULvi X www L/ l*\_/X DUL/wl 1U11111 V ^ lllWlllUwl / 

(TNFRSF7), mRNA 


NM 000043 

X ~ X ▼ X. Wv v~*/ 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 
(TNFRSF6), mRNA 


NM 003327 

X X VX. \J \J *_/ — / a—/ / 


Homo saniens tumor necrosis factor recentor sunerfamilv member 4 

XXVyXXAw 7 JUUXvXlU ItiXlXV/l llvvXV/UllJ 1U v IV/X i vvvpivX OUU vl XCXXXAXX Y 2 XXXVXXXL/VX r 

(TNFRSF4), mRNA 


NM 001066 


Homo saniens tumor necrosis factor recentor sunerfamilv member 1T? 
(TNFRSF1B), mRNA 


NM 001065 

X > X VX V/ v/ X \J \J *J 


Homo saniens tnmor necrosis factor recentor snnerfamilv member 1 A 

X XU11J.U OCipXviXO LUXllwl llLVylvulij IClvLUl XwwwL^lA_/X OUjJvl XCllllll Y , iXl^ylXlU^l x n 

(TNFRSF1A), mRNA 


NM 001192 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 7 
(TNFRSF17), mRNA 


NM 003820 


Homo sapiens tumor necrosis factor receptor superfamily, member 14 
(herpesvirus entry mediator) (TNFRSF14), mRNA 


NM 003790 

X > X VX \J\J \J 1 S \J 


Homo saniens tumor necrosis factor recentor sunerfamilv member 1 9 

11UXXXU OUj^XVlXO IL4X11\J1 XlVVlUOXO XClvLvl X^WVJJIVX O \A-YJ WA XC4X1111JT , XllWlllUwl 1 £* 

(translocating chain-association membrane protein) (TNFRSF12), mRNA 


NM 002S46 

± > XVX \J\J Zd+JT\J 


Homo saniens tnm or necrosis factor recentor sunerfamilv merrTher 1 1h 

XX\Jxxx\J OttLyivXXO LL4X11VJ1 UOlu la^LUl IvvvpiUX O UJJW1 X CIX1 111 J , lllt-lHUCl 1 1 VJ 

(osteoprotegerin) (TNFRSF11B), mRNA 


NM 001839 

xnxvx \j\J~j kj^j y 


Homo saniens tnmor necrosis factor recentor sunerfamilv member 11a activator 

llvXXXU OClJJlWllO LlllllUl HWwlwOlo Xdvy LvJi. l^vvyWX O up vl XCL11111 V , lllwlllL/GX. X 1 d, CL\s LX. V CL LUX 

of NFKB (TNFRSF1 1 A), mRNA 


NM_003840 


Homo sapiens tumor necrosis factor receptor superfamily, member lOd, decoy 
with truncated death domain (TNFRSF10D), mRNA 


NM_003842 


Homo sapiens tumor necrosis factor receptor superfamily, member 10b 
(TNFRSF10B), mRNA 


NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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(TNFRSF10A), mRNA 


NM 003276 


Homo sapiens thymopoietin (TMPO), mRNA 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


NM 003274 


Homo sapiens transmembrane protein 1 (TMEM1), mRNA 


NM_003692 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
domains 1 (TMEFF1), mRNA 


NM 003273 


Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA 


NM_003272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
(TM7SF1), mRNA 


NM 003271 


Homo sapiens transmembrane 4 superfamily member 7 (TM4SF7), mRNA 


NM„003270 


Homo sapiens transmembrane 4 superfamily member 6 (TM4SF6), mRNA 

IT . _ ± i 


NMJ)03963 


Homo sapiens transmembrane 4 superfamily member 5 (TM4SF5), mRNA 


NM_003269 


Homo sapiens nuclear receptor subfamily 2, group E 5 member 1 (NR2E1), 
mRNA 


NM 003266 


Homo sapiens toll-like receptor 4 (TLR4), mRNA 


NM 003265 


Homo sapiens toll-like receptor 3 (TLR3), mRNA 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


NM 003263 


Homo sapiens toll-like receptor 1 (TLR1), mRNA 


NM 003258 


Homo sapiens thymidine kinase 1, soluble (TK1) 5 mRNA 


NM 003257 


Homo sapiens tight junction protein 1 (zona occludens 1) (TJP1) 5 mRNA 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (TIMP4), mRNA 


NM_003254 


Homo sapiens tissue inhibitor of metalloproteinase 1 (erythroid potentiating 
activity, collagenase inhibitor) (TIMP1), mRNA 


NM 003597 


Homo sapiens TGFB inducible early growth response 2 (TIEG2), mRNA 


NM 003253 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1) 5 mRNA 

£_ =- £- 


NM_000460 


Homo sapiens thrombopoietin (myeloproliferative leukemia virus oncogene 
ligand, megakaryocyte growth and development factor) (THPO), mRNA 


NM 003249 


Homo sapiens thimet oligopeptidase 1 (THOP1), mRNA 


NM 003248 


Homo sapiens thrombospondin 4 (THBS4), mRNA 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 


NM 003246 


Homo sapiens thrombospondin 1 (THBS1), mRNA 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


NM 000360 


Homo sapiens tyrosine hydroxylase (TH) 5 mRNA 

£_ si SL s£ i £-Z 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


NM_003245 


Homo sapiens transglutaminase 3 (E polypeptide, protein-glutamine-gamma- 
glutamyltransferase) (TGM3), mRNA 


NM_000359 


Homo sapiens transglutaminase 1 (K polypeptide epidermal type I, protein- 
glutamine-gamma-glutamyltransferase) (TGM1), mRNA 


NM_003243 


Homo sapiens transforming growth factor, beta receptor III (betaglycan, 300kD) 
(TGFBR3), mRNA 


NM_003242 


Homo sapiens transforming growth factor, beta receptor II (70-80kD) 
(TGFBR2), mRNA 


NM 000358 


Homo sapiens transforming growth factor, beta-induced, 68kD (TGFBI), mRNA 


NM 003239 


Homo sapiens transformingjjrowth factor, beta 3 (TGFB3), mRNA 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 


NM 003236 


Homo sapiens transforming growth factor, alpha (TGFA), mRNA 


NM 003234 


Homo sapiens transferrin receptor (p90, CD71) (TFRC), mRNA 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NM_003225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFF1), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein 1 (ARFRP1), mRNA 
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NM 003219 


Homo sapiens telomerase reverse transcriptase (TERT), mRNA 


NMJ)03673 


Homo sapiens titin-cap (telethonin) (TCAP), mRNA 


NM 003217 


Homo sapiens testis enhanced gene transcript (TEGT) 5 mRNA 

4_ S ■ * — 


NM 003216 


Homo sapiens thyrotrophic embryonic factor (TEF), mRNA 


NM 003213 


Homo sapiens TEA domain family member 4 (TEAD4), mRNA 


NM 003211 


Homo sapiens thymine-DNA glycosylase (TDG), mRNA 


NM 003608 


Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA 


NM 000355 


Homo sapiens transcobalamin II; macrocytic anemia (TCN2), mRNA 


NM_001062 


Homo sapiens transcobalamin I (vitamin B 12 binding protein, R binder family) 
(TCN1), mRNA 


NM 003202 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCF7), mRNA 


NM 003201 


Homo sapiens transcription factor 6-like 1 (mitochondrial transcription factor 1- 
like) (TCF6L1), mRNA 


NM 003199 


Homo sapiens transcription factor 4 (TCF4), mRNA 


NM 003206 


Homo sapiens transcription factor 21 (TCF21), mRNA 


NM_000545 


Homo sapiens transcription factor 1, hepatic; LF-B1, hepatic nuclear factor 
(HNF1), albumin proximal factor (TCF1), mRNA 


NMJ)03198 


Homo sapiens transcription elongation factor B (SHI), polypeptide 3 (1 lOkD, 
elongin A) (TCEB3), mRNA 


NM 001060 


Homo sapiens thromboxane A2 receptor (TBXA2R), mRNA 


NM 003194 


Homo sapiens TATA box binding protein (TBP), mRNA 


NM 003192 


Homo sapiens tubulin-specific chaperone c (TBCC), mRNA 


NM 000116 


Homo sapiens tafazzin (cardiomyopathy, dilated 3 A (X-linked); endocardial 
fibroelastosis 2; Barth syndrome) (TAZ), mRNA 


NM 000353 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 003191 


Homo sapiens threonyl-tRNA synthetase (TARS), mRNA 


NM 003190 


Homo sapiens TAP binding protein (tapasin) (TAPBP), mRNA 


NM 003189 


Homo sapiens T-cell acute lymphocytic leukemia 1 (TALI), mRNA 


NM 003188 


Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), 
mRNA 


NM 003487 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, N, 68kD (RNA-binding protein 56) (TAF2N), mRNA 


NM_003187 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, G, 32kD (TAF2G), mRNA 

— £_ =1 1 2 v 12. _ 


NM 001057 


Homo sapiens tachykinin receptor 2 (TACR2), mRNA 


NM 003180 


Homo sapiens synaptotagmin 5 (SYT5), mRNA 


NM 003895 


Homo sapiens synaptojanin 1 (SYNJ1), mRNA 

£- si £. J i £2. 


NM 003490 


Homo sapiens synapsin III (SYN3), mRNA 


NM 003178 


Homo sapiens synapsin II (SYN2), mRNA 


NM 003177 


Homo sapiens spleen tyrosine kinase (SYK), mRNA 


NM 003176 


Homo sapiens synaptonemal complex protein 1 (SYCP1), mRNA 


NM 003172 


Homo sapiens surfeit 1 (SURF1), mRNA 


NM 003167 


Homo saniens sulfotransferase familv cvtosolic 2 A dehvdroeniandrosterone 
(DHEA) -preferring, member 1 (SULT2A1), mRNA 


NM 001056 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 1 (SULT1C1), 
mRNA 


NM_001054 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
2 (SULT1 A2), mRNA 


NMJXU055 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
1 (SULT1 Al), mRNA 


NM 003165 


Homo sapiens syntaxin binding protein 1 (STXBP1), mRNA 
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NM 003163 


Homo samens svntaxin IB fSTXlxD. mRNA 


NM 003159 

X>XYJ. \. *J S 


Homo saniens serine/threonine kinase 9 fSTK9\ mRNA 


NM 003158 


Homo sapiens serine/threonine kinase 6 (STK6), mRNA 


NM 003157 

X > X VX. \J\J —) 1 -/ 1 


TTomo saniens serine/threonine kinase 2 fSTK2\ mRNA 


NM 003600 

1 'IIVX \J\J \J\f\J 


Homo sapiens serine/threonine kinase 15 (STK15), mRNA 


NM 003160 


Homo sapiens serine/threonine kinase 13 (aurora/IPLl-like) (STK13), mRNA 


isjivr 003156 


TTnmn <3aTvipns stromal interaction molecule 1 fSTTIVtl^ mRNA 


NM 003155 


Homo sapiens stanniocalcin 1 (STC1), mRNA 


xNlYL UUjo / / 


TTnmn canipTic ^TAT inHnnpfl QTAT mm'hitor-? fS!TATT9i rrfRNA 

XxUillO b dpi Clio 111U.U.UCU. lJIjTVX 111111 Ul UJ1 ~Z« ^OlAllxvjj lllxvl > xx. 


tsjaa nn^ 1 

1N1VJL UUjlJn' 


U nTnn cnnipnc ct^fh ^rin f<xTATTTi mT?7\TA 
XlOIllU adpiCIlb isldllieilll ^Olrillxj, llJLTSJLNzx 


NM 003153 


Homo sapiens signal transducer and activator of transcription 6, interleukin-4 

lllU-U-vvCU. JL /A. X VJ^ 5 lllXVlNxY 




TTnmn canipnc cional tranQHiiPpr anH activator of Iran scrirvti on 5 A fSTAT5A^ 

XJ-VjlllVJ odLllClia olt^lldl U tU.lloVJ.U.VvCl ClxivX ClvvLlVClLWl \JX IX CAllowl L^J LXV^XX «^XX y U X XX. X *J XX/ , 

mRNA 


NM 003151 

1N1YJL \J\JJ 1 «J 1 


TTomo «3anien<? «;icma1 transducer and activator of transcription 4 fSTAT4i mRNA 

X XxJlllW o&JJll/llo oXx^llcxl LX dllovxixv^vx cixivx aw u vaiui vx u aiio wx ijj lxuxx < ' a x x x ' XXXX.VJ. ^ x x. 


NM_003150 


Homo sapiens signal transducer and activator of transcription 3 (acute-phase 

rpQnonQp fa c tori «^TAT3 i mRNA 
IC&pLllloC x.Ci\j\\Jy) ^Olrxl JJ, ilxlvlNxv 


NM 00034.0 


TTnmn Qanif^riQ QtprnirlocrpTiip acntp rpcrnlatorv nrotpin fSlT'AR^ mRNA 

XXv/llHJ OCl^J IC115 O Lt'l WlVX-W^C'lxx^ GL\s\X\\j 1 V^g, LX1CXLVJX J LJX \J LW111 iXJXVyj XXXXVX > XV. 


TsjA/T 00^47^ 

xNlVl KJyJD'-r / D 


TTnmn cfinipnc cicmal trancHnciiicr aHar>tnr molppnlp fS!TT3 rlomain anH TTAIVT 

XJLU1UU oClL/lCllo ol^lldl Ll dlloLlU-V/lllg ClLlClJJUJl lAHJXt»VU.lt- ^UllJ vXvJlllCllll CXllvX ixxuVl 

motifi 1 fSTATVn mRNA 

111\JLL±J X 1 XXiVl yj X x XX VX > XX 


NM_003149 


Homo sapiens src homology three (SH3) and cysteine rich domain (STAC), 
mRNA 

JXXXX.X N xV 


NM 001048 


Homo sapiens somatostatin (SST), mRNA 


xNlVJL VJU j 1H"U 


TTnmn oonipnc c fn i ct~i ivf* cr\ppiixp rp^nomti nn nT*r%tpin 1 iS»£»T?T*1 1 m"RNTA 

XlUlilvJ OCtjJlClliS o Ll IXL/ LLXl C o|Jt/t/lXlL/ lCL/\JglllLHJll JJXUL^lll X ^OOlvi X J } XXXXVX > XV. 


NM flfl374S 

xNxYJL VJUJ/*+J 


TTnmn cisnipiic T A T<T V^inHiticr "nTntpin fS\ S\ T- 1 i rnT? T\F A 

XJ.U111U Od|JlC'llo J xVXX. LrllXlilllg L^lv^Lwlll OX X Jy XlXtVXNx^. 


NM 0010K0 

xNxVJL UUluOu 


TTnmn QntiipriQ alrlpTivrlp HpTivHrricrp'naQP 5 familv mpmTiPr A1 r^nccinatp- 

XXUlllU oClLllC'llO <llV-lt/ll yUC U.C/llj'U.lUgt'llCXoC' *J XCllllllj/ ? 111V^111L/V-/X xi. 1 \X\j\ji.lX.<X LV^ 

<3pmia1rlplxvr1p HphvHrocrpna^p i TAT,F)H5A1^ mRNA 

O^XlllCLXLX^/ll V VXV^lX^y VXX Wt^V^XXCXOvv J \^XV 1 ;1 /I X^/ XX X J} XXXXVX>j£X 


NM 0031 3Q 


TTomo QflTvipTiQ cicmal rpcooni tion narticlp rpcpntor ^'Hockino - r>rotpin' i TSIRRR^ 

X XWXXXW OClJLJl&llO ol^lld.1 JLVyVvUgXHUUll L-»CX1 X VvUV^ yj IAJX y vXVJ^/XvlXX^ ^JJl KJ LV-/XXX f ^LJXNJ. XV J 5 

mRNA 


NM 0031 3R 

XNXVJL V/UJ 1JO 


Homo <?anien<? SFRlS nrotein kinase 2 ('SRPK2 , > mRNA 

XXxJXllvJ OdUlvllu k_>X XVU LJx \J UV-/11X JVllltXOW X_r ^kJXVX XViJ J ^ X X XXvi > XX 


NM 003135 


TTnmn cjanipns cncrnal rpcocrnition r)artic1p 1 QVf) t'SlRPIO'i mRTsTA 


NM 00313? 


TTomo Qar>ipn<3 <sTiPrmi<iirip ^vntrta^p TSJi^lVr i mR7\TA 

XlVJlilU OCijLllwXXO OUvl JLXlXVXlXXw O y X X Li JltXo \j ^UlVLVl J } XXXXVX > XX. 


NM 003130 


Homo sapiens sorcin (SRI), mRNA 


NM 001047 

JUNIVX VJ\J 1 W-r / 


TTnTTin QaT*ipTiQ QtPfniH-S— QlnixQ-fprlnptaQP alWha "nnlvnpntirlp 1 ( ^ -nvn-S alnVia — 

XXUJLllvx odJL/1 txlo OLVvl V^1VX~»J "CtllJXlCl 1 t/U-LlL/Ldot/, CLl^JiMX LJWlJi' J^/vvLy tlU-t? X UAU *J CtlLJllCx 

steroid delta 4-dehvdroff en ase alnha 1 1 rSRJD5Al i mRNA 

OLvl U1VX UvilM. 1 UvllJ VXX VgvlJLUOv CXX L/X XXX X * 1 UXVX/v/x XX -1-lXLVXli X 


NM 003743 


Homo saniens nuclear recen tor coactivator 1 (T^COAli mRNA 


NM 003128 


Homo sapiens spectrin, beta, non-erythrocytic 1 (SPTBN1), mRNA 


NM 003197 


TTnmn cianipriQ qitpp^titi a1"nVia t\ n n - ptvTTi vc\ p vti c 1 ralTiTia-fnr1rin , i ^SlPfANTI i 
xiuinu ociiyxv'ixo o^JL/i^Li 111, aijjixci, iiviii cijr iiiiv/wjr in^ x \^cxxljxxc4~xvjvxi in j ^ui im> i y ? 

mRNA 


NM 003196 

X ^1 XVX v/VJliiU 


Homo saniens snectrin alnha ervthrocvtic 1 Tell intocvto sis 2i fSPTAl i mRNA 

X XVX111V CX lUIU upvVlllllj CXX ^XX XXX, VI Jr LXXX UVJ UV X ^Vlll^/lWVJ' WulO J \ /J X11XVX IX X 


NM 003125 


Homo sapiens small proline-rich protein IB (cornifin) (SPRR1B), mRNA 


"VTA/T 00^194. 


TTnmn <3ar>ipTi , 3 Qpmar»tpT~iTi vf^f^imta^f^ (1 ^-HihvHroTiiotitpriTTN^ATIlT^-T- 

JLAxJlllv/ OClJ./lt'llo JL/lClL/ LCI 111 1 CLlllvy LcloC 1 / ,0 ~VJ.llXjf VXX vJUXvJLJLvvX 111. X>(.rTULAL ' 

oxidoreductase) (SPR), mRNA 


TsJM 00^19^ 

xNxVJL UWJ IxiO 


TTnmn QatiipTT? cjialnnTinfiTi ( cmT 11^ IpnVncjialin (^T^43^ TSIPN^ mT?7\TA 

XJUJXllv* Ocl|Jit/llo oidlvlJJllvJl 111 ^^JJJLjI 1*/, IGlXiVvJoXCllllX, K^±^Tu J ^Ul X>l llXlVXNxx 


NM 003121 


Homo sapiens Spi-B transcription factor (Spi-l/PU.l related) (SPIB), mRNA 


xta/T CiM 190 


jnuiuu bcxpiciio bpieeu locuib luixiTing virut> ^oi/jt' v j piuviiai liiicgraLion uiiC/Ogcuc 
spil (SPI1), mRNA 


NM_003119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM_003118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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NM 003107 


Homo sapiens SRY (sex determining region Y)-box 4 (SOX4), mRNA 


NM 003108 


Homo sapiens SRY (sex determining region Y)-box 1 1 (SOX1 1), mRNA 


NM 003104 


Homo sapiens sorbitol dehydrogenase (SORD), mRNA 


NM 003102 


Homo sapiens superoxide dismutase 3, extracellular (SOD3), mRNA 


NM 003794 


Homo sapiens sorting nexin 4 (SNX4), mRNA 


NM 003100 


Homo sapiens sorting nexin 2 (SNX2), mRNA 


NM 003094 


Homo sapiens small nuclear ribonucleoprotein polypeptide E (SNRPE), mRNA 


NM 003092 


Homo sapiens small nuclear ribonucleoprotein polypeptide B" (SNRPB2), 
mRNA 


NM_003090 


Homo sapiens small nuclear ribonucleoprotein polypeptide A 1 (SNRPA1), 
mRNA 


NM_003089 


Homo sapiens small nuclear ribonucleoprotein 70kD polypeptide (RNP antigen) 
(SNRP70), mRNA 


NM 003498 


Homo sapiens stannin (SNN), mRNA 


NM 003087 


Homo sapiens synuclein, gamma (breast cancer-specific protein 1) (SNCG), 
mRNA 


NM_003083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kD 
(SNAPC2), mRNA 


NM_003082 


Homo sapiens small nuclear RNA activating complex, polypeptide 1, 43kD 
(SNAPC1), mRNA 


NM_003081 


Homo sapiens synaptosomal-associated protein, 25kD (SNAP25), mRNA 


NM 003078 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 3 (SMARCD3), mRNA 


NM 003077 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 2 (SMARCD2), mRNA 


NM 003076 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 1 (SMARCD1), mRNA 


NM 003075 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 2 (SMARCC2), mRNA 


NM 003074 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 1 (SMARCC1), mRNA 


NM 003073 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily b, member 1 (SMARCB1), mRNA 


NM 003601 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 5 (SMARCA5), mRNA 


NM 003071 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 3 (SMARCA3), mRNA 


NM_003070 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 2 (SMARCA2), mRNA 


NM 003069 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 1 (SMARCA1), mRNA 


NM 003982 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 7 (SLC7A7), mRNA 


NM 003046 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 2 (SLC7A2), mRNA 


NM 003045 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 1 (SLC7A1), mRNA 


NM__003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine), 
member 6 (SLC6A6), mRNA 


NM_001045 


Homo sapiens solute earner family 6 (neurotransmitter transporter, serotonin), 
member 4 (SLC6A4), mRNA 


NM 001044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine), 
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member 3 (SLC6A3), mRNA 


NM_003042 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 (SLC6A1), mRNA 


NM 003044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
betaine/GABA) 5 member 12 (SLC6A12), mRNA 


NM 000453 


Homo sapiens solute carrier family 5 (sodium iodide symporter), member 5 
(SLC5A5), mRNA 


NM 003041 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 2 
(SLC5A2), mRNA 


NM 000343 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 1 
(SLC5A1), mRNA 


NM_003040 


Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte 
membrane protein band 3-like 1) (SLC4A2), mRNA 


NM_000342 


Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte 
membrane protein band 3, Diego blood group) (SLC4A1), mRNA 


NM_000341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral amino acid 
transporters, activator of cystine, dibasic and neutral amino acid transport), 
member 1 (SLC3A1), mRNA 


NM 001860 


Homo sapiens solute carrier family 31 (copper transporters), member 2 
(SLC31A2),mRNA 


NM_001859 


Homo sapiens solute carrier family 31 (copper transporters), member 1 
(SLC31Al),mRNA 


NM 003039 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 5 
(SLC2A5), mRNA 


NM 001042 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 4 
(SLC2A4), mRNA 


NM 003705 


Homo sapiens solute carrier family 25 (mitochondrial carrier, Aralar), member 
12 (SLC25A12), mRNA 


NM 003060 


Homo sapiens solute carrier family 22 (organic cation transporter), member 5 
(SLC22A5), mRNA 


NM 003058 


Homo sapiens solute carrier family 22 (organic cation transporter), member 2 
(SLC22A2), mRNA 


NM__003057 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1 
(SLC22A1), mRNA 


NM 003562 


Homo sapiens solute carrier family 25 (mitochondrial carrier; oxoglutarate 
carrier), member 1 1 (SLC25A1 1), mRNA 


NM 003038 


Homo sapiens solute carrier family 1 (glutamate/neutral amino acid transporter), 
member 4 (SLC1A4), mRNA 


NM_003056 


Homo sapiens solute carrier family 19 (folate transporter), member 1 
(SLC19Al),mRNA 


NMJ)03055 


Homo sapiens solute carrier family 18 (vesicular acetylcholine), member 3 
(SLC18A3),mRNA 


NM_003054 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 2 
(SLC18A2),mRNA 


NMJ)03053 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 1 
(SLC18Al),mRNA 


NMJ)03052 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NM_003051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


NM_003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 



519 



WO 03/074654 



PCT/US03/05028 



NM_000339 


Homo sapiens solute carrier family 12 (sodium/chloride transporters), member 3 
(SLC12A3), mRNA 


NM_001046 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 2 (SLC12A2), mRNA 


NM_000452 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 2 (SLC10A2) 5 mRNA 


NM_003049 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 1 (SLC10A1), mRNA 


NM 003037 


Homo sapiens signaling lymphocytic activation molecule (SLAM), mRNA 


NM_003616 


Homo sapiens survival of motor neuron protein interacting protein 1 (SIP1), 
mRNA 


NM 003035 


Homo sapiens TALI (SCL) interrupting locus (SIL), mRNA 


NM_003032 


Homo sapiens sialyltransferase 1 (beta-galactoside alpha-2,6-sialytransferase) 
(SIAT1), mRNA 


NM 001041 


Homo sapiens sucrase-isomaltase (SI), mRNA 


NM 003027 


Homo sapiens SH3-domain GRB2-like 3 (SH3GL3), mRNA 


NM 003026 


Homo sapiens SH3-domain GRB2-like 2 (SH3GL2), mRNA 


NM 003025 


Homo sapiens SH3~domain GRB2-like 1 (SH3GL1), mRNA 


NM 003023 


Homo sapiens SH3 -domain binding protein 2 (SH3BP2), mRNA 


NM_003022 


Homo sapiens SH3 domain binding glutamic acid-rich protein like (SH3BGRL), 
mRNA 


NM_000199 


Homo sapiens N-sulfoglucosamine sulfohydrolase (sulfamidase) (SGSH), 
mRNA 


NM__003020 


Homo sapiens secretory granule, neuroendocrine protein 1 (7B2 protein) 
(SGNE1), mRNA 


NM_000337 


Homo sapiens sarcoglycan, delta (35kD dystrophin-associated glycoprotein) 
(SGCD), mRNA 


NM_000232 


Homo sapiens sarcoglycan, beta (43kD dystrophin-associated glycoprotein) 
(SGCB), mRNA 


NM 003019 


Homo sapiens surfactant, pulmonary-associated protein D (SFTPD), mRNA 


NM 003018 


Homo sapiens surfactant, pulmonary-associated protein C (SFTPC), mRNA 


NM 000542 


Homo sapiens surfactant, pulmonary-associated protein B (SFTPB), mRNA 


NM 003011 


Homo sapiens SET translocation (myeloid leukemia-associated) (SET), mRNA 


NM 003010 


Homo sapiens mitogen-activated protein kinase kinase 4 (MAP2K4), mRNA 


NM 003009 


Homo sapiens selenoprotein W, 1 (SEPW1), mRNA 


NM 003008 


Homo sapiens semenogelin II (SEMG2), mRNA 


NM 003007 


Homo sapiens semenogelin I (SEMG1), mRNA 


NM_003966 


Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1- 
like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 
5A (SEMA5A), mRNA 


NM_003002 


Homo sapiens succinate dehydrogenase complex, subunit D, integral membrane 
protein (SDHD), nuclear gene encoding mitochondrial protein, mRNA 


NM 002999 


Homo sapiens syndecan 4 (amphiglycan, ryudocan) (SDC4), mRNA 


NM 002997 


Homo sapiens syndecan 1 (SDC1), mRNA 


NM_002996 


Homo sapiens small inducible cytokine subfamily D (Cys-X3-Cys), member 1 
(fractalkine, neurotactin) ( SCYD 1), mRNA 


NM_003175 


Homo sapiens small inducible cytokine subfamily C, member 2 (SCYC2), 
mRNA 


NMJ)02993 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 
(granulocyte chemotactic protein 2) (SCYB6), mRNA 


NM_002994 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 
(epithelial-derived neutrophil-activating peptide 78) (SCYB5), mRNA 
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NM 002985 


Homo sapiens small inducible cytokine A5 (RANTES) (SCYA5), mRNA 


NM_002991 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 24 
(SCYA24), mRNA 


NM_002990 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 22 
(SCYA22), mRNA 


NM_002989 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 21 
(SCYA21), mRNA 


NM_002988 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 18, 
pulmonary and activation-regulated (SCYA18), mRNA 


NM_002987 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 17 
(SCYA17),mRNA 


NM.002986 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 1 
(eotaxin) (SCYA1 1), mRNA 


NM 002979 


Homo sapiens sterol carrier protein 2 (SCP2), mRNA 


NM 001039 


Homo sapiens sodium channel, nonvoltage-gated 1, gamma (SCNN1G), mRNA 


NM 002978 


Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), mRNA 


NM 001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNN1 A), mRNA 


NM_002977 


Homo sapiens sodium channel, voltage-gated, type IX, alpha polypeptide 
(SCN9A), mRNA 


NM_002976 


Homo sapiens sodium channel, voltage-gated, type VI, alpha polypeptide 
(SCN6A), mRNA 


NM_000334 


Homo sapiens sodium channel, voltage-gated, type IV, alpha polypeptide 
(SCN4A), mRNA 


NM_001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCN1B), 
mRNA 


NM_002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 
(SCGF), mRNA 


NM 003843 


Homo sapiens sciellin (SCEL), mRNA 


NM_002973 


Homo sapiens spinocerebellar ataxia 2 (olivopontocerebellar ataxia 2, autosomal 
dominant, ataxin 2) (SCA2), mRNA 


NM_000332 


Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 
dominant, ataxin 1) (SCA1), mRNA 


NM_002971 


Homo sapiens special AT-rich sequence binding protein 1 (binds to nuclear 
matrix/scaffold-associating DNA's) (SATB1), mRNA 


NM 002970 


Homo sapiens spermidine/spermine Nl-acetyltransferase (SAT), mRNA 

£_ £_ ±_ s£ i — 


NM_003870 


Homo sapiens IQ motif containing GTPase activating protein 1 (IQGAP1), 
mRNA 


NM 002967 


Homo sapiens scaffold attachment factor B (SAFB), mRNA 


NM_000331 


Homo sapiens serum amyloid Al (SAA1), mRNA 


NM 001036 


Homo sapiens ryanodine receptor 3 (RYR3), mRNA 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 


NM_002956 


Homo sapiens restin (Reed-Steinberg cell-expressed intermediate filament- 
associated protein) (RSN), mRNA 


NM 001033 


Homo sapiens ribonucleotide reductase Ml polypeptide (RRM1), mRNA 


NM 002955 


Homo sapiens ras responsive element binding protein 1 (RREB1), mRNA 


NM_003942 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 4 (RPS6KA4), 
mRNA 


NM_002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin II (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPN1), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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mRNA 


NM 002947 


Homo sapiens replication protein A3 (14kD) (RPA3), mRNA 


NM 002946 


Homo sapiens replication protein A2 (32kD) (RPA2), mRNA 


NM 002945 


Homo sapiens replication protein Al (70kD) (RPA1), mRNA 


NM 000328 


Homo sapiens retinitis pigmentosa GTPase regulator (RPGR), mRNA 


NM 002943 


Homo sapiens RAR-related orphan receptor A (RORA), mRNA 


NM 000327 


Homo sapiens retinal outer segment membrane protein 1 (ROM1), mRNA 


NM_003799 


Homo sapiens RNA (guanine-7-) methyltransferase (RNMT), mRNA 


NM 002939 


Homo sapiens ribonuclease/angiogenin inhibitor (RNH), mRNA 


NM 003800 


Homo sapiens RNA guanylyltransferase and 5 '-phosphatase (RNGTT), mRNA 


NM 002938 


Homo sapiens ring finger protein 4 (RNF4), mRNA 


NM_002940 


Homo sapiens ATP-binding cassette, sub-family E (OABP), member 1 
(ABCE1), mRNA 


NM 002936 


Homo sapiens ribonuclease HI (RNASEH1), mRNA 

V n 


NM_002935 


Homo sapiens ribonuclease, RNase A family, 3 (eosinophil cationic protein) 
(RNASE3), mRNA 


NM_002934 


Homo sapiens ribonuclease, RNase A family, 2 (liver, eosinophil-derived 
neurotoxin) (RNASE2), mRNA 


NM 003796 


Homo sapiens RPB 5 -mediating protein (RMP), mRNA 


NM 003821 


Homo sapiens receptor-interacting serine-threonine kinase 2 (RIPK2), mRNA 


NM 003687 


Homo sapiens LIM domain protein (RIL), mRNA 


NM 002929 


Homo sapiens rhodopsin kinase (RHOK), mRNA 


NM 000324 


Homo sapiens Rhesus blood group-associated glycoprotein (RHAG), mRNA 


NM 003835 


Homo sapiens regulator of G-protein signalling 9 (RGS9), mRNA 


NM 003617 


Homo sapiens regulator of G-protein signalling 5 (RGS5), mRNA 


NM 002923 


Homo sapiens regulator of G-protein signalling 2, 24kD (RGS2), mRNA 


NM 002922 


Homo sapiens regulator of G-protein signalling 1 (RGS1), mRNA 


NM 002928 


Homo sapiens regulator of G-protein signalling 16 (RGS16), mRNA 


NM 002926 


Homo sapiens regulator of G-protein signalling 12 (RGS12), mRNA 


NM 003834 


Homo sapiens regulator of G-protein signalling 1 1 (RGS1 1), mRNA 


NM 002921 


Homo sapiens retinal G protein coupled receptor (RGR), mRNA 


NM 000538 


Homo sapiens regulatory factor X-associated protein (RFXAP), mRNA 


NM_003721 


Homo sapiens regulatory factor X-associated ankyrin-containing protein 
(RFXANK), mRNA 

v ±2. 


NM_002918 


Homo sapiens regulatory factor X, 1 (influences HLA class II expression) 
(RFX1), mRNA 


NM 002916 


Homo sapiens replication factor C (activator 1)4 (37kD) (RFC4), mRNA 


NM 002915 


Homo sapiens replication factor C (activator 1) 3 (38kD) (RFC3), mRNA 


NM 002914 


Homo sapiens replication factor C (activator 1) 2 (40kD) (RFC2), mRNA 


NM_003704 


Homo sapiens gene with multiple splice variants near HD locus on 4pl6.3 
(RES4-22), mRNA 


NM_002908 


Homo sapiens v-rel avian reticuloendotheliosis viral oncogene homolog (REL), 
mRNA 


NM_002909 


Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, 
pancreatic thread protein) (REG1 A), mRNA 


NM 000322 


Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 


NM 002905 


Homo sapiens retinol dehydrogenase 5(1 1-cisand 9-cis) (RDH5), mRNA 


NM 002903 


Homo sapiens recoverin (RCV1), mRNA 


NM_002902 


Homo sapiens reticulocalbin 2, EF-hand calcium binding domain (RCN2), 
mRNA 


NM_002901 


Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCN1), 
mRNA 
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NM 002896 


Homo sapiens RNA binding motif protein 4 (RBM4), rnRNA 


NM 002895 


Homo sapiens retinoblastoma-like 1 (pi 07) (RBL1), rnRNA 


NM 000321 


Homo sapiens retinoblastoma 1 (including osteosarcoma) (RBI), rnRNA 


NM 000966 


Homo sapiens retinoic acid receptor, gamma (RARG), rnRNA 


NM 000964 


Homo sapiens retinoic acid receptor, alpha (RARA), rnRNA 


NM 002885 


Homo sapiens RAP1, GTPase activating protein 1 (RAP1GA1), mRNA 


NM 002884 


Homo sapiens RAP1A, member of RAS oncogene family (RAP1A), mRNA 


NM 002883 


Homo sapiens Ran GTPase activating protein 1 (RANGAP1), mRNA 


NM_002881 


Homo sapiens v-ral simian leukemia viral oncogene homolog B (ras related; 
GTP binding protein) (RALB), mRNA 


NM 002871 


Homo sapiens RAB interacting factor (RABIF), mRNA 


NM 003929 


Homo sapiens RAB7, member RAS oncogene family-like 1 (RAB7L1), mRNA 


NM 002869 


Homo sapiens RAB6, member RAS oncogene family (RAB6), mRNA 


NM 002868 


Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


NM 002866 


Homo sapiens RAB3A, member RAS oncogene family (RAB3A), mRNA 


NM 002870 


Homo sapiens RAB 13, member RAS oncogene family (RAB 13), mRNA 


NM 000320 


Homo sapiens quinoid dihydropteridine reductase (QDPR), mRNA 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


NM_002863 


Homo sapiens phosphorylase, glycogen; liver (Hers disease, glycogen storage 
disease type VI) (PYGL), mRNA 


NM_002862 


Homo sapiens phosphorylase, glycogen; brain (PYGB), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_002860 


Homo sapiens pyrroline-5-carboxylate synthetase (glutamate gamma- 
semialdehyde synthetase) (PYCS), mRNA 


NM 000319 


Homo sapiens peroxisome receptor 1 (PXR1), mRNA 


NM 002859 


Homo sapiens paxillin (PXN), mRNA 


NM 002857 


Homo sapiens peroxisomal farnesylated protein (PXF), mRNA 


NM 002854 


Homo sapiens parvalbumin (PVALB), mRNA 


NM_002852 


Homo sapiens pentaxin-related gene, rapidly induced by IL-1 beta (PTX3), 
mRNA 


NM 000317 


Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA 


NM__002851 


Homo sapiens protein tyrosine phosphatase, receptor-type, Z polypeptide 1 
(PTPRZ1), mRNA 


NM 002850 


Homo sapiens protein tyrosine phosphatase, receptor type, S (PTPRS), mRNA 


NM 002846 


Homo sapiens protein tyrosine phosphatase, receptor type, N (PTPRN), mRNA 


NM 002845 


Homo sapiens protein tyrosine phosphatase, receptor type, M (PTPRM), mRNA 


NM 002844 


Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA 


NM 002843 


Homo sapiens protein tyrosine phosphatase, receptor type, J (PTPRJ), mRNA 


NM 002842 


Homo sapiens protein tyrosine phosphatase, receptor type, H (PTPRH), mRNA 


NM 002840 


Homo sapiens protein tyrosine phosphatase, receptor type, F (PTPRF), mRNA 


NM 002839 


Homo sapiens protein tyrosine phosphatase, receptor type, D (PTPRD), mRNA 


NM 002824 


Homo sapiens parathymosin (PTMS), mRNA 


NM 002823 


Homo sapiens prothymosin, alpha (gene sequence 28) (PTMA), mRNA 


NM 000316 


Homo sapiens parathyroid hormone receptor 1 (PTHR1), mRNA 


NM 002820 


Homo sapiens parathyroid hormone-like hormone (PTHLH), mRNA 


NM 000315 


Homo sapiens parathyroid hormone (PTH), mRNA 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EP1), 42kD (PTGER1), 
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mRNA 


NM 000954 


Homo sapiens prostaglandin D2 synthase (21kD, brain) (PTGDS), mRNA 


NM_000314 


Homo sapiens phosphatase and tensin homolog (mutated in multiple advanced 
cancers 1) (PTEN), mRNA 


NM 000952 


Homo sapiens platelet-activating factor receptor (PTAFR), mRNA 


NM_002818 


Homo sapiens proteasome (prosome, macropain) activator subunit 2 (PA28 beta) 
(PSME2), mRNA 


NM_002811 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 7 
(Mov34 homolog) (PSMD7), mRNA 


NM_002806 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 6 
(PSMC6), mRNA 


NM_002805 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 5 
(PSMC5), mRNA 


NM_002804 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 3 
(PSMC3), mRNA 


NM_002803 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 2 
(PSMC2), mRNA 


NM_002802 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 1 
(PSMCl),mRNA 


NM_002800 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 9 (large 
multifunctional protease 2) (PSMB9), mRNA 


NM_002799 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7), 
mRNA 


NM_002797 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 5 (PSMB5), 
mRNA 


NM_002796 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 4 (PSMB4), 
mRNA 


NM_002795 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 3 (PSMB3), 
mRNA 


NM_002794 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 2 (PSMB2), 

Jl x Kir " x s ' J x ~ V / " 

mRNA 


NM_002793 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 (PSMB1), 
mRNA 


NM_002801 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 10 
(PS MB 10), mRNA 


NM_002790 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 
(PSMA5), mRNA 


NM_002788 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 3 
(PSMA3), mRNA 


NM_002786 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 1 
(PSMA1), mRNA 


NM 002783 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 7 (PSG7), mRNA 


NM 002781 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 5 (PSG5), mRNA 


NM 002780 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 4 (PSG4), mRNA 


NM_002785 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 1 (Note redefinition of 
symbol) (PSG1 1), mRNA 


NM 002784 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 9 (PSG9), mRNA 


NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 


NM 002776 


Homo sapiens kallikrein 10 (KLK10), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 


NM 002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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NM 002769 


Homo sapiens protease, serine, 1 (trypsin 1) (PRSS1), mRNA 


NM 003619 


Homo sapiens protease, serine, 12 (neurotrypsin, motopsin) (PRSS12), mRNA 


NM 002775 


Homo sapiens protease, serine, 1 1 (IGF binding) (PRSS1 1), mRNA 


1SIM_002767 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 2 
(PRPSAP2), mRNA 


NM_002766 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 1 
(PRPSAP1), mRNA 

_V 12. — 


NM_002765 


Homo sapiens phosphoribosyl pyrophosphate synthetase 2 (PRPS2), mRNA 


NM 002764 


Homo sapiens phosphoribosyl pyrophosphate synthetase 1 (PRPS1), mRNA 


NM_003891 


Homo sapiens protein Z, vitamin K-dependent plasma glycoprotein (PROZ), 
mRNA 


NM 002763 


Homo sapiens prospero-related homeobox 1 (PROX1), mRNA 


NM 000313 


Homo sapiens protein S (alpha) (PROS1), mRNA 


NM_000312 


Homo sapiens protein C (inactivator of coagulation factors Va and Villa) 
(PROC), mRNA 


NM 002762 


Homo sapiens protamine 2 (PRM2), mRNA 
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NM 002761 


Homo sapiens protamine 1 (PRM1), mRNA 


NM 000949 


Homo sapiens prolactin receptor (PRLR), mRNA 


NM 000948 


Homo sapiens prolactin (PRL), mRNA 


NM_002759 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent (PRKR), mRNA 
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NM 002756 


Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), mRNA 


NM 002749 


Homo sapiens mitogen-activated protein kinase 7 (MAPK7), mRNA 


NM 002745 


Homo sapiens mitogen-activated protein kinase 1 (MAPK1), mRNA 


NM 002751 


Homo sapiens mitogen-activated protein kinase 1 1 (MAPK1 1), mRNA 


NM 002753 


Homo sapiens mitogen-activated protein kinase 10 (MAPK10), mRNA 


NM 002743 


Homo sapiens protein kinase C substrate 80K-H (PRKCSH), mRNA 


NM 002742 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


NM 002741 


Homo sapiens protein kinase C-like 1 (PRKCL1), mRNA 


NM 002740 


Homo sapiens protein kinase C, iota (PRKCT), mRNA 


NM 002738 


Homo sapiens protein kinase C, beta 1 (PRKCB1), mRNA 


NM 002737 


Homo sapiens protein kinase C, alpha (PRKCA), mRNA 


NM 002736 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, beta 
(PRKAR2B), mRNA 


NM 002734 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type I, alpha (tissue 
specific extinguisher 1) (PRKAR1 A), mRNA 


NM 002733 


Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit 
(PRKAG1), mRNA 


NM_002731 


Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), 
mRNA 


NM_002730 


Homo sapiens protein kinase, cAMP-dependent, catalytic, alpha (PRKACA), 
mRNA 


NM 000947 


Homo sapiens primase, polypeptide 2 A (58kD) (PRIM2A), mRNA 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRIM1), mRNA 


NM_002728 


Homo sapiens proteoglycan 2, bone marrow (natural killer cell activator, 
eosinophil granule major basic protein) (PRG2), mRNA 


NM 002727 


Homo sapiens proteoglycan 1, secretory granule (PRG1), mRNA 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NM_002725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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NM 000310 


Homo sapiens palmitoyl-protein thioesterase 1 (ceroid-lipofuscinosis, neuronal 1, 
infantile) (PPT1), mRNA 


NM 002720 


Homo sapiens protein phosphatase 4 (formerly X), catalytic subunit (PPP4C), 
mRNA 


NM 002719 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), gamma 
isoform (PPP2R5C), mRNA 


NMJ302715 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, alpha 
isoform (PPP2CA), mRNA 


NM_002713 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM 002712 


Homo sapiens protein phosphatase 1, regulatory subunit 7 (PPP1R7), mRNA 


NM 002714 


Homo sapiens protein phosphatase 1, regulatory subunit 10 (PPP1R10), mRNA 


NM 002710 


Homo sapiens protein phosphatase 1, catalytic subunit, gamma isoform 
(PPP ICC), mRNA 


NM_002709 


Homo sapiens protein phosphatase 1, catalytic subunit, beta isoform (PPP1CB), 
mRNA 


NM__002708 


Homo sapiens protein phosphatase 1, catalytic subunit, alpha isoform (PPP1CA), 
mRNA 


NM 000309 


Homo sapiens protoporphyrinogen oxidase (PPOX), mRNA 


NM 002706 


Homo sapiens protein phosphatase IB (formerly 2C), magnesium-dependent, 
beta isoform (PPM1B), mRNA 


NM 002705 


Homo sapiens periplakin (PPL), mRNA 


NM 000943 


Homo sapiens peptidylprolyl isomerase C (cyclophilin C) (PPIC), mRNA 


NM_000308 


Homo sapiens protective protein for beta-galactosidase (galactosialidosis) 
(PPGB), mRNA 


NM 002703 


Homo sapiens phosphoribosyl pyrophosphate amidotransferase (PPAT), mRNA 


NM 003712 


Homo sapiens phosphatide acid phosphatase type 2C (PPAP2C), mRNA 


NM 003713 


Homo sapiens phosphatidic acid phosphatase type 2B (PPAP2B), mRNA 


NM 003711 


Homo sapiens phosphatidic acid phosphatase type 2A (PPAP2A), mRNA 


NM 002702 


Homo sapiens POU domain, class 6, transcription factor 1 (POU6F1), mRNA 


NM 002701 


Homo sapiens POU domain, class 5, transcription factor 1 (POU5F1), mRNA 


NM 002700 


Homo sapiens POU domain, class 4, transcription factor 3 (POU4F3), mRNA 


NM 000307 


Homo sapiens POU domain, class 3, transcription factor 4 (POU3F4), mRNA 


NM 002699 


Homo sapiens POU domain, class 3, transcription factor 1 (POU3F1), mRNA 


NM 002697 


Homo sapiens POU domain, class 2, transcription factor 1 (POU2F1), mRNA 


NM_000306 


Homo sapiens POU domain, class 1, transcription factor 1 (Pitl, growth hormone 
factor 1) (POU1F1), mRNA 


NM 000446 


Homo sapiens paraoxonase 1 (PON1), mRNA 


NM 000939 


Homo sapiens proopiomelanocortin (adrenocorticotropin/ beta-lipotropin/ alpha- 
melanocyte stimulating hormone/ beta-melanocyte stimulating hormone/ beta- 
endorphin) (POMC), mRNA 


NM_002693 


Homo sapiens polymerase (DNA directed), gamma (POLG), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 002692 


Homo sapiens polymerase (DNA directed), epsilon 2 (POLE2), mRNA 


NMJ)02691 


Homo sapiens polymerase (DNA directed), delta 1, catalytic subunit (125kD) 
(POLD1), mRNA 


NM 002690 


Homo sapiens polymerase (DNA directed), beta (POLB), mRNA 


NM 003967 


Homo sapiens putative neurotransmitter receptor (PNR), mRNA 


NM 002686 


Homo sapiens phenylethanolamine N-methyltransferase (PNMT), mRNA 


NM 002677 


Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 


NM 000304 


Homo sapiens peripheral myelin protein 22 (PMP22), mRNA 


NM 002676 


Homo sapiens phosphomannomutase 1 (PMM1), mRNA 
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NM 002674 
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Homo sapiens pro-melanin-concentrating hormone (PMCH), mRNA 


NM 002668 


Homo sapiens proteolipid protein 2 (colonic epithelium-enriched) (PLP2), 
mRNA 


NM 000935 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
hydroxylase) 2 (PLOD2), mRNA 


NM 002667 


Homo sapiens phospholamban (PLN), mRNA 


NM 002666 


Homo sapiens perilipin (PLIN), mRNA 


NM 002665 


Homo sapiens plasminogen-like (PLGL), mRNA 


NM 000301 


Homo sapiens plasminogen (PLG), mRNA 


NM 000445 


Homo sapiens plectin 1, intermediate filament binding protein, 500kD (PLEC1), 
mRNA 


NM 002663 


Homo sapiens phospholipase D2 (PLD2), itlRNA 


NM 002662 


Homo sapiens phospholipase Dl, phophatidylcholine-specific (PLD1), mRNA 


NM 002661 


Homo sapiens phospholipase C, gamma 2 (phosphatidylinositol-specific) 
(PLCG2), mRNA 


NM 002660 


Homo sapiens phospholipase C, gamma 1 (formerly subtype 148) (PLCG1), 
mRNA 


NM 000933 


Homo sapiens phospholipase C, beta 4 (PLCB4), mRNA 


NM 002659 


Homo sapiens plasminogen activator, urokinase receptor (PLAUR), mRNA 


NM 002658 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 


NM 002655 


Homo sapiens pleiomorphic adenoma gene 1 (PLAG1), mRNA 


NM 000929 


Homo sapiens phospholipase A2, group V (PLA2G5), mRNA 


NM 003706 


Homo sapiens phospholipase A2, group IVC (cytosolic, calcium-independent) 
<TLA2G4C\ mRNA 


NM_000300 


Homo sapiens phospholipase A2, group IIA (platelets, synovial fluid) 
(PLA2G2A), nuclear gene encoding mitochondrial protein, mRNA 


NM 003561 


Homo sapiens phospholipase A2, group X (PLA2G10), mRNA 


NM 002654 


Homo sapiens pyruvate kinase, muscle (PKM2), mRNA 


NM 003691 


Homo sapiens serine/threonine kinase 16 (STK16), mRNA 


NM 000296 


Homo sapiens polycystic kidney disease 1 (autosomal dominant) (PKD1), 
mRNA 


NM 003607 


Homo sapiens Ser-Thr protein kinase related to the myotonic dystrophy protein 
kinase (PK428), mRNA 


NM 003678 


Homo sapiens gene from NF2/meningioma region of 22ql2 (PK1.3), mRNA 


NM 000325 


Homo sapiens paired-like homeodomain transcription factor 2 (PITX2), mRNA 


NM 002653 


Homo sapiens paired-like homeodomain transcription factor 1 (PITX1), mRNA 


NM 002652 


Homo sapiens prolactin-induced protein (PIP), mRNA 


NM 003558 


Homo sapiens phosphatidylinositol-4-phosphate 5 -kinase, type I, beta 
(PIP5K1B), mRNA 


NM 003557 

X > XVX \J\J ~J *J 1 


Homo sapiens phosphatidylmositol-4-phosphate 5 -kinase, type I, alpha 
(P1P5K1 A), mRNA 


NM 003746 


Homo sapiens dynein, cytoplasmic, light polypeptide (PIN), mRNA 


NM 002648 


Homo sapiens pim-1 oncogene (PEV11), mRNA 


NM 002651 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, beta polypeptide 
(PIK4CB), mRNA 


NM 002643 


Homo sapiens phosphatidylinositol glycan, class F (PIGF), mRNA 

£_ i- £_ s£ irr — 


NM 002642 


Homo sapiens phosphatidylinositol glycan, class C (PIGC), mRNA 


NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PI3), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKA1), mRNA 
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NM 000926 


Homo sapiens progesterone receptor (PGR), mRNA 


NM 002633 


Homo sapiens phosphoglucomutase 1 (PGM1), mRNA 


NM 000291 


Homo sapiens phosphoglycerate kinase 1 (PGK1), mRNA 


NM_002632 


Homo sapiens placental growth factor, vascular endothelial growth factor-related 
protein (PGF), mRNA 


NM 002631 


Homo sapiens phosphogluconate dehydrogenase (PGD), mRNA 


NM 002630 


Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 


NM 000290 


Homo sapiens phosphoglycerate mutase 2 (muscle) (PGAM2), mRNA 


NMJ)02629 


Homo sapiens phosphoglycerate mutase 1 (brain) (PGAM1), mRNA 


NM 000289 


Homo sapiens phosphofructokinase, muscle (PFKM), mRNA 


NM 002626 


Homo sapiens phosphofructokinase, liver (PFKL), mRNA 


NM_002625 


Homo sapiens 6-phosphofhicto-2-kinase/fructose-2,6-biphosphatase 1 
(PFKFB1), mRNA 


NM 002621 


Homo sapiens properdin P factor, complement (PFC), mRNA 


NM 002620 


Homo sapiens platelet factor 4 variant 1 (PF4V1), mRNA 


NM 002619 


Homo sapiens platelet factor 4 (PF4), mRNA 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


NM 000287 


Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA 


NM 003630 


Homo sapiens peroxisomal biogenesis factor 3 (PEX3), mRNA 


NM 000466 


Homo sapiens peroxisome biogenesis factor 1 (PEX1), mRNA 


NM 002618 


Homo sapiens peroxisome biogenesis factor 13 (PEX13), mRNA 


NMJ)00442 


Homo sapiens platelet/endothelial cell adhesion molecule (CD3 1 antigen) 
(PECAM1), mRNA 


NM 002614 


Homo sapiens PDZ domain containing 1 (PDZK1), mRNA 


NM_003477 


Homo sapiens Pyruvate dehydrogenase complex, lipoyl-containing component 
X; E3-binding protein (PDX1), mRNA 


NM 002613 


Homo sapiens 3-phosphoinositide dependent protein kinase- 1 (PDPK1), mRNA 


NM 002612 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mRNA 


NM 000925 


Homo sapiens pyruvate dehydrogenase (lipoamide) beta (PDHB), mRNA 


NM 000284 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHA1), mRNA 


NM 000924 


Homo sapiens phosphodiesterase IB, calmodulin-dependent (PDE1B), mRNA 


NM 002606 


Homo sapiens phosphodiesterase 9A (PDE9A), mRNA 


NMJ302602 


Homo sapiens phosphodiesterase 6G, cGMP-specific, rod, gamma (PDE6G), 
mRNA 


NM_002601 


Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), 
mRNA 


NM 000921 


Homo sapiens phosphodiesterase 3A, cGMP-inhibited (PDE3A), mRNA 


NM 002598 


Homo sapiens programmed cell death 2 (PDCD2), mRNA 


NM 002594 


Homo sapiens proprotein convertase subtilisin/kexin type 2 (PCSK2), mRNA 


NM 002592 


Homo sapiens proliferating cell nuclear antigen (PCNA), mRNA 


NM 002591 


Homo sapiens phosphoenolpyruvate carboxykinase 1 (soluble) (PCK1), mRNA 


NM 002586 


Homo sapiens pre-B-cell leukemia transcription factor 2 (PBX2), mRNA 


NM_002585 


Homo sapiens pre-B-cell leukemia transcription factor 1 (PBX1), mRNA 


NM 002583 


Homo sapiens PRKC, apoptosis, WT1, regulator (PAWR), mRNA 


MM_002582 


Homo sapiens poly(A)-specific ribonuclease (deadenylation nuclease) (PARN), 
mRNA 


NM 003631 


Homo sapiens poly (ADP-ribose) glycohydrolase (PARG), mRNA 


NM 002580 


Homo sapiens pancreatitis-associated protein (PAP), mRNA 


NM 000919 


Homo sapiens peptidylglycine alpha-amidating monooxygenase (PAM), mRNA 


NM 002578 


Homo sapiens p21 (CDKNlA)-activated kinase 3 (PAK3), mRNA 


NM 002574 


Homo sapiens peroxiredoxin 1 (PRDX1), mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 



528 



WO 03/074654 



PCT/US03/05028 





subunit (29kD) (PAFAH1B3), mRNA 


NM_002572 


Homo sapiens platelet-activating factor acetylhydrolase, isoform Ib 5 beta subunit 
(30KD) (PAFAH1B2), mRNA 


NM 002571 


Homo sapiens progestagen-associated endometrial protein (placental protein 14, 
pregnancy-associated endometrial alpha-2 -globulin, alpha uterine protein) 
(PAEP), mRNA 


NM_002569 


Homo sapiens paired basic amino acid cleaving enzyme (furin, membrane 
associated receptor protein) (PACE), mRNA 


NM 002570 


Homo sapiens paired basic amino acid cleaving system 4 (PACE4), mRNA 


NM 003900 


Homo sapiens sequestosome 1 (SQSTM1), mRNA 


NM_000918 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), beta polypeptide (protein disulfide isomerase; thyroid hormone 
binding protein p55) (P4HB), mRNA 


NM_000917 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), alpha polypeptide I (P4HA1), mRNA 


NM_002565 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 4 (P2RY4), 
mRNA 


NM 002564 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 2 (P2RY2), mRNA 


NM 002566 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 1 (P2RY1 1), 
mRNA 


NM 002562 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 7 (P2RX7), 
mRNA 


NM 002561 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 5 (P2RX5), 
mRNA 


NM 002560 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 4 (P2RX4), 
mRNA 


NM 002559 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 3 (P2RX3), 
mRNA 


NM 002556 


Homo sapiens oxysterol binding protein (OSBP), mRNA 


NM 000608 


Homo sapiens orosomucoid 2 (ORM2), mRNA 


NM 003696 


Homo sapiens olfactory receptor, family 6, subfamily A, member 1 (OR6A1), 
mRNA 


NM_002550 


Homo sapiens olfactory receptor, family 3, subfamily A, member 1 (OR3A1), 
mRNA 


NM_002548 


Homo sapiens olfactory receptor, family 1, subfamily D, member 2 (OR1D2), 
mRNA 


NM 000914 


Homo sapiens opioid receptor, mu 1 (OPRM1), mRNA 


NM 000912 


Homo sapiens opioid receptor, kappa 1 (OPRK1), mRNA 
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NM 000911 


Homo sapiens opioid receptor, delta 1 (OPRD1), mRNA 


NM 002544 


Homo sapiens oligodendrocyte myelin glycoprotein (OMG), mRNA 


NM_002543 


Homo sapiens oxidised low density lipoprotein (lectin-like) receptor 1 (OLR1), 
mRNA 


NM 003485 


Homo sapiens G protein-coupled receptor 68 (GPR68), mRNA 


NM 002540 


Homo sapiens outer dense fibre of sperm tails 2 (ODF2), mRNA 


NM 002533 


Homo sapiens nuclear VCP-like (NVL), mRNA 


NM 002531 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSR1), mRNA 


NM 002530 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 


NM 002526 


Homo sapiens 5' nucleotidase (CD73) (NT5), mRNA 


NMJ303580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NMJ)03633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), 
mRNA 
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NM_003872 


Homo sapiens neuropilin 2 (NRP2) 5 mRNA 


• NM 003873 


Homo sapiens neuropilin 1 (NRP1), mRNA 


NM 003489 


Homo sapiens nuclear receptor interacting protein 1 (NRIP1), mRNA 


NM 002525 


Homo sapiens nardilysin (N-arginine dibasic convertase) (NRD1), mRNA 


NM 000905 


Homo sapiens neuropeptide Y (NPY), mRNA 


NM 000910 


Homo sapiens neuropeptide Y receptor Y2 (NPY2R), mRNA 


NM 000909 


Homo sapiens neuropeptide Y receptor Yl (NPY1R), mRNA 


NM 002522 


Homo sapiens neuronal pentraxin I (NPTX1), mRNA 


NM_000908 


Homo sapiens natriuretic peptide receptor C/guanylate cyclase C (atrionatriuretic 
peptide receptor C) (NPR3), mRNA 


NM_000906 


Homo sapiens natriuretic peptide receptor A/guanylate cyclase A (atrionatriuretic 
peptide receptor A) (NPR1), mRNA 


NM 002521 


Homo sapiens natriuretic peptide precursor B (NPPB), mRNA 


NM 002519 


Homo sapiens nuclear protein, ataxia-telangiectasia locus (NPAT), mRNA 


NM 002518 


Homo sapiens neuronal PAS domain protein 2 (NPAS2), mRNA 


NM 002517 


Homo sapiens neuronal PAS domain protein 1 (NPAS1), mRNA 


NM 002514 


Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA 


NM 003787 


Homo sapiens nucleolar protein 4 (NOL4), mRNA 


NM_003946 


Homo sapiens nucleolar protein 3 (apoptosis repressor with CARD domain) 
(NOL3), mRNA 


NM_003551 


Homo sapiens non-metastatic cells 5, protein expressed in (nucleoside- 
diphosphate kinase) (NME5), mRNA 
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NM 002513 


Homo sapiens non-metastatic cells 3, protein expressed in (NME3), mRNA 


NM 002512 


Homo sapiens non-metastatic cells 2, protein (NM23B) expressed in (NME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002511 


Homo sapiens neuromedin B receptor (NMBR), mRNA 


NM 002510 


Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), mRNA 


NMJ)03954 


Homo sapiens mitogen-activated protein kinase kinase kinase 14 (MAP3K14), 
mRNA 


NM 002508 


Homo sapiens nidogen (enactin) (NTD), mRNA 


NM_002507 


Homo sapiens nerve growth factor receptor (TNFR superfamily, member 16) 
(NGFR), mRNA 


NM 002506 


Homo sapiens nerve growth factor, beta polypeptide (NGFB), mRNA 


NM_002503 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, beta (NFKBIB), mRNA 


NMJ302502 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
2 (p49/pl00) (NFKB2), mRNA 


NM_002501 


Homo sapiens nuclear factor I/X (CCAAT-binding transcription factor) (NFIX), 
mRNA 


NM 002500 


Homo sapiens neurogenic differentiation 1 (NEUROD1), mRNA 


NM 002497 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 2 (NEK2), mRNA 


NM 002496 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 8 (23kD) 
(NADH-coenzyme Q reductase) (NDUFS8), mRNA 


NM 002495 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4 (18kD) 
CNADH-coenzyme 0 reductase) (NDUFS4), mRNA 


NM 002494 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 , subcomplex unknown, 1 
(6kD, KFYI) (NDUFC1), mRNA 


NMJ)02490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
(14kD, B14) (NDUFA6), mRNA 


NM_002488 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (8kD, 
B8) (NDUFA2), mRNA 


NM 003635 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 
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(NDST2), mRNA 


NM_001543 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1 
(NDST1), mRNA 


NM 003581 


Homo sapiens NCK adaptor protein 2 (NCK2), mRNA 


NM 002486 


Homo sapiens nuclear cap binding protein subunit 1, 80kD (NCBP1), mRNA 


NM_002483 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 6 (non- 
specific cross reacting antigen) (CEACAM6), mRNA 


NM_000662 


Homo sapiens N-acetyltransferase 1 (arylamine N-acetyltransferase) (NAT1), 
mRNA 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease IIIB) 
(NAGLU), mRNA 
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NM 003871 


Homo sapiens myelin transcription factor 2 (MYT2), mRNA 


NM 003803 


Homo sapiens myomesin 1 (skelemin) (185kD) (MYOM1), mRNA 


NM 002479 


Homo sapiens myogenin (myogenic factor 4) (MYOG), mRNA 


NM_002472 


Homo sapiens myosin, heavy polypeptide 8, skeletal muscle, perinatal (MYH8), 
mRNA 


NM 002469 


Homo sapiens myogenic factor 6 (herculin) (MYF6), mRNA 


NM_002468 


Homo sapiens myeloid differentiation primary response gene (88) (MYD88), 
mRNA 


NM 002460 


Homo sapiens interferon regulatory factor 4 (IRF4), mRNA 


NM 002457 


Homo sapiens mucin 2, intestinal/tracheal (MUC2), mRNA 


NM 002456 


Homo sapiens mucin 1, transmembrane (MUC1), mRNA 


NM 002455 


Homo sapiens metaxin 1 (MTX1), mRNA 


NM_002453 


Homo sapiens mitochondrial translational initiation factor 2 (MTIF2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_002452 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 
(NUDT1), mRNA 


NM 002450 


Homo sapiens metallothionein 1L (MT1L), mRNA 


NM_002447 


Homo sapiens macrophage stimulating 1 receptor (c-met-related tyrosine kinase) 
(MST1R), mRNA 


NM_002446 


Homo sapiens mitogen-activated protein kinase kinase kinase 10 (MAP3K10), 
mRNA 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSR1), mRNA 


NM 002444 


Homo sapiens moesin (MSN), mRNA 


NM 003879 


Homo sapiens CASP8 and F ADD -like apoptosis regulator (CFLAR), mRNA 


NM_000530 


Homo sapiens myelin protein zero (Charcot-Marie-Tooth neuropathy IB) 
(MPZ), mRNA 


NM_002437 


Homo sapiens MpV17 transgene, murine homolog, glomerulosclerosis 
(MPV17),mRNA 


NM_001932 


Homo sapiens membrane protein, palmitoylated 3 (MAGUK p55 subfamily 
member 3) (MPP3), mRNA 


NM 002435 


Homo sapiens mannose phosphate isomerase (MPI), mRNA 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosylase (MPG), mRNA 


NM 003829 


Homo sapiens multiple PDZ domain protein (MPDZ), mRNA 
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NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA 


NM 002432 


Homo sapiens myeloid cell nuclear differentiation antigen QVCSTDA), mRNA 


NM 002431 


Homo sapiens menage a trois 1 (CAK assembly factor) (MNAT1), mRNA 


NM_002430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MN1), 
mRNA 


NM_000901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA 
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NM_002419 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K1 1), 
mRNA 


NM_002417 


Homo sapiens antigen identified by monoclonal antibody Ki-67 (MKI67), 
mRNA 


NM 002416 


Homo sapiens monokine induced by gamma interferon (MIG), mRNA 


NM_002415 


Homo sapiens macrophage migration inhibitory factor (glycosylation-inhibiting 
factor) (MIF), mRNA 


NM 002413 


Homo sapiens microsomal glutathione S-transferase 2 (MGST2), mRNA 


NM_000900 


Homo sapiens matrix Gla protein (MGP), mRNA 


NM 002412 


Homo sapiens O-6-methylguanine-DNA methyltransferase (MGMT), mRNA 


NM 002407 


Homo sapiens mammaglobin 2 (MGB2), mRNA 


NM 002411 


Homo sapiens mammaglobin 1 (MGB1), mRNA 


NM_002397 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide C 
(myocyte enhancer factor 2C) (MEF2C), mRNA 


NM 002391 


Homo sapiens midkine (neurite growth-promoting factor 2) (MDK), mRNA 


NM 002387 


Homo sapiens mutated in colorectal cancers (MCC), mRNA 


NM_000529 


Homo sapiens melanocortin 2 receptor (adrenocorticotropic hormone) (MC2R), 
mRNA 


NM_002386 


Homo sapiens melanocortin 1 receptor (alpha melanocyte stimulating hormone 
receptor) (MC1R), mRNA 


NM 002385 


Homo sapiens myelin basic protein (MBP), mRNA 


NM 002382 


Homo sapiens MAX protein (MAX), mRNA 


NM 002378 


Homo sapiens megakaryocyte-associated tyrosine kinase (MATK), mRNA 


NM 002376 


Homo sapiens MAP/microtubule affinity-regulating kinase 3 (MARK3), mRNA 


NM_000898 


Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 003480 


Homo sapiens Microfibril-associated glycoprotein-2 (MAGP2), mRNA 


NM 002367 


Homo sapiens melanoma antigen, family B, 4 (MAGEB4), mRNA 


NM 002365 


Homo sapiens melanoma antigen, family B, 3 (MAGEB3), mRNA 


NM 002364 


Homo sapiens melanoma antigen, family B, 2 (MAGEB2), mRNA 


NM 002363 


Homo sapiens melanoma antigen, family B, 1 (MAGEB1), mRNA 


NM 002362 


Homo sapiens melanoma antigen, family A, 4 (MAGEA4), mRNA 


NM 003682 


Homo sapiens MAP -kinase activating death domain (MADD), mRNA 


NM 002357 


Homo sapiens MAX dimerization protein (MAD), mRNA 


NM_002350 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral related oncogene homolog 
(LYN), mRNA 


NM 002349 


Homo sapiens lymphocyte antigen 75 (LY75), mRNA 


NM 002347 


Homo sapiens lymphocyte antigen 6 complex, locus H (LY6H), mRNA 


NM 002346 


Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 


NM 002345 


Homo sapiens lumican (LUM), mRNA 


NM 002344 


Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 


NM 002343 


Homo sapiens lactotransferrin (LTF), mRNA 

1 v s_± : 


NM 000897 


Homo sapiens leukotriene C4 synthase (LTC4S), mRNA 


NM_003573 


Homo sapiens latent transforming growth factor beta binding protein 4 (LTBP4), 
mRNA 


NM_000752 


Homo sapiens leukotriene b4 receptor (chemokine receptor-like 1) (LTB4R), 
mRNA 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 


Homo sapiens low density lipoprotein-related protein-associated protein 1 
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(alpha-2-macroglobulin receptor-associated protein 1) (LRPAP1), niRNA 


NM 002336 


Homo sapiens low density lipoprotein receptor-related protein 6 (LRP6), mRNA 


KM 002319 


Homo sapiens leucine-rich neuronal protein (LRN), mRNA 


NM 002317 


Homo sapiens lysyl oxidase (LOX) 5 mRNA 


NM 002316 


Homo sapiens LIM homeobox transcription factor 1 3 beta (LMX1B), mRNA 


NM 002315 


Homo sapiens LIM domain only 1 (rhombotin 1) (LMOl), mRNA 


NM 002312 ' 


Homo sapiens ligase IV, DNA, ATP-dependent (LIG4), mRNA 


NM 002306 


Homo sapiens lectin, galactoside-binding, soluble, 3 (galectin 3) (LGALS3), 
mRNA 


NM 002303 


Homo sapiens leptin receptor (LEPR), mRNA 


NM 002302 


Homo sapiens leukocyte cell-derived chemotaxin 2 (LECT2), mRNA 


NM 001290 


Homo sapiens LIM domain binding 2 (LDB2), mRNA 


NM 003893 


Homo sapiens LIM domain binding 1 (LDB1), mRNA 


NM 002299 


Homo sapiens lactase (LCT), mRNA 


NM 002297 


Homo sapiens lipocalin 1 (protein migrating faster than albumin, tear 
prealbumin) (LCN1), mRNA 


NM 002296 


Homo sapiens lamin B receptor (LBR), mRNA 


NM 002291 


Homo sapiens laminin, beta 1 (LAMB1), mRNA 


NM 002289 


Homo sapiens lactalbumin, alpha- (LALBA), mRNA 


NM 002273 


Homo sapiens keratin 8 (KRT8), mRNA 


NM 002276 


Homo sapiens keratin 19 (KRT19), mRNA 


NM 002275 


Homo sapiens keratin 15 (KRT15), mRNA 


NM 002274 


Homo sapiens keratin 13 (KRT13), mRNA 


NM 002265 


Homo sapiens karyopherin (importin) beta 1 (KPNB1), mRNA 


NM 002267 


Homo sapiens karyopherin alpha 3 (importin alpha 4) (KPNA3), mRNA 


NM_002266 


Homo sapiens karyopherin alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), 
mRNA 


NM 000893 


Homo sapiens kininogen (KNG), mRNA 


NM 003679 

_L > J.VJL \J\J ~J \J f ~S 


Homo sapiens kynurenine 3-monooxygenase (kynurenine 3 -hydroxylase) 
(KMO), mRNA 


nm 002258 


Homo sapiens killer cell lectin-like receptor subfamily B, member 1 (KLRB1), 
mRNA 


NM 002257 


Homo sapiens kallikrein 1, renal/pancreas/salivary (KLK1), mRNA 


NM 002256 


Homo sapiens KiSS-1 metastasis-suppressor (KISS1), mRNA 


NM 002255 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 4 (KIR2DL4), mRNA 


NM 002254 

_L ^J-TJL V/ \J ******** T 


Homo sapiens kinesin family member 3C (KIF3C), mRNA 


NM 003958 


Homo sapiens ring finger protein (C3HC4 type) 8 (RNF8), mRNA 


NM 003685 


Homo sapiens KH-type splicing regulatory protein (FUSE binding protein 2) 
(KHSRP), mRNA 


NM 002252 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
member 3 (KCNS3), mRNA 


J.>J.VJL \J\J Z*£*>J\J 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 4 (KCNN4), mRNA 


NM 002249 

_L > 1V1 \J\J * 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 3 (KCNN3), mRNA 


NMJ302247 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, alpha member 1 (KCNMA1), mRNA 


NM_002244 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor 1 
CKCNJN1), mRNA 


NM 002240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NM 002239 | 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 3 
(KCNJ3), mRNA 


NM 000891 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 2 
(KCNJ2), mRNA 


NM 002241 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 10 
(KCNJ10),mRNA 


NM 002238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 1 (KCNH1), mRNA 


NM 002237 


Homo sapiens potassium voltage-gated channel, subfamily G, member 1 
(KCNG1), mRNA 


NM 002236 


Homo sapiens potassium voltage-gated channel, subfamily F, member 1 
(KCNF1), mRNA 


NM 003636 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 2 (KCNAB2), mRNA 


NM 003471 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 1 (KCNAB1), mRNA 


NM 002235 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 6 (KCNA6), mRNA 


NM 002234 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 5 (KCNA5), mRNA 


NM_002233 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 4 (KCNA4), mRNA 


NM_002232 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 3 (KCNA3), mRNA 


NM 002229 


Homo sapiens iun B proto-oncogene (JUNB), mRNA 


NM 003666 


Homo sapiens basic leucine zipper nuclear factor 1 (JEM-1) (BLZF1), mRNA 


NM 002227 


Homo sapiens Janus kinase 1 (a protein tyrosine kinase) (JAK1), mRNA 


NM 003024 


Homo sapiens intersectin 1 (SH3 domain protein) (ITSN1), mRNA 


NM 002224 


Homo sapiens inositol 1,4,5 -triphosphate receptor, type 3 (ITPR3), mRNA 


NM 002223 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 2 (ITPR2), mRNA 


NM 002221 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase B (ITPKB), mRNA 


NM 002220 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase A (ITPKA), mRNA 


NM 002219 


Homo sapiens integral membrane protein 1 (ITM1), mRNA 


NMJ)02218 


Homo sapiens inter-alpha (globulin) inhibitor H4 (plasma Kallikrein-sensitive 
glycoprotein) (ITffl4), mRNA 


NM 002216 


Homo sapiens inter-alpha (globulin) inhibitor, H2 polypeptide (ITIH2), mRNA 


NM 002215 


Homo sapiens inter-alpha (globulin) inhibitor, HI polypeptide (ITIH1), mRNA 


NM 000889 


Homo sapiens integrin, beta 7 (ITGB7), mRNA 


NM 002212 


Homo sapiens integrin beta 4 binding protein (ITGB4BP), mRNA 


NM 000213 


Homo sapiens integrin, beta 4 (ITGB4), mRNA 


NM 002211 


Homo sapiens integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen 
CD29 includes MDF2, MSK12) (ITGB1), mRNA 


NM_002210 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 
CD51) (ITGAV), mRNA 


NM_002209 


Homo sapiens integrin, alpha L (antigen GDI 1 A (pl80), lymphocyte function- 
associated antigen 1; alpha polypeptide) (ITGAL), mRNA 


NM 002206 


Homo sapiens integrin, alpha 7 (ITGA7), mRNA 


NM_002205 


Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 
(ITGA5), mRNA 


NM 003749 


Homo sapiens insulin receptor substrate 2 (IRS 2), mRNA 


NM 001571 


Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 


NM 002198 


Homo sapiens interferon regulatory factor 1 (IRF1), mRNA 
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NM 002196 


Homo sapiens lnsuiinoma-associatea i uuviNrv 


TvTTV /T 1 i~l C 

NM 002195 


TT _ on-wifl«c inonlirt 1 -tl^=» A /«lQPPTlt'a'\ /TNT^IT 4^ TTlRN'A 

Homo sapiens msuim-iiKe ^piacentar v jltn 01^47, imvi».r\. 


"x ttv x r\c\ 1 r /re 

NM_001565 


Tj^w,^ nnnionc cmoii in /tS i r»i Vvi /=» r« a i^Vi Ti (=» qi ib fnrni 1 v f Ovs-^C vs^ member 10 
rlomo sapiens small mauciDie cytokine buuiaiiiiij j-> -^v- ^d;, mvviiiufvvi iv 

CSCYB10), mRNA 


TvTTV VT AA1 1 

NM_002192 


rlomo sapiens inniDin, oeta j\ ^activin /\, cu/tivm aipua j liu.w 
(TNHBA), mRNA 


NM 001564 


Homo sapiens mniDitor 01 growtn iamiiy, memucr i-iiivc ^unuij^j, ulcvin^a. 


NM 003669 


Homo sapiens inactivation escape 1 (INE1), mRNA 


NM_000884 


Homo sapiens IMr (mosine monopnospnatej aenyorogend.be z, ^livirj^xaz,^, 

__T> TvT A 

mKJNA 


NM__000583 


JbjLomo sapiens iivix ^mosme monopnospnaic^ uciiyLuugciiaov^ i ^jj.vi.± jsxx±j, 
mRNA 


TvTTV K f\f\ 1 C CH 

NM 001557 


Jtlomo sapiens lnxeneuKin o receptor, ueid ^oj^ors-D^, iijjxin^v 


NM 000634 


Homo sapiens mterieuKin o receptor, aipxia ^li^oxv^j, nuviNrv 


TVTTV A AAO 1 O C 

NM 002185 


xlomo sapiens lnTerieuKin / receptor ^li^/iy 1 , iiuvin^-v 


TvTTV T AAAO CA 

NM 000880 


rlomo sapiens mterieuKin / yxi^i ), rnrviNrv 


NM_002184 


Homo sapiens mteneuKin o signal rransaucer ^gpi^u, uiiivu&tctLni iv± icvv^ptuiy 

/tt /;ot\ i-^I? XT A 


NM 000565 


rlomo sapiens lnterieuKin o receptor v,iTjv»xyj, iiiixiN-rt. 


NM UUUo/V 


xiomo sapiens mtencu-jviii ~> ^vyuiuiiy"otiiiiu.ia.tiiig xciv^ lui. , v^v^oixiv^piiiiy v A / ? 


TVTTV /T AAACOO 

NM 00058V 


rlomo sapiens mierieuKin h- ^rr^H-^, iiiru.N-rt- 


TvTTV ,\ r\f\f\ZQQ 


TTrvmrk cQ-mVnc int^rlRiiVin ^ frnlnnv-^timiilatinff factor multinle^ riL3V mRNA 


JNJV1 UUUo/o 


rlomo sapiens iritcricuiviii icucptui, ucia ^luz-ivu;, iiiivl 


NJVL UU3oD4 


riorno sapiens iritcricuiviii i icvycjjiui iiivc ^ \ -u-^ j- ivlj^/ 3 imvi^in. 


NM 002182 


Homo sapiens interleukin 1 receptor accessory protein (IL1RAP), mRNA 


NM 00087/ 


rlomo sapiens mterieuKin i receptor, iype r ^rr^irvi^, iiirviN^ 


TVTTV if AATOC5 

NM 003853 


rlomo sapiens mterieuKin is receptor dccessoiy piutcni ^ij^iorx-rtr:^, iiixviNrx 


TVTTV /T AAT Off 

NM 003855 


rlomo sapiens mteneuKin is receptor i ^ir^iorvi^, iijrviNi-v 


TvTTV /T AA1 C£0 

NM 001562 


rlomo sapiens lnterieuKin 10 v intericron-gaiiiiiici-iiiu.u^iiig lauiui^ v xx ^ 1 °/ ? iiixvxNX *- 


NM_002190 


Homo sapiens interleukin 17 (cytotoxic T-lymphocyte-associated serine esterase 

0\ /"TT 1 '7^ tvi"PTvTA 


NM 002189 


Homo sapiens interleukin 15 receptor, alpha (IL15RA), mRNA 


tv ttv it r\r\f\ 1 0 0 

NM 002188 


Homo sapiens mterieuKin 13 (julijj, mtsJN/\ 


tvttv if r\r\ 1 rrn 

NM 001559 


Homo sapiens mterieuKin iz receptor, oeta z ^ir^izrvDz^, iiiivin^v. 


TVTTV if /A/~v O 1 0^7 

NM_002187 


Homo sapiens mterieuKin iz±5 ^natural Kiiier ecu stimuiatoiy idutui z,, cytutuA^ivv 
lymphocyte maturation factor 2, p40) (IL12B), mRNA 


Tk. T"H iT /A /"\ f\ fT CT <""» 

NM_000882 


Homo sapiens interleuJcin 1ZA ^natural Kiiier ceil stimulatory iactor i, vvytotoAiu 
lymphocyte maturation factor 1, p35) (IL12A), mRNA 


NM 000628 


Homo sapiens interleukin 10 receptor, oeta ^lJLiursJDj, mrviN/\. 


NM 001558 


Homo sapiens mterieuKin 1U receptor, aipna ^i_uiurv/\i, mKiN/\ 


TVTTV if A AT /'T A 

NM_003639 


Homo sapiens lnniurtor 01 Kappa ngnt poiypcptiuc gene cinidiiuci in r> vvena, 
Kinase gamma ^iisj3js.vjj, mrviN/Y 


TV TTV /f /VA'S/C/Ifl 

NM_003o4U 


T-T/^mrv cQnipn c in"hi"hitr\r nf Vc^TTnn licrTit nnl vnPTitiflp P^etie PTlhaTICer IT! iR-Cells 
rlOmO SdpiClla llllllUltOI Ul Jtv-ctppd, llgllt puiypcpLivxt' gtiit tiuionv/t'i iai j-» v/vvxio, 

ly-i tiQcp r»rvrmTTji f^'V—Q ccjr\r»T QTf^H tttoTf'ITT /Trv Tv rv A r I TTi rv I\! A 
JSjTld.SC CtJllipiCA.-clobvJCla.tCv-l piUtClll ^JLXSJjxv^vj. iiixva.'N-r^ 


NM 0U1j4z 


T-T/Arvirv cQin'pric irn-n-iii-nrvrrlrvKiili-n en r\F*r fhmilv ITIPjmHpr ^ OCtSIT^^^ mRNA 
rxOTnO SdpiCllo lUlllluriOglOUU.1111 otipcilalliiij, iiiv^iiiuvxi ~> yxKJiJi. jy 5 nixvi v 


NM UUIjOD 


TT^Tvrn canipnc i TTTrrn in rr, rr1 r\ Tti t 1 in cim^r "Pamil V member 1 /TCtST^ 1 ^ mRNA 
JClOtnO Sa.piCllt> lllllllLlllOglOUtlllll cjlipci Idllllljf , liiv^Aiiuv^i l ^ivjui x j) ii ixvi ^ n 


tvttv /f nno 1 8fi 

JNM UUZ loU 


T-Trvmn QnTiipn<? itrirniirioo-lniSiilirj mil hindinef DTOtein 2 fIGHMBP2^ lnRNA 

HU111U OCllJlCllO lllllllL^llv/^lVJL/Ll.llli JLllLt UlllVJ-iiA^ pi vtvin ^ \ y9 iiuvaui 


NM 001553 


Homo sapiens insulin-like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin-like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin-like growth factor binding protein 1 (IGFBP1), mRNA 


NM 001554 


Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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"NTM 001^0 


Tiftmn ^aniens interferon-related develoDmental reeulator 1 (TFRD1), mRNA 


"N1VT 009177 


Pfnmn ^aniens interferon omeffa 1 TIFNW^l^. mRNA 


NM 002176 

1N1YX \J \J J-i X / \3 


Homo sapiens interferon, beta 1, fibroblast (IFNB1), mRNA 


NM 000K74 

IN 1VA UuUO / *t 


Homo saniens interferon f aloha beta and omeea) receptor 2 (IFNAR2), mRNA 


NM 002170 

1 N 1VX UUil< ± / \J 


Homo ^aniens interferon aloha 8 riFNA8\ mRNA 


NM 002169 


Homo sapiens interferon, alpha 5 (IFNA5), mRNA 


XTA/f 009 175 


Unmn c:nnipn<? interferon alnha 21 rTT' , NA21 i mRNA 

XXAXIXjAJ odJJlCllo IJllLt/l IXsi. yJlly CUJJJ.1CI jt-i X \^XJ_ ± yJ. xXj J- / 5 Xi.i-i.vj. u 1 


NM 002173 


Homo sapiens interferon, alpha 16 (IFNA16), mRNA 


"NTA/T (\C\1 1 70 
INlVx UUZ1 /Z 


T-Tattia com'pnc in+^-rfW^-rr^n a 1 i-\Vi Q 14 ( 1 K7\f A 1 4 1 mix 7\T A 
XxOmO oapieniS lllLCIlCIUIl, aipila It ^XX I>j^. I ^ /, ii.u\j.yf\. 


NM 002171 


Homo sapiens interferon, alpha 10 (IFNA10), mRNA 


"VTA /f f\f\ 1 ^ /I O 

JNM._UUlD4y 


xiomo sapiens mierieron-inQucea proiem wun LcudLiioupcpuu.c icpcdia *+ ^xx xx^+i, 

mPTsIA 1 
mxvTN/\ 


NM_001548 


Homo sapiens interferon-induced protein with tetratricopeptide repeats 1 (IFIT1), 

m "P AT A 


NM_003641 


Homo sapiens interferon induced transmembrane protein 1 (9-27) (IFITM1), 

nixvi > r\ 


NM 000204 


Homo sapiens I factor (complement) (IF), mRNA 


XTA/T ' MAO 1 /^O 

JNM_U0zloo 


xiomo sapiens isociirate aenyarogenase z ^in/\x^x^, hiilooiiuiiuiicii ^xx^xxz,^, 
nuclear gene encoding mitochondrial protein, mRNA 


XTA/T 00 1 

JNJVL_UU1j4d 


xiomo sapiens mniDixor oi uin/v Dinuing *+, uoniindiii ncgdiivc xiciiA-iuup-iicmv 
proiem yiUH j, inxviN-rv 


IN IV1_U UZ 1 0 O 


trnmA cisnipnc inlniT^itnr r\€ TYMA hinHincr 9 dominant necrative helix-loon-helix 
-nrn tein ^TTj?^ m^Rl\TA 

pUJUClll ^XX-/^^, IliXViNxx 


"isja/T 009 165 


Unmn <5anien<; inhibitor of DNA binding 1 dominant negative helix-loon-helix 
nrotein TTDl i mRNA 


"NTM 002160 

1 > 1VA V/V/^/ 1 \J\J 


Homo ^aniens hexabrachion ftenascin C cvtotactin) (HXB), mRNA 


TvTM 000R71 


TTomo aniens S-hvdroxvtrvntamine Tserotoninj recentor 6 fHTR6). mRNA 

1 \f 1 1 IV 3 O CI [JlvllO XX y V^i-X V^yV j LX y vCJUXXXXXXK^ ^ O VI Vj 1 tvillll J ±. W W |«r 1>\-^X. ^-r y^x_ _x -x avv y <j xx xlvl i x x. 


>JA/T 000R6Q 


TTomo aniens 5-hvdroxvtrvntamine Tserotonini recentor 3 A (^HTR3A). mRNA 


7M1VF 000R6S 


Unmn QanipriQ S-nvrlroxvfrvntarnine ^ serotonin i recentor 2C! rHTR2C^ mRNA 


TsTM 000R67 

XNXVX V/V/v/OJJ / 


Unmn ^aniens 5-hvdroxvtrvntamine ('serotonini recentor 2B fHTR2B). mRNA 


NM 000865 


Homo saniens 5-hvdroxvtTvntamine Tserotonin^) recentor IE (HTR1E), mRNA 


NM 000864 


Homo <5aniens 5-hvdroxvtrvntamine Tserotonin; recentor ID (HTR1D), mRNA 


l^lYX UuuOUJ 


Homo sanien^ 5-hvdroxvtrvntamine Tserotonini recentor IB fHTRIB), mRNA 

1 1 v j 1 1 iv j OdfJiviiu xx y vj-i ^-/zv y ix y ^ ccxx iiixiv y ovi v-r iviini j x w w w tv/x x .» \^-*- x. x.^. x -* — * j 5 xxx^-^x ^ 


nm 000594 


Homo aniens 5-hvdroxvtrvntamine Tserotoninj recentor 1A CHTR1A), mRNA 

I IVJIIIVf OCX yJ wXXO XX y V^X v//k y LX y yJ ttVIIJLIIlV y OK^X tvliiii y x wvvjj i^v^x x x x. \^-»- x- -a^-wxx *.y j *- * x a. 


NM 002159 


Homo sapiens histatin 1 (HTN1), nxRNA 


"NTM" 0091 5R 


TTnmn cpj-nienQ nnman T-eell lenVemia vini^ enhancer factor THTLFi mRNA 

XXLJIiXU oapiCllo llLXllldll X ^ t/11 IV Lllvv^llllCl V XI LXO ^xxxxcxxx^/V/X xav/iwi V^xx x xjx xxxx.xj.ixx 


NM 001541 


Homo sapiens heat shock 27kD protein 2 (HSPB2), mRNA 


INIVL UUZ13D 


xxOiiiO sapiens ncdi jsiiouxv /ukjj pil>lciii d ^xxojt / v/i_> ^ ^xxox/^v^y, iiu-vin^y. 


INIVL UUID^y 


T-Tninn C n n ipnc lipot chr»r»V r»rr»tf=»in FiKTAT-liVe 9 ^TTSiT9i mRNA 

iiomo sapiens xiccti oiiuuK. piuiciii, x^iNxiuj -invc a, ^hoj ^ )•> hxlvi^^v. 


IN IVx_UU u i y o 


TTi^-t-n/^ conipnc Tr\7r1"rr\Y\/_r1<a1'fci_^_c'f*p'T , r\ir1 Hf^Ti'VT'rl'r/^o'RnaQf* ^ neta— ann Jsteroin Helta — 
xxomo sapiens iiyuxuAy~(j.ciLa~j~oicivXxu. u.ciiyu.iijgciia.avv 5 j ut^Lci cixx\j. oiuuiu u.^ilo. 


NJA/f OOOR£9 

IN 1VX _\J \J \J O UZ 


TTnmn cQ-nienc TivHroxv-H^ltji-S-Qteroifl flehvrlrop^ena^e 3 beta- and steroid delta- 
i«;omera«5e 1 fRSD3Bl i mRNA 


NM 000414 

1 > IV JL V/V/V/*"T JL*"T 


Homo <;anien«i hvdroxvsteroid H7-betai dehvdroeenase 4 fHSD17B4), mRNA 


TSJA/T 00915^ 


TTomo Qanien«; hvdroxvsteroirl (\ 7-betai dehvdroerenase 2 THSD17B2), mRNA 


NM 000411 

±>1YX \J\J\J'-T U 


TTomo «;pnien<5 hvdroxv<3teroiH ^17-betai dehvdroerenase 1 (HSD17B1), mRNA 

JTJL vJ 1 1 1U od^/ It'll O ll_y VX-i Wyvy O Lt/1 V^JIU- \ 1 / IJS^VCl J V-IX Ugviiaov x j. »^ a / .1-* ■»■ / 3 iijxvj.1^ i. 


NM 000196 


Homo sapiens hydroxysteroid (1 1 -beta) dehydrogenase 2 (HSD1 1B2), mRNA 


NM 002151 


Homo sapiens hepsin (transmembrane protease, serine 1) (HPN), mRNA 


NM 000860 


Homo sapiens hydroxyprostaglandin dehydrogenase 15 -(NAD) (HPGD), mRNA 


NM 002150 


Homo sapiens 4-hydroxyphenylpyruvate dioxygenase (HPD), mRNA 


NM 002143 


Homo sapiens hippocalcin (HPCA), mRNA 


NM 002148 


Homo sapiens homeo box D 10 (HOXD10), mRNA 
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NM 002147 


Homo sapiens homeo box B5 (HOXB5), mRNA 


NM 002146 


Homo sapiens homeo box B3 (HOXB3), mRNA 


NM 002145 


Homo sapiens homeo box B2 (HOXB2), mRNA 


NM 002144 


Homo sapiens homeo box B 1 (HOXB 1), mRNA 1 


NM 002142 


Homo sapiens homeo box A9 (HOXA9), mRNA 


NM 002141 


Homo sapiens homeo box A4 (HOXA4), mRNA 


NM 000522 


Homo sapiens homeo box A13 (HOXA13), mRNA 


NM 002139 


Homo sapiens RNA binding motif protein, X chromosome (RBMX), mRNA 


NM 000457 


Homo sapiens hepatocyte nuclear factor 4, alpha (HNF4A), mRNA 


NM_002135 


Homo sapiens nuclear receptor subfamily 4, group A, member 1 (NR4A1), 
mRNA 


NM 002133 


Homo sapiens heme oxygenase (decycling) 1 (HMOX1), mRNA 


NM 002131 

X>XYX V/ V." ^ i w' X 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoforms I 
and Y (HMGIY), mRNA 


NM 002130 

X 1 JLVX \J\JjLi X \J 


Homo sapiens 3~hydroxy-3»methylglutaryl-Coenzyme A synthase 1 (soluble) 
(HMGCS 1 ), mRNA 


NM 002128 

x^ixyx vy \j x—t i- w 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 1 
(HMG1), mRNA 


NM 000190 


Homo sapiens hydroxymethylbilane synthase (HMBS), mRNA 


NM 002126 


Homo sapiens hepatic leukemia factor (HLF), mRNA 


NM_001531 


Homo sapiens major histocompatibility complex, class I-like sequence 
(HLALS), mRNA 


NM 002127 


Homo sapiens HLA-G histocompatibility antigen, class I, G (HLA-G), mRNA 


NM_002123 


Homo sapiens major histocompatibility complex, class II, DQ beta 1 (HLA- 
DQB1), mRNA 


NM 001530 

X 1 XVX \J\J A. w 


Homo sapiens hypoxia-inducible factor 1 , alpha subunit (basic helix-loop-helix 
transcription factor) (HIF1 A), mRNA 


NM 001528 


Homo sapiens HGF activator (HGFAC), mRNA 


NM 000187 


Homo sapiens homogentisate 1,2-dioxygenase (homogentisate oxidase) (HGD), 
mRNA 


NM 000410 


Homo sapiens hemochromatosis (HFE), mRNA 


NM 000186 


Homo sapiens H factor 1 (complement) (HF1), mRNA 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESX1), mRNA 


NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


NM 002110 


Homo sapiens hemopoietic cell kinase (HCK), mRNA 


NM 003642 


Homo sapiens histone acetyltransferase 1 (HAT1), mRNA 


NM 001523 


Homo sapiens hyaluronan synthase 1 (HAS1), mRNA 


MM 000183 


Homo sapiens hydroxy acyl-Coenzyme A dehydrogenase/3 -ketoacyl-Coenzyme 
A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), beta subunit 
(HADHB), mRNA 


NM 000182 

X 1 XtX vuu i u j— ■ 


Homo sapiens hydroxyacyl- Co enzyme A dehydrogenase/3 -ketoacyl-Coenzyme 
A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), alpha subunit 
(HADHA), mRNA 


NM 003548 


Homo sapiens H4 histone, family 2 (H4F2), mRNA 


NM 003547 


Homo sapiens H4 histone family, member L (H4FL), mRNA 


NM 003544 


Homo sapiens H4 histone family, member I (H4FI), mRNA 


NM 003493 


Homo sapiens H3 histone family, member T (H3FT), mRNA 


NM 003537 


Homo sapiens H3 histone family, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA 
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NM 003529 


Homo sapiens H3 histone family, member A (H3FA), mRNA 


NM 002107 


Homo sapiens H3 histone, family 3A (H3F3A), mRNA 


NM 003528 


Homo sapiens H2B histone family, member Q (H2BFQ), mRNA 


NM 003526 


Homo sapiens H2B histone family, member L (H2BFL), mRNA 


NM 003525 


Homo sapiens H2B histone family, member K (H2BFK), mRNA 


NM 003524 


Homo sapiens H2B histone family, member J (H2BFJ), mRNA 


NM 003523 


Homo sapiens H2B histone family, member H (H2BFH), mRNA 


NM 003522 


Homo sapiens H2B histone family, member G (H2BFG), mRNA 


NM 003518 


Homo sapiens H2B histone family, member A (H2BFA), mRNA 


NM 002106 


Homo sapiens H2A histone family, member Z (H2AFZ), mRNA 


NM 003516 


Homo sapiens H2A histone family, member O (H2AFO), mRNA 


NM 003513 


Homo sapiens H2A histone family, member M (H2AFM), mRNA 


NM 003512 


Homo sapiens H2A histone family, member L (H2AFL), mRNA 


NM_003612 


Homo sapiens sema domain, immunoglobulin domain (Ig), and GPI membrane 
anchor, (semaphorin) 7A (SEMA7A), mRNA 


NMJ)02104 


Homo sapiens granzyme K (serine protease, granzyme 3; tryptase II) (GZMK), 
mRNA 


NM 002103 


Homo sapiens glycogen synthase 1 (muscle) (GYS1), mRNA 


NM 002102 


Homo sapiens glycophorin E (GYPE), mRNA 


NM 000181 


Homo sapiens glucuronidase, beta (GUSB), mRNA 


NM 000858 


Homo sapiens guanylate kinase 1 (GUK1), mRNA 


NM 001522 


Homo sapiens guanylate cyclase 2F, retinal (GUCY2F), mRNA 


NM_000180 


Homo sapiens guanylate cyclase 2D, membrane (retina-specific) (GUCY2D), 
mRNA 


NM 000857 


Homo sapiens guanylate cyclase 1, soluble, beta 3 (GUCY1B3), mRNA 


NM 000856 


Homo sapiens guanylate cyclase 1, soluble, alpha 3 (GUCY1A3), mRNA 


NM 000855 


Homo sapiens guanylate cyclase 1, soluble, alpha 2 (GUCY1A2), mRNA 


NM 000409 


Homo sapiens guanylate cyclase activator 1A (retina) (GUCA1 A), mRNA 


NM 001517 


Homo sapiens general transcription factor IIH, polypeptide 4 (52kD subunit) 
(GTF2H4), mRNA 


NMJ)02096 


Homo sapiens general transcription factor EOF, polypeptide 1 (74kD subunit) 
(GTF2F1), mRNA 


NM 002095 


Homo sapiens general transcription factor HE, polypeptide 2 (beta subunit, 
34kD) (GTF2E2), mRNA 


NM_001513 


Homo sapiens glutathione transferase zeta 1 (maleylacetoacetate isomerase) 
(GSTZ1), mRNA 


NM 000853 


Homo sapiens glutathione S-transferase theta 1 (GSTT1), mRNA 


NM 000851 


Homo sapiens glutathione S-transferase M5 (GSTM5), mRNA 


NM 000850 


Homo sapiens glutathione S-transferase M4 (GSTM4), mRNA 


NM 000849 


Homo sapiens glutathione S-transferase M3 (brain) (GSTM3), mRNA 


NM 000848 


Homo sapiens glutathione S-transferase M2 (muscle) (GSTM2), mRNA 


NM 001512 


Homo sapiens glutathione S-transferase A4 (GSTA4), mRNA 


NM 000846 


Homo sapiens glutathione S-transferase A2 (GSTA2), mRNA 


NM 000178 


Homo sapiens glutathione synthetase (GSS), mRNA 


NM 002094 


Homo sapiens Gl to S phase transition 1 (GSPT1), mRNA 

. i £- . - " 


NM 000177 


Homo sapiens gelsolin (amyloidosis, Finnish type) (GSN), mRNA 


NM 002093 


Homo sapiens glycogen synthase kinase 3 beta (GSK3B), mRNA 


NM 002092 


Homo sapiens G-rich RNA sequence binding factor 1 (GRSF1), mRNA 


NM 002091 


Homo sapiens gastrin-releasing peptide (GRP), mRNA 


NM 002090 


Homo sapiens GR03 oncogene (GR03), mRNA 


NM 002089 


Homo sapiens GR02 oncogene (GR02), mRNA 


NM 001511 


Homo sapiens GROl oncogene (melanoma growth stimulating activity, alpha) 
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fGROamRNA 


NM 002087 


Homo sapiens granulin (GRN), mRNA 


NM 000845 


Homo sapiens glutamate receptor, metabotropic 8 (GRM8), mRNA 


NM 000844 


Homo sapiens glutamate receptor, metabotropic 7 (GRM7), mRNA 


NM 000841 


Homo sapiens glutamate receptor, metabotropic 4 (GRM4), mRNA 


NM 000840 


Homo sapiens glutamate receptor, metabotropic 3 (GRM3), mRNA 


NM_000176 


Homo sapiens nuclear receptor subfamily 3, group C, member 1 (NR3C1), 
mRNA 


NM 000831 


Homo sapiens glutamate receptor, ionotropic, kainate 3 (GRIK3), mRNA 


NM 000830 


Homo sapiens glutamate receptor, ionotropic, kainate 1 (GRIK1), mRNA 


NM 002086 


Homo sapiens growth factor receptor-bound protein 2 (GRB2), mRNA 


NMJ)02085 


Homo sapiens glutathione peroxidase 4 (phospholipid hydroperoxidase) (GPX4), 
mRNA 


NM 002083 


Homo sapiens glutathione peroxidase 2 (gastrointestinal) (GPX2), mRNA 


NM 002082 


Homo sapiens G protein-coupled receptor kinase 6 (GPRK6), mRNA 


NM 001504 


Homo sapiens G protein-coupled receptor 9 (GPR9), mRNA 


NM 001508 


Homo sapiens G protein-coupled receptor 39 (GPR39), mRNA 


NM 001507 


Homo sapiens G protein-coupled receptor 38 (GPR38), mRNA 


NM 001506 


Homo sapiens G protein-coupled receptor 32 (GPR32), mRNA 


NM 001505 


Homo sapiens G protein-coupled receptor 30 (GPR30), mRNA 


NM_001503 


Homo sapiens glycosylphosphatidylinositol specific phospholipase Dl (GPLD1), 
mRNA 


NM_000408 


Homo sapiens glycerol-3 -phosphate dehydrogenase 2 (mitochondrial) (GPD2), 
mRNA 


NM 001448 


Homo sapiens glypican 4 (GPC4), mRNA 


NM 002081 


Homo sapiens glypican 1 (GPC1), mRNA 


NM 000174 


Homo sapiens glycoprotein IX (platelet) (GP9), mRNA 


NM 000173 


Homo sapiens glycoprotein lb (platelet), alpha polypeptide (GP1BA), mRNA 


NM_002080 


Homo sapiens glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate 
aminotransferase 2) (GOT2), nuclear gene encoding mitochondrial protein, 
mRNA 


NMJ)02079 


Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate 
aminotransferase 1) (GOT1), mRNA 


NM_002076 


Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease IIED) 
(GNS), mRNA 


NM 001501 


Homo sapiens gonadotropin-releasing hormone 2 (GNRH2), mRNA 


NM_000825 


Homo sapiens gonadotropin-releasing hormone 1 (leutinizing-releasing 
hormone) (GNRH 1 ), mRNA 


NM_002075 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 
(GNB3), mRNA 


NMJ)02073 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z 
polypeptide (GNAZ), mRNA 


NM 000172 


Homo sapiens guanine nucleotide binding protein (G protein), alpha transducing 
activity polypeptide 1 (GNAT1), mRNA 


NM 002072 


Homo sapiens guanine nucleotide binding protein (G protein), q polypeptide 
(GNAQ), mRNA 


NM_002071 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NM_002070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NM„002068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 
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NM_002067 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 1 1 (Gq 
class) (GNA1 1), mRNA 


NMJJ03875 


Homo sapiens guanine monphosphate synthetase (GMPS), mRNA 


NM 002066 


Homo sapiens GPI anchored molecule like protein (GML), mRNA 


NM 001500 


Homo sapiens GDP-mannose 4,6-dehydratase (GMDS), mRNA 


NM 002065 


Homo sapiens glutamate-ammonia ligase (glutamine synthase) (GLUL), mRNA 


NM 002064 


Homo sapiens glutaredoxin (thioltransferase) (GLRX), mRNA 


NM 000824 


Homo sapiens glycine receptor, beta (GLRB), mRNA 


NM 002063 


Homo sapiens glycine receptor, alpha 2 (GLRA2), mRNA 


NM 002062 


Homo sapiens glucagon-like peptide 1 receptor (GLP1R), mRNA 


NM 000170 


Homo sapiens glycine dehydrogenase (decarboxylating; glycine decarboxylase, 
glycine cleavage system protein P) (GLDC), mRNA 


NM 000169 


Homo sapiens galactosidase, alpha (GLA), mRNA 


NM 000167 


Homo sapiens glycerol kinase (GK), mRNA 


NM_0001 66 


Homo sapiens gap junction protein, beta 1, 32kD (connexin 32, Charcot-Marie- 
Tooth neuropathy, X-linked) (GJB1), mRNA 


NM 002060 


Homo sapiens gap junction protein, alpha 4, 37kD (connexin 37) (GJA4), mRNA 


NM 000164 


Homo sapiens gastric inhibitory polypeptide receptor (GIPR), mRNA 


NM 000823 


Homo sapiens growth hormone releasing hormone receptor (GHRHR), mRNA 


NM 000163 


Homo sapiens growth hormone receptor (GHR), mRNA 


NM 000821 


Homo sapiens gamma-glutamyl carboxylase (GGCX), mRNA 


NM 001495 


Homo sapiens GDNF family receptor alpha 2 (GFRA2), mRNA 


NM 002055 


Homo sapiens glial fibrillary acidic protein (GFAP), mRNA 


NM 003943 


Homo sapiens genethonin 1 (GENX-3414), mRNA 


NM 000514 


Homo sapiens glial cell derived neurotrophic factor (GDNF), mRNA 


NM 001493 


Homo sapiens GDP dissociation inhibitor 1 (GDI1), mRNA 


NM_001491 


Homo sapiens glucosaminyl (N-acetyl) transferase 2, 1-branching enzyme 
(GCNT2), mRNA 


NM_001490 


Homo sapiens glucosaminyl (N-acetyl) transferase 1, core 2 (beta-l,6-N- 
acetylglucosaminyltransferase) (GCNT1), mRNA 


NM 000160 


Homo sapiens glucagon receptor (GCGR), mRNA 


NM 002054 


Homo sapiens glucagon (GCG), mRNA 


NM 001485 


Homo sapiens gastrulation brain homeo box 2 (GBX2), mRNA 


NM 001483 


Homo sapiens glioblastoma amplified sequence (GBAS), mRNA 


NM 002048 


Homo sapiens growth arrest-specific 1 (GAS1), mRNA 


NM 001481 


Homo sapiens growth arrest-specific 1 1 (GASH), mRNA 


NM_000819 


Homo sapiens phosphoribosylglycinamide formyltransferase, 
phosphoribosylglycinamide synthetase, phosphoribosylaminoimidazole 
synthetase (GART), mRNA 


NM 002045 


Homo sapiens growth associated protein 43 (GAP43), mRNA 


NM 003614 


Homo sapiens galanin receptor 3 (GALR3), mRNA 


NM 000154 


Homo sapiens galactokinase 1 (GALK1), mRNA 


NM 001477 


Homo sapiens G antigen 7B (GAGE7B), mRNA 


NM 001476 


Homo sapiens G antigen 6 (GAGE6), mRNA 


NM 001475 


Homo sapiens G antigen 5 (GAGE5), mRNA 


NM 001474 


Homo sapiens G antigen 4 (GAGE4), mRNA 


NM 001473 


Homo sapiens G antigen 3 (GAGE3), mRNA 


NM 001472 


Homo sapiens G antigen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGE1), mRNA 


NM_000818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GAD2), mRNA 


NM 002043 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 2 (GABRR2), 
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mRNA 


NM 002042 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho 1 (GABRR1), 
mRNA 


NM_000402 


Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001469 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA 


NM 002037 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 


NM 002036 


Homo sapiens Duffy blood group (FY), mRNA 


NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVT1), mRNA 


NM 000150 


Homo sapiens fucosyltransferase 6 (alpha (1,3) fucosyltransferase) (FUT6), 
mRNA 


NM 002034 


Homo sapiens fucosyltransferase 5 (alpha (1,3) fucosyltransferase) (FUT5), 
mRNA 


NM_002033 


Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid- 
specific) (FUT4), mRNA 


NM__000149 


Homo sapiens fucosyltransferase 3 (galactoside 3(4)-L-fucosyltransferase, Lewis 
blood group included) (FUT3), mRNA 


NM 000511 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), mRNA 


NM_000148 


Homo sapiens fucosyltransferase 1 (galactoside 2-alpha-L-fucosyltransferase, 
Bombay phenotype included) (FUT1), mRNA 


NM 000147 


Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA 


NM 002032 


Homo sapiens ferritin, heavy polypeptide 1 (FTH1), mRNA 


NM 000145 


Homo sapiens follicle stimulating hormone receptor (FSHR), mRNA 


NM 000510 


Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB), mRNA 


NM 001463 


Homo sapiens frizzled-related protein (FRZB), mRNA 


NM 000144 


Homo sapiens Friedreich ataxia (FRDA), mRNA 


NM 001462 


Homo sapiens formyl peptide receptor-like 1 (FPRL1), mRNA 


NM 002029 


Homo sapiens formyl peptide receptor 1 (FPR1), mRNA 


NM 003838 


Homo sapiens fucose-1 -phosphate guanylyltransferase (FPGT), mRNA 


NM 002027 


Homo sapiens farnesyltransferase, CAAX box, alpha (FNTA), mRNA 


NM 002025 


Homo sapiens fragile X mental retardation 2 (FMR2), mRNA 


NM 002024 


Homo sapiens fragile X mental retardation 1 (FMR1), mRNA 


NM 001461 


Homo sapiens flavin containing monooxygenase 5 (FM05), mRNA 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


NM 001460 


Homo sapiens flavin containing monooxygenase 2 (FM02), mRNA 


NM 002021 


Homo sapiens flavin containing monooxygenase 1 (FMOl), mRNA 


NM 002020 


Homo sapiens fins-related tyrosine kinase 4 (FLT4), mRNA 


NM 001459 


Homo sapiens fms-related tyrosine kinase 3 ligand (FLT3LG), mRNA 


NM_002019 


Homo sapiens fms-related tyrosine kinase 1 (vascular endothelial growth 
factor/vascular permeability factor receptor) (FLT1), mRNA 


NM 001455 


Homo sapiens forkhead box 03 A (FOX03 A), mRNA 

£. — 


NM 001453 


Homo sapiens forkhead box CI (FOXC1), mRNA 


NM 001451 


Homo sapiens forkhead box Fl (FOXF1), mRNA 


NM 001450 


Homo sapiens four and a half LIM domains 2 (FHL2), mRNA 


NM 001449 


Homo sapiens four and a half LIM domains 1 (FHL1), mRNA 


NM 002012 


Homo sapiens fragile histidine triad gene (FHIT), mRNA 


NM 000143 


Homo sapiens fumarate hydratase (FH), mRNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affinity II, receptor for (CD23A) 
(FCER2), mRNA 


NMJ)02001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 
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NM 003837 


Homo sapiens fructose-1 ,6-bisphosphatase 2 (FBP2), mRNA 


NM 001998 


Homo sapiens fibulin 2 (FBLN2), mRNA 


NM 003923 


Homo sapiens forkhead box HI (FOXH1), mRNA 


NM 003950 


Homo sapiens coagulation factor II (thrombin) receptor-like 3 (F2RL3), mRNA 


NM 003975 


Homo sapiens SH2 domain protein 2A (SH2D2A), mRNA 


NM 001440 


Homo sapiens exostoses (multiple)-like 3 (EXTL3), mRNA 


NM 001988 


Homo sapiens envoplakin (EVPL), mRNA 


NM 001985 


Homo sapiens electron-transfer-flavoprotein, beta polypeptide (ETFB), mRNA 


NM 000126 


Homo sapiens electron-transfer-flavoprotein, alpha polypeptide (glutaric aciduria 
II) (ETFA), nuclear gene encoding mitochondrial protein, mRNA 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


NM 000125 


Homo sapiens estrogen receptor 1 (ESR1), mRNA 


"NTIVf 000193 


TTomo <?ar>ien<s excision renair cross-comnlementins rodent repair deficiency* 
complementation group 5 (xeroderma pigmentosum, complementation group G 
(Cockayne syndrome)) (ERCC5), mRNA 


NM 001983 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 1 (includes overlapping antisense sequence) (ERCC1), 
mRNA 


NM 000502 


Homo sapiens eosinophil peroxidase (EPX), mRNA 


NM 001981 


Homo sapiens epidermal growth factor receptor pathway substrate 15 (EPS 15), 
mRNA 


NM 000799 


Homo sapiens erythropoietin (EPO), mRNA 


NM 001980 


Homo sapiens epimorphin (EPIM), mRNA 


NM 001431 


Homo sapiens erythrocyte membrane protein band 4.1-like 2 (EPB41L2), mRNA 


NM 001430 


Homo sapiens endothelial PAS domain protein 1 (EPAS1), mRNA 


NM 001977 


Homo sapiens glutamyl aminopeptidase (aminopeptidase A) (ENPEP), mRNA 


NM 001974 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence 1 (EMR1), mRNA 


NM 001425 

X ^ XV X \_/ V» JL l*^ 


Homo sapiens epithelial membrane protein 3 (EMP3), mRNA 


NM 001424 


Homo sapiens epithelial membrane protein 2 (EMP2), mRNA 


NM 001423 


Homo sapiens epithelial membrane protein 1 (EMP1), mRNA 


NM 001421 


Homo sapiens E74-like factor 4 (ets domain transcription factor) (ELF4), mRNA 


NM 001419 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu 
antigen R) (ELAVL1), mRNA 


NM 001972 


Homo sapiens elastase 2, neutrophil (ELA2), mRNA 


NM 001970 


Homo sapiens eukaryotic translation initiation factor 5A (E3F5 A), mRNA 


NM_001418 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2), 
mRNA 


NM_003732 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 3 
(EIF4EBP3), mRNA 


NM 001968 


Homo sapiens eukaryotic translation initiation factor 4E (EIF4E), mRNA 


NM 001416 

J_ > J. VJL v V/ X ™ -L. VJ 


Homo sapiens eukaryotic translation initiation factor 4 A, isoform 1 (E1F4A1), 
mRNA 


NM 003753 

_L > _LYJL W V/ _J / ~J 


Homo s aniens eukarvotic translation initiation factor 3 subunit 7 fzeta, 66/67kD) 
(EEF3S7), mRNA 


NM 001568 

i. > J.VJL \J\J J- — ' W U 


Homo «iarviens eukarvotic translation initiation factor 3 subunit 6 (48kD) 
(EIF3S6), mRNA 


NM_003754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(EIF3S5), mRNA 


NM_003757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EIF3S2), mRNA 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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150/170kD) (EIF3S10), mRNA 


NM_001415 


Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD) 
(EIF2S3), mRNA 


NM_003908 


Homo sapiens eukaryotic translation initiation factor 2, subunit 2 (beta, 38kD ) 
(EIF2S2), mRNA 


NM_001966 


Homo sapiens enoyl-Coenzyme A, hydratase/3 -hydroxy acyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 
mRNA 


NM 001965 


Homo sapiens early growth response 4 (EGR4), mRNA 


NM 001964 


Homo sapiens early growth response 1 (EGR1), mRNA 


NM 001406 


Homo sapiens ephrin-B3 (EFNB3), mRNA 


NM 001962 


Homo sapiens ephrin-A5 (EFNA5), mRNA 


NM 001405 


Homo sapiens ephrin-A2 (EFNA2), mRNA 


NM 001961 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


NMJ301958 


Homo sapiens eukaryotic translation elongation factor 1 alpha 2 (EEF1A2), 
mRNA 


NM 001956 


Homo sapiens endothelin 2 (EDN2), mRNA 


NM 001955 


Homo sapiens endothelin 1 (EDN1), mRNA 


NM_003775 


Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 
mRNA 


NM 001399 


Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 


NM 001397 


Homo sapiens endothelin converting enzyme 1 (ECE1), mRNA 


NM_003240 


Homo sapiens endometrial bleeding associated factor (left-right determination, 
factor A; transforming growth factor beta superfamily) (EBAF), mRNA 


NM 001948 


Homo sapiens dUTP pyrophosphatase (DUT), mRNA j 


NMJ)01945 


Homo sapiens diphtheria toxin receptor (heparin-binding epidermal growth 
factor-like growth factor) (DTR), mRNA 


NM 001939 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


NM_001938 


Homo sapiens down-regulator of transcription 1, TBP-binding (negative cofactor 
2^ fDRl\ mRNA 


NM 001387 


Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), mRNA 


NM 001385 


Homo sapiens dihydropyrimidinase (DPYS), mRNA 


NM_001935 


Homo sapiens dipeptidylpeptidase IV (CD26, adenosine deaminase complexing 
protein 2) (DPP4), mRNA 


NM„003863 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


NM 001379 


Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNMT1), mRNA 


NM 001375 


Homo sapiens deoxyribonuclease II, lysosomal (DNASE2), mRNA 


NM 001374 


Homo sapiens deoxyribonuclease Hike 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 


NM_001933 


Homo sapiens dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 


Homo sapiens deiodinase, iodothyronine, type III (DI03), mRNA 


NM 001360 


Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 


NM_003670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mRNA 


NM_001354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type III) (AKR1C2), mRNA 


NM_000790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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XnVT 000789 

IN ±YX UUU / OJ7 


Homo samens dioetrtidvl carboxvoeptidase 1 (angiotensin I converting enzyme) 
(ACE), mRNA 


NM 001920 


Homo sapiens decorin (DCN), mRNA 


l^Jlvi UUvz/OO 


TJnmn sanipns deoxvcvtidine kinase flDCK). mRNA 


NM_001919 


Homo sapiens dodecenoyl-Coenzyme A delta isomer ase (3,2 trans-enoyl- 

V^UCllZi_y Lli\s x\. XoUiiiL/X aoL j y±~s\s±j , xxxxvx ix. 


IN 1VJL_UU 1 1 0 


Unmn <2nrripns Hihvdrolinoamide branclied chain transacvlase (E2 component of 

X X L_/ 1. 1 J. OAL/lvllO V.X1XX Y VIX vXXL/WCAXXXXkJ-V' KJx. CAXXvXXW*. vuuill uuixuuvj xuuw y j - J *-' waawa* w v.*. 

"hranrViprl chain keto acid dehvdnwenase comolex; manle svrut) urine disease) 
CDBTi mRNA 

\^X-~J Jl~J JL y , XXXJLVX^jL 1. 


NTVT 001^2 

XNXYjl \J\J x. ^> .J jLi 


Homo sapiens D site of albumin promoter (albumin D-box) binding protein 
(DBP), mRNA 


NM 001351 


Homo sapiens deleted in azoospermia-like (DAZL), mRNA 


NM 001350 

X N XYX \J\J X. ~J ■—' \J 


Homo sapiens death-associated protein 6 (DAXX), mRNA 


NM 001344 


Homo sapiens defender against cell death 1 (DAD1), mRNA 


"NTlVr 00347? 


Homo saniens DEK oncogene (DNA binding) (DEK), mRNA 


NM 000776 


Homo sapiens c^ochrome P450, subfamily IIIA (niphedipine oxidase), 
nolvDentide 3 (CYP3 A3), mRNA 


NM 001916 

X N X VX v V i y 1 u 


Homo sapiens cytochrome c-1 (CYC1), mRNA 


NM 001914 

X > X Yl \J\J\ — ' J- ~ 


Homo sapiens cytochrome b-5 (CYB5), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 003928 


Homo sapiens CAAX box 1 (CXX1), mRNA 


NM 003611 


Homo sapiens chromosome X open reading frame 5 (CXORF5), mRNA 


NM 003467 


Homo sapiens chemokine (C-X-C motif), receptor 4 (fusin) (CXCR4), mRNA 


NM 001338 


Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA 


NM 003478 


Homo sapiens cullin 5 (CUL5), mRNA 


NM 003591 


Homo sapiens cullin 2 (CUL2), mRNA 


NM 001336 


Homo sapiens cathepsin Z (CTSZ), mRNA 


NM 001335 

X ™ X ▼ X \J \J X —J +s 


Homo sapiens cathepsin W (lymphopain) (CTSW), mRNA 


NM 001912 


Homo sapiens cathepsin L (CTSL), mRNA 


NM 001333 


Homo sapiens cathepsin L2 (CTSL2), mRNA 


NM 000396 


Homo sapiens cathepsin K (pycnodysostosis) (CTSK), mRNA 


NM 001911 


Homo sapiens cathepsin G (CTSG), mRNA 


NM 001910 

X l Xt X V v/ X X 


Homo sapiens cathepsin E (CTSE), mRNA 


NM 001909 

X ^ X VX v \J X S \J s 


Homo sapiens cathepsin D (lysosomal aspartyl protease) (CTSD), mRNA 


NM 001814 


Homo sapiens cathepsin C (CTSC), mRNA 


NM 001908 

X 1 X ▼ X \J \J X S \J \J 


Homo sapiens cathepsin B (CTSB), mRNA 


NM 001907 


Homo sapiens chymotiy^psin-like (CTRL), mRNA 


"MM" 001Q06 

XNXYjl V/ v/ X ^7v7 W 


TTnmn Qnrvipn«3 chvrriOiTvnsinoffen Bl fCTTRBl^ mRNA 


NM 001905 


Homo sapiens CTP synthase (CTPS), mRNA 


NM 001 Q04 

xNxVJL UK 1 


TTomn Qanipn<5 rafpnin ^cadherin -associated nrotein^ beta 1 (88kD) (CTNNB1), 
mRNA 

1 1 XXVX N JTV 


NM 001798 

xnxvjl uuj i y <j 


PTnmn sanipns catenin fcadherin-associated nrotein^ alnha-like 1 (CTNNAL1), 
mRNA 


NM 001903 

X N J.TX \y X V 


Homo sapiens catenin (cadherin-associated protein), alpha 1 (102kD) 
fCTNNAl), mRNA 


NM 001902 


Homo sapiens cystathionase (cystathionine gamma-lyase) (CTH), mRNA 


NM 001901 


Homo sapiens connective tissue growth factor (CTGF), mRNA 


NM 001330 


Homo sapiens cardiotrophin 1 (CTF1), mRNA 


NM 000100 


Homo sapiens cystatin B (stefin B) (CSTB), mRNA 


NM 003650 


Homo sapiens cystatin F (leukocystatin) (CST7), mRNA 


NM 001323 


Homo sapiens cystatin E/M (CST6), mRNA 


NM 001900 


Homo sapiens cystatin D (CST5), mRNA 
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NM 001899 


Homo sapiens cystatin S (CST4), mRNA 


NM__000099 


Homo sapiens cystatin C (amyloid angiopathy and cerebral hemorrhage) (CST3), 
mRNA 


NM 001322 


Homo sapiens cystatin SA (CST2), mRNA 


NM 001898 


Homo sapiens cystatin SN (CST1), mRNA 


NM 001321 


Homo sapiens cysteine and glycine-rich protein 2 (CSRP2), mRNA 


NM 001896 


Homo sapiens casein kinase 2, alpha prime polypeptide (CSNK2A2), mRNA 


NM 001895 


Homo sapiens casein kinase 2, alpha 1 polypeptide (CSNK2A1), mRNA 


NM 001894 


Homo sapiens casein kinase 1, epsilon (CSNK1E), mRNA 


NM 001893 


Homo sapiens casein kinase 1, delta (CSNK1D), mRNA 


NM 001892 


Homo sapiens casein kinase 1, alpha 1 (CSNK1A1), mRNA 


NM_001891 


Homo sapiens casein, beta (CSN2), mRNA 


NM 001890 


Homo sapiens casein, alpha (CSN1), mRNA 


NM 000760 


Homo sapiens colony stimulating factor 3 receptor (granulocyte) (CSF3R), 
mRNA 


NM 000759 


Homo sapiens colony stimulating factor 3 (granulocyte) (CSF3), mRNA 


NM_000758 


Homo sapiens colony stimulating factor 2 (granulocyte-macrophage) (CSF2), 
mRNA 


NM 000757 


Homo sapiens colony stimulating factor 1 (macrophage) (CSF1), mRNA 


NM 003651 


Homo sapiens cold shock domain protein A (CSDA), mRNA 


NM 001315 


Homo sapiens mitogen-activated protein kinase 14 (MAPK14), mRNA 


NM 001884 


Homo sapiens cartilage linking protein 1 (CRTL1), mRNA 


NM 001313 


Homo sapiens collapsin response mediator protein 1 (CRMP1), mRNA 


NM 001312 


Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA 


NM 001311 


Homo sapiens cysteine-rich protein 1 (intestinal) (CRIP1), mRNA 


NM 000756 


Homo sapiens corticotropin releasing hormone (CRH), mRNA 


NM 001881 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


NM 003851 


Homo sapiens cellular repressor of ElA-stimulated genes (CREG), mRNA 


NM_001310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 
mRNA 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 


NM 003805 


Homo sapiens CASP2 and RIPK1 domain containing adaptor with death domain 
(CRADD), mRNA 


NM 001877 


Homo sapiens complement component (3d/Epstein Barr virus) receptor 2 (CR2), 
mRNA 


NM 000098 


Homo sapiens carnitine palmitoyltransferase II (CPT2), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 001876 


Homo sapiens carnitine palmitoyltransferase I, liver (CPT1 A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001875 


Homo sapiens carbamoyl-phosphate synthetase 1, mitochondrial (CPS1), nuclear 
gene encoding mitochondrial protein, mRNA 


NMJ)00097 


Homo sapiens coproporphyrinogen oxidase (coproporphyria, harderoporphyria) 
(CPO),mRNA 


NM 001871 


Homo sapiens carboxypeptidase Bl (tissue) (CPB1), mRNA 


NM 001870 


Homo sapiens carboxypeptidase A3 (mast cell) (CP A3), mRNA 


NM 001869 


Homo sapiens carboxypeptidase A2 (pancreatic) (CPA2), mRNA 


NM 001868 


Homo sapiens carboxypeptidase Al (pancreatic) (CPA1), mRNA 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTN1), mRNA 


NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA 
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NM 001839 


Homo sapiens calponin 3, acidic (CNN3), niRNA 


NM 001299 


Homo sapiens calponin 1, basic, smooth muscle (CNN1), rnRNA 


NM 001297 


Homo sapiens cyclic nucleotide gated channel beta 1 (CNGB1), niRNA 


NM 001298 


Homo sapiens cyclic nucleotide gated channel alpha 3 (CNGA3), niRNA 


NM 000087 


Homo sapiens cyclic nucleotide gated channel alpha 1 (CNGA1), rnRNA 


NM 003^570 


Homo sapiens cytidine monophosphate-N-acetylneuraminic acid hydroxylase 
(CMP-N-acetylneuraminate monooxygenase) (CMAH), rnRNA 


"MM 001 836 


Homo sapiens chymase 1, mast cell (CMA1), rnRNA 


NM_001831 


Homo sapiens clusterin (complement lysis inhibitor, SP-40,40, sulfated 
glycoprotein 2, testosterone-repressed prostate message 2, apolipoprotein J) 
(CLU), rnRNA 


NM_001294 


Homo sapiens cleft lip and palate associated transmembrane protein 1 
(CLPTM1), rnRNA 


NM 003476 

J. N J.YA Uu J ~ / W 


Homo sapiens cysteine and glycine-rich protein 3 (cardiac LIM protein) 
(CSRP3), rnRNA 


NM 001293 


Homo sapiens chloride channel, nucleotide-sensitive, 1A (CLNS1A), rnRNA 


NM 003277 


Homo sapiens claudin 5 (transmembrane protein deleted in velocardiofacial 
syndrome) (CLDN5), rnRNA 


NM 001306 


Homo sapiens claudin 3 (CLDN3), mRNA 


NM 001829 


Homo sapiens chloride channel 3 (CLCN3), mRNA 


NMJ)01284 


Homo sapiens adaptor-related protein complex 3, sigma 1 subunit (AP3S1), 
mRNA 


NM 001827 


Homo sapiens CDC28 protein kinase 2 (CKS2), mRNA 


NM 001826 


Homo sapiens CDC28 protein kinase 1 (CKS1), mRNA 


NM 001824 


Homo sapiens creatine kinase, muscle (CKM), mRNA 


NM 001823 


Homo sapiens creatine kinase, brain (CKB), mRNA 


NM 001281 

J. llVl \J\J -L J—i X 


Homo sapiens cytoskeleton-associated protein 1 (CKAP1), mRNA 


NM_003613 


Homo sapiens cartilage intermediate layer protein, nucleotide 
pyrophosphohydrolase (CILP), mRNA 


NM 001278 


Homo sapiens conserved helix4oop-helix ubiquitous kinase (CHUK), mRNA 


NM 003654 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 1 (CHST1), 
mRNA 


NM 000750 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 4 (CHRNB4), 
mRNA 


NM 000749 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 3 (CHRNB3), 
mRNA 


"MM 000748 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) 
(CHRNB2), mRNA 


NM 000746 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 7 (CHRNA7), 
mRNA 


NM 000745 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 5 (CHRNA5), 
mRNA 


NM 000744 

X > 1VX \J\J\J 1 I I 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 4 (CHRNA4), 
mRNA 


NM 000743 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 3 (CHRNA3), 
mRNA 


NM_000742 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 2 (neuronal) 
(CHRNA2), mRNA 


NM 000741 


Homo sapiens cholinergic receptor, muscarinic 4 (CHRM4), mRNA 


NM 000740 


Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 


NM 000739 


Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2), mRNA 


NM 000738 


Homo sapiens cholinergic receptor, muscarinic 1 (CHRM1), mRNA 
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NM 001822 


Homo sapiens chimerin (chimaerin) 1 (CHN1), mRNA 


XTA J AA1 OH 

NM 00 1 82 1 


TJ_„. _ nliArAirlpr^lTllQ 1 iL-p CQ a"h PCPOrt TirntPITl 2^ fCHlVlLl ITlRNA. 
rlOniO SaplCIlS CnOrOlQcreiIlla--llKC ^lXaU Caoui L t*) ^v^LAXYAj-zy, ia.li.vj. >x x 


NM 001819 


Homo sapiens chromogranin B (secretogranin 1) (CHGB), mRNA 


NM 001269 


Homo sapiens enromosome condensation i v^riv^iy, nixviNrx 


NM 001267 


Homo sapiens chondroadherin (CHAD), mRNA 


NM_001817 


Homo sapiens carcmoemDryonic antigen-reiaiea cen aanesiori muicuuic t 
(CEACAM4), mKJNA 


NM_001816 


Homo sapiens carcinoemuryonic antigen-reid-ieu. oeii duiicbiun inuici/wt o 
(CEACAM8), mRNA 


NM_001815 


TT _ „ a-m <-i /»n*<nivinii-fviK'rT7AnlO OtlT'lfTATl T*^1qT^H <""F*11 dHlTf^CIATl TTT A 1 f 1 1 f*. T 

Homo sapiens caicinoemDryonic antigen-reiaieu ucn auiic&iuu muici/uic ^ 

(OJiAL/AJ.VL.5 J, mivlN/v 


NM_003663 


Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), mRNA 


NM 001813 


Homo sapiens centromere protein Jc, \? izku) ^^jC/iNrnj, mjxrs^ 


NM_001808 


Homo sapiens carooxyi ester npase-iiKe v,Diie saiL-bLimuid-tcu upa&c lus&j y^^^^j, 
mKJNA 


NM 001807 


Homo sapiens carooxyi ester lipase ^uiie baii-kuiiiui<ucu. v^^^y? llj - LVl ^- r *- 


NM_001805 


Homo sapiens L^^/v/vi/ennancer oinamg pruLcni )•> cpwiun v.^- -^y? 
mRNA 


"KT\ >T AA1 O^C 

NM 001265 


TJa*«a nn«ianf( Aonrlnl frmA l"i/^TVi<^r» KnY fr*CJn CPri n+l ATI TflptnT" ✓ (CT)a7 | TT1 IX N A 

rlomo sapiens cauQai type nomcu dua ucni&uiipLiuii xa^iyji ^ v^- -^-^ 7' ^ j 


TV T"iv /T AA1 OA/I 

NM 001804 


riomo sapiens cauaai type nomeo doa LianbL/iipuuii iav^Lu± i v^- v x )•> 11AJ - VX ^^ v 


-k ttv if aai o r\i 

NM 001803 


Tj^mo co^pTic rn"\A/^9 cntio-p-n A 1VTP A TTT- 1 nntio-erfl ( C!DW52^ mRNA 
riomo sapiens \^>xJ w anLigcii ^ ^.tajlvii: /a. x ± i- i aiiLig^n; v.^-^ VY ^^Jd iiLLvi,| - ri 


NM 001264 


riomo sapiens corneoaesmobin ^^lyoiN iiixvin^-y 


TVTTV /T A A 1 O /CO 

NM_00126i 


iTrt*v,A onnioMP /^t^td /ii a ri frK/r' ^tt\1 cAfnfVi^ cp ( Aci^Vi ntirl^tp cvtidvlvl transferase j 

ilOniO Sapiens LUr -Cliaoyigiyucrui oyiiLiid&c ^pii\japiiauuaLt/ i-i-vj-j J- j J- la ciiiox^x "^^y 

1 (CDS 1), mRNA 


TVT\ /T A A 1 OA1 

NM 001801 


rlomo sapiens cysteine aioxygena&e, type x i ), iijjvi>-rv 


"K.TTV if AA1 

NM 001 76y 


Homo sapiens v^uy antigen \p^H) w^uyj, iiirviN^ 


NM 001768 


Homo sapiens CD8 antigen, alpha polypeptide (p32) (CD8A), mRNA 


NM 003874 


Homo sapiens L/iJo4 antigen ^leuKocyte anugenj {\s±johj, llusj.^^ 


-v -p» AA1 TOI 

NM_001781 


Homo sapiens L^JJoy antigen ^pou ? eariy i-oeii aL/Livauuii cuiugcii^ ^xvu^;, 
mRNA 


*X.TTV Jf AA"t TOA 

NM 001780 


Homo sapiens cjjoj antigen ^meianonia 1 antigen^ w,ljsjjj, nirviN^-v 


NM_001779 


Homo sapiens CD58 antigen, (lymphocyte function-associated antigen 3) 
(CD58), mRNA 


NM 001778 


Homo sapiens CD48 antigen (B-cell membrane protein) (CD48), mRNA 


NMJ)01777 


Homo sapiens CD47 antigen (Kn-relatea antigen, lntegrm-associaxea signal 
transducer) (CD47), mRNA 


NMJ300733 


Homo sapiens CD3E antigen, epsiion polypeptide ^111 5 complex; \ k^ud&) 9 
mRNA 


NM_000732 


Homo sapiens antigen, aeita poiypeptiae ^ino complex; \\^ljj±j), 
mKJNA 


NM_001 1 lo 


Homo sapiens ectonucieositie Lripno&pndLe uipiiuapiiuiiyuiuiaac/ x x^j.^, 

-rvVPAJ A 

mKJN/\ 


"VTA A AA1 

NM UU1//D 


Homo sapiens lujo anugen ^phj; ^ujo;, iiitsj.n^-v 


NM UUi / /4 


Homo sapiens tfj / anugen ^v^j_yj / ;, iiiivin/a 


NM UU 1 / Id 


Homo sapiens luj^ anugcii ^ujh-j, iiiiviN.rv 


NM UUJoJU 


Homo sapiens sialic acia. Dinumg ig-iiK.c icoliii j xnxviNi-i. 


T\TM 001245 


Hnmn ^anien^ sialic acid bindins Is-like lectin 6 (SIGLEC6), mRNA 


NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD1D antigen, d polypeptide (CD1D), mRNA 


NM 001765 


Homo sapiens CD1C antigen, c polypeptide (CD1C), mRNA 
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NM 001764 


Homo sapiens CD1B antigen, b polypeptide (CD1B) 3 rciRNA 


NM 001838 


Homo sapiens chemokine (OC motif) receptor 7 (CCR7), mRNA 


NM 001837 


Homo sapiens chemokine (C-C motif) receptor 3 (CCR3), mRNA 


NM_001758 


Homo sapiens cyclinDl (PRAD1 parathyroid adenomatosis 1) (CCND1), 
mRNA 


NM 000731 


Homo sapiens cholecystokinin B receptor (CCKBR), mRNA 


NM 000730 


Homo sapiens cholecystokinin A receptor (CCKAR), mRNA 


NM 001757 


Homo sapiens carbonyl reductase 1 (CBR1), mRNA 


NM_001754 


Homo sapiens runt-related transcription factor 1 (acute myeloid leukemia 1; 
amll oncogene) (RUNX1), mRNA 


NM 003688 


Homo sapiens calcium/calmodulin-dependent serine protein kinase (MAGUK 
family) (CASK), mRNA 


NM 001747 


Homo sapiens capping protein (actin filament), gelsolin-like (CAPG), mRNA 


NM 001744 


Homo sapiens calcium/calmodulin-dependent protein kinase IV (CAMK4), 
mRNA 


NM 001743 


Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CALM2), mRNA 


NM 001742 


Homo sapiens calcitonin receptor (CALCR), mRNA 


NM 001741 


Homo sapiens calcitonin/calcitonin-related polypeptide, alpha (CALCA), mRNA 


NM 000727 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 1 
(CACNG1), mRNA 


NM 000726 


Homo sapiens calcium channel, voltage-dependent, beta 4 subunit (CACNB4), 
mRNA 


NM 000725 


Homo sapiens calcium channel, voltage-dependent, beta 3 subunit (CACNB3), 
mRNA 


NM 000724 


Homo sapiens calcium channel, voltage-dependent, beta 2 subunit (CACNB2), 
mRNA 


NM 000723 


Homo sapiens calcium channel, voltage-dependent, beta 1 subunit (CACNB1), 
mRNA 


NM 000721 


Homo sapiens calcium channel, voltage-dependent, alpha IE subunit 
(CACNA1E), mRNA 


NM 000720 


Homo sapiens calcium channel, voltage-dependent, L type, alpha ID subunit 
(CACNA1D), mRNA 


NM 000719 


Homo sapiens calcium channel, voltage-dependent, L type, alpha 1C subunit 
(CACNA1C), mRNA 


NM 000718 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IB subunit 
(CACNA1B), mRNA 


NM 001739 


Homo sapiens carbonic anhydrase VA, mitochondrial (CA5 A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001738 


Homo sapiens carbonic anhydrase I (CA1), mRNA 


NM 001737 


Homo sapiens complement component 9 (C9), mRNA 


NM 001736 


Homo sapiens complement component 5 receptor 1 (C5a ligand) (C5R1), mRNA 


NM 001735 


Homo sapiens complement component 5 (C5), mRNA 


NM 003956 


Homo sapiens cholesterol 25 -hydroxylase (CH25H), mRNA 


NM 001734 


Homo sapiens complement component 1, s subcomponent (CIS), mRNA 


NM 001733 


Homo sapiens complement component 1, r subcomponent (C1R), mRNA 


NM 001732 


Homo sapiens butyrophilin, subfamily 1, member Al (BTN1A1), mRNA 


NM 001731 


Homo sapiens B-cell translocation gene 1, anti-proliferative (BTG1), mRNA 


NM 001729 


Homo sapiens betacellulin (BTC), mRNA 


NM 001728 


Homo sapiens basigin (BSG), mRNA 


NMJ)03742 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 1 
(ABCB11), mRNA 


NM 001727 


Homo sapiens bombesin-like receptor 3 (BRS3), mRNA 
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NM 000059 


Homo sapiens breast cancer 2, early onset (BRCA2), mRNA 


NM 001725 


Homo sapiens bactericidal/permeability-increasing protein (BPI), mRNA 


NM 001724 


Homo sapiens 2 5 3-bisphosphoglycerate mutase (BPGM), mRNA 


NM 001723 


Homo sapiens bullous pemphigoid antigen 1 (230/240kD) (BPAG1) 5 mRNA 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


NM_001722 


Homo sapiens BN51 (BHK21) temperature sensitivity complementing (BN51T), 
mRNA 


NM_001721 


Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA 


NM 001203 


Homo sapiens bone morphogenetic protein receptor, type IB (BMPR1B), mRNA 


NM_001720 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8), 
mRNA 


NM_001719 


Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), 
mRNA 


NM 001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


NM_000713 


Homo sapiens biliverdin reductase B (flavin reductase (NADPH)) (BLVRB), 
mRNA 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


NM 001713 


Homo sapiens betaine-homocysteine methyltransferase (BHMT), mRNA 


NMJ)01712 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 
(biliary glycoprotein) (CEACAM1), mRNA 


NM 001711 


Homo sapiens biglycan (BGN) 5 mRNA 


NM_000711 


Homo sapiens bone gamma-carboxyglutamate (gla) protein (osteocalcin) 
(BGLAP), mRNA 


NM 001709 


Homo sapiens brain-derived neurotrophic factor (BDNF), mRNA 


NM 000710 


Homo sapiens bradykinin receptor Bl (BDKRB1), mRNA 


NM 001707 


Homo sapiens B-cell CLL/lymphoma 7B (BCL7B), mRNA 


NM 001706 


Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), mRNA 


NM 003921 


Homo sapiens B-cell CLL/lymphoma 10 (BCL10), mRNA 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCAS1), mRNA 


NM 001188 


Homo sapiens BCL2-antagonist/killer 1 (BAK1), mRNA 


NM 001704 


Homo sapiens brain-specific angiogenesis inhibitor 3 (BAB), mRNA 


NM 001703 


Homo sapiens brain-specific angiogenesis inhibitor 2 (BAI2), mRNA 


NM 001702 


Homo sapiens brain-specific angiogenesis inhibitor 1 (BAH), mRNA 


NM_001186 


Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
factor 1 (BACH1), mRNA 


NM_001701 


Homo sapiens bile acid Coenzyme A amino acid N-acyltransferase (glycine N- 
choloyltransferase) (BAAT), mRNA 


NM 001185 


Homo sapiens alpha-2 -gly c oprotein 1, zinc (AZGP1), mRNA 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 


NM 000053 


Homo sapiens ATPase, Cu++ transporting, beta polypeptide (Wilson disease) 
(ATP7B), mRNA 


NM 003945 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 
(ATP6H), mRNA 


NM 001696 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
3 lkD (ATP6E), mRNA 


NM 001693 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 2 (ATP6B2), mRNA 


NM_001692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NM_001691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polypeptide, 70kD, isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
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alpha polypeptide, 70kD, isoform 1 (ATP6A1), mRNA 


NM_001697 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, O 
subunit (oligomycin sensitivity conferring protein) (ATP50), mRNA 


NM_001686 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, beta 
polypeptide (ATP5B), nuclear gene encoding mitochondrial protein, mRNA 


NM 000704 


Homo sapiens ATPase, H+/K+ exchanging, alpha polypeptide (ATP4A), mRNA 


NM 001684 


Homo sapiens ATPase, Ca+4- transporting, plasma membrane 4 (ATP2B4), 
mRNA 


NM 001682 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 1 (ATP2B1), 
mRNA 


NM 001681 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 
(ATP2A2), mRNA 


NM 001679 


Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide (ATP1B3), 
mRNA 


NM 001678 


Homo sapiens ATPase, Na+/K+ transporting, beta 2 polypeptide (ATP1B2), 
mRNA 


NM 001677 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP1B1), 
mRNA 


NM 000703 


Homo sapiens ATPase, Na+/K+ transporting, alpha 3 polypeptide (ATP 1 A3), 
mRNA 


NM 000702 


Homo sapiens ATPase, Na+/K+ transporting, alpha 2 (+) polypeptide (ATP1 A2), 
mRNA 


NM 000701 


Homo sapiens ATPase, Na+/K+ transporting, alpha 1 polypeptide (ATP1 Al), 
mRNA 


NM 000051 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 
A, C and D) (ATM), mRNA 


NMJXH675 


Homo sapiens activating transcription factor 4 (tax-responsive enhancer element 
B67) (ATF4), mRNA 


NM 001673 


Homo sapiens asparagine synthetase (ASNS), mRNA 


NM 000048 


Homo sapiens argininosuccinate lyase (ASL), mRNA 


NM_001670 


Homo sapiens armadillo repeat gene deletes in velocardiofacial syndrome 
(ARVCF), mRNA 


NM 001179 


Homo sapiens ADP-ribosyltransferase 3 (ART3), mRNA 


NM 000047 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA 


NM_001178 


Homo sapiens aryl hydrocarbon receptor nuclear translocator-like (ARNTL), 
mRNA 


NM 001668 


Homo sapiens aryl hydrocarbon receptor nuclear translocator (ARNT), mRNA 


NM 001667 


Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA 


NM__001176 


Homo sapiens Rho GDP dissociation inhibitor (GDI) gamma (ARHGDIG), 
mRNA 


NM 001665 


Homo sapiens ras homolog gene family, member G (rho G) (ARHG), mRNA 


NM 001661 


Homo sapiens ADP-ribosylation factor 4-like (ARF4L), mRNA 


NM 001659 


Homo sapiens ADP-ribosylation factor 3 (ARF3), mRNA 


NM 001657 


Homo sapiens amphiregulin (schwannoma-derived growth factor) (AREG), 
mRNA 


NM_001654 


Homo sapiens v-raf murine sarcoma 3611 viral oncogene homolog 1 (ARAF1), 
mRNA 


NM 001169 


Homo sapiens aquaporin 8 (AQP8), mRNA 


NM 001651 


Homo sapiens aquaporin 5 (AQP5), mRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NM_000484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-II, Alzheimer 
disease) (APP), mRNA 
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NM 001647 


Homo sapiens apolipoprotein D (APOD), mRNA 


NM 001646 


Homo sapiens apolipoprotein C-TV (APOC4), mRNA 


"NM 000^84 


Homo sapiens apolipoprotein B (including Ag(x) antigen) (APOB), mRNA 


NM 001643 


Homo sapiens apolipoprotein A-II (APOA2), mRNA 


NM 001168 


Homo sapiens baculoviral LAP repeat-containing 5 (survivin) (BIRC5), mRNA 


NM_001167 


Homo sapiens baculoviral IAP repeat-containing 4 (BIRC4), mRNA 


nm 001 1 64 

XNXYX lut 


Homo ^aniens amvloid beta f A4 1 nrecursor protein-binding, family B, member 1 
(Fe65) (APBB1), mRNA 


NM 001163 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 1 
(XI 1) (APBA1), mRNA 


NM 001161 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 2 
(NUDT2), mRNA 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AOAH), mRNA 


NM 001630 

X^XYX V/vlUJv 


Homo sapiens annexin A8 (ANXA8), mRNA 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


NM 000700 


Homo sapiens annexin Al (ANXA1), mRNA 




Unmn ?anipn«; solute carrier familv 25 f mitochondrial carrier* adenine nucleotide 

XJLAXlXiAJ odL/lCXAo oul LXL^/ vCUllvl X til 111 XV X- —> ^XllllW^llVllUllUl uuiiivij uuvimiw iiuvivv/uuv 

translocator), member 5 (SLC25A5), nuclear gene encoding mitochondrial 

Tvrntpin TnT^N^A 

\JX. \J 11 1 , 111X Vi. ^ XV 


TsFM 001 1 SI 


Homo <?anieri«: solute carrier familv 25 (mitochondrial carrier* adenine nucleotide 
translocator), member 4 (SLC25A4), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 001150 


Homo ^aniens alanvl f membrane i aminonentidase f aminoneDtidase N, 
aminopeptidase M, microsomal aminopeptidase, CD13, pi 50) (ANPEP), mRNA 


NM 001146 


Homo saoiens ansioDoietin 1 fANGPTl\ mRNA 


NM 000699 


Homo saniens amvlase aloha 2A: nancreatic (AMY2AV mRNA 


NM 000481 

x ^ xyx vy \j \j r J. 


Homo sapiens aminomethyltransferase (glycine cleavage system protein T) 
(AMT), mRNA 


NM 000480 


Homo sapiens adenosine monophosphate deaminase (isoform E) (AMPD3), 
mRNA 


NM 001144 


Homo sapiens autocrine motility factor receptor (AMFR), mRNA 


NM 001143 


Homo sapiens amelogenin (Y chromosome) (AMELY), mRNA 


NM 001633 


Homo sapiens alpha- 1-microglobulin/bikunin precursor (AMBP), mRNA 


NM 000698 


Homo sapiens arachidonate 5 -lipoxygenase (ALOX5), mRNA 


NM 001140 


Homo sapiens arachidonate 15 -lipoxygenase (ALOX15), mRNA 


NM 001139 


Homo sapiens arachidonate 12-lipoxygenase, 12R type (ALOX12B), mRNA 


NM 000697 


Homo sapiens arachidonate 12-lipoxygenase (ALOX12), mRNA 


NM_001628 


Homo sapiens aldo-keto reductase family 1, member Bl (aldose reductase) 
(AKR1B1), mRNA 


NM 000696 

1. >i xvx uuuuy u 


Homo sapiens aldehyde dehydrogenase 9 (gamma-aminobutyraldehyde 
dehydrogenase, E3 isozyme) (AJLDH9), mRNA 


NM 000692 


Homo sapiens aldehyde dehydrogenase 5 (ALDH5), mRNA 


NM_003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 
dehydrogenase; pyrroline-5 -carboxylate dehydrogenase) (AT,PH4) 3 mRNA 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondrial (ALDH2), mRNA 


NM 000689 

X> XVX \J\J\J\J{J~s 


Homo saniens aldehvde dehvdroeenase 1 soluble (AT,DH1 V mRNA 


NM 001627 


Homo sapiens activated leucocyte cell adhesion molecule (ALCAM), mRNA 


NMJ)00688 


Homo sapiens aminolevulinate, delta-, synthase 1 (ALAS1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 
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NM 003488 


Homo sapiens A kinase (PRKA) anchor protein 1 (AKAP1), mRNA 


"KTA/r 001 £99 

1N1V1 UU 1 OZZ- 


XXOIIIO bdpiCIlfc> dipild-Z-XXo-giyUOpiOLClIl y^TJClOVJ^, lIlxvlNyrY 


NM 003659 


Homo sapiens alkylglycerone phosphate synthase (AGPS), mRNA 


xta/t nni 1 

iNiVl UU 1 1 j j 


noino sapienb didiiiiii ^/\xhvx^, iiixviNr^ 


"MA/T nni i ^ 1 


xiomo sapiens doiciic epiuiuynidi gxycoproiein-nive t ^/yizajtXjI ^, iiix\_ln/\. 


lNiVl_UU D 7J o 


ilOinU odpiCIlo dUdpLOI-IC-IdlCU, pxOLClIl L/OIIipiCA J), UClld 1 SLlUUIlll yr\JT D LJ 1 ^J, 


NM 001 1 97 


TTnmr» ccmipnc QrtaTYfnT'-Tpliil'prl TYtwtpiTi f*rvin"n1p"Y 1 T^pfsi 1 cnVmnit ( AT^1T^1 i 

XXOlllU oaUlClia CllXClJJLV/I It-ICILC'VI piV/LC/111 VV/lllJJIC'.A. 1, UCLa 1 oLlULllill ^/TVIT liJl J j 

mRNA 


XTA/T 000676 
1N1V1 UUUO / O 


XXOIIIO odpiCIlo dU.CI10£>lIlC JtlZiV) ICL-CpiAXL \Jr\A^\J j£>sJr\J*\-> IIIXVIN xA. 


TsJTVT 000674 

1N1VX UUUU/*+ 


Wnmn CQtvi^nc Qflpnncitif 1 A 1 rf*rf*r>tr\r ( A T~if~iT? A 1 ^ mP TSj A 
rXUIHU odpiCIllb dUCllLloHlC ±\. 1 ICV/CptUI \Jr\XJKJ iSJr\. JL J} lliXvlNxi. 


tsja/T 001 1 94 


XXUI11U odpiCIIo dU.ICIlVJXHCU.U.11111 ^ZTJL-/lVXy 5 lliXvlN^V 


lsJA/T 001 1 90 


JLJ.VJI11VJ odpidio LwU.dv'ji'^'llllt' LL ClIlopV/1 LCI 1IJVC pUJLClll 1^ X J_/ ± X\_^i_L> ^ ? llULViN -Ti. 


NM" 001 1 1 R 

J.NJLYX \J\J I 1 IO 


T-T ornr» o^Tvifnc nHpn , v/1ji1'F» p"\7r*1fl<2< =fc ap'Hvaf'i'ncy no1'\7Tif i "ntirl< : * 1 /Villi litnTvi r^F»nf r\f 

J.XU11XVI OuplClIo dVlt/ll^ Id Lt/ t'jl/iaov CWj LIVClLlllgj JL/^Jl_y iJ LI X ^Lyl LL4-1 LCll ji' 1 1 CV/wLJ LUJ. 

tvne I TADCYAPIRI » mRNA 


NM 000666 


Homo sapiens aminoacylase 1 (ACY1), mRNA 


NM 001 61 ^ 


TTotnn QfiTvipn^i npfin altVha 9 Qmnntli inn^plp flnt*fa ( A(~ 1 TA9 i TnT?7\TA 


NM 001097 

1> J.YX V/V/ J.V/7 / 


TTnTTin <2a"nipn<s nnro^iin T Af^T? i TnT^lVrA 


NM 003501 


Homo sapiens acyl-Coenzyme A oxidase 3, pristanoyl (ACOX3), mRNA 


TvnvT oo^soo 


XTAXIIIXJ odpiCIlo dL'yi~V_^LlCIlZiyillC /i UAlUdoC Z., UldilL/IlCU. Ulldlil ^rvv/WAZ lIliviNxx 


TsjA/f 001 0Q£ 
In 1yX_UU 1U70 


xxomu odpieno dconiLdbe z. ? n^iLOunonuridi i^/a.v^v^z, nuivicdi gene cnt/OCimg 

lIllLVJL/IUJlIUlldl piULClll, HlXviNyTL 


NM 001096 


Homo sapiens ATP citrate lyase (ACLY), mRNA 


TsJA/f 001 60Q 


xxomo bdpiens doyi-^oenzynie j\ Qenyor ogendoe, snort/ uxdnc/neo. endin 
(ACADSB), nuclear gene encoding mitochondrial protein, mRNA 


"NTA/T 001 60R 


xxomo odpienfc) dcyi-v^oenzyme x\ oenyQiogendbe, long cndin yx\\^j\±Ji^, ixiivi > i\ 


XTIVT 00100^ 

1N.1VX \J\J L\jyD 


rxomo bdpiena dcciyi-i^oenzyixie r\. caxooxyidac ueid ^-rvv^/^v^ij j 9 ilissjjs s\ 


"KTA/T 001052Q 
IN lVx_UU 1 u o y 


xiomo sapiens /\iJr-Dinaing cassene, suD-iamiiy j\ ^/\jdv_,i ^, memoer j 


TsTfv/r 00066^ 


XXOIIIO odpiCllo ^T^dllllllOULlLyi dLC dIllllxOU.dXJ.olCldoC ^AD/\ X J 5 IlLiV/lCdl gCllC 

pn^oHiTio 1 mitonlionrlTijil nTotpiTi TnT^"NTA 

vXiv V/U-XJLXK XJLXX tVJV^XXV/XXl-il XcvX lyXWl-V^Xlx, i. 1 JUL Vi. > il. 


NM 001605 


Homo sapiens alanyl-tRNA synthetase (AARS), mRNA 


NM 091 19^ 


TTnmn coni'pric ti crf^n 7 /^(^t A f7r"P7 i mT?"NTA 

XXUI11U OCipidXo VJ cLllLlgdl / ^VJxWJij / 1, llxXvlN^V 


NM 0069Q4 

1 > 1YX V/ V/ V/ -7 7t^ 


XXOIIIO odpiCIlb U Li L3' x O pill 1111, oUUJLdlllliy lllClllUCI .rVJ I^Xj X IN lllXSJ-Nxx 


NM 001812 


Homo sapiens centromere protein C 1 (CENPC1), mRNA 


1NJLVX 


XXOIIIO bdplCIliS UOlC^UlLlIi-LvOIlJ Ugdllllg ClLZ,y II1C XXID LJ VsJJj 1 ^LUL/JlOl7j, IllXvi>/\. 


NM 009590 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 

LldllbCIipL VdridllL Z., IIIXvINztl. 


N~M" 001 1 50 


xiomo sapiens diuenyue oxiudbe i ^/\^j^v i j, mxvi>i\ 


fsnVT 007^96 

INIVX WU / JZ,U 


xxomo sapiens aiapnordbe ^in i\±jr\. j ^cyxoenrome d-j reduciasej i^xyxrv i ^, nuciear 
gene encoding mitochondrial protein, transcript variant S, mRNA 


"NTIVr 00S15R 

1N1VX \J\J+JX*JO 


xxomo sapiens v-aoi /^oeibon nxurine leuKemia virai oncogene nomoiog z v.^g, 
/\oeison-reidieu. genc^ ^jtvdx-vZ^, irdnscnpx variant, a, nixvLN/\ 


NM 004441 


Homo sapiens EphBl (EPHBl) mRNA 


"MA/T 0040&Q 

INIVX UUH-UO-7 


xiomo sapiens aeita sieep maucing peptiae, immunoreactor ^xJoirij, itikin/v 


NM_004077 


Homo sapiens citrate synthase (CS), nuclear gene encoding mitochondrial 

Twc\ fp i ti fnT? TsJ A 

LJXVILdXX, 11XJ-V_L > n 


NM 003890 


Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA 


NM_003582 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3 
(DYRK3) mRNA 


NM_001396 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1 
(DYRK1) mRNA 
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CLAIMS 

What we claim is: 

1. A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 

2. The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides . 

3. The siNA molecule of claim 1, wherein said siNA molecule comprises 
ribonucleotides. 

4. The siNA molecule of claim 1, wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 
comprises a nucleotide sequence substantially similar to the nucleotide sequence 
of the endogenous mammalian target gene or a portion thereof. 

5. The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 19 nucleotides that are complementary to the nucleotides of the other 
strand. 

6. The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 
sense region comprises a nucleotide sequence substantially similar to the 
nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

7. The siNA molecule of claim 6, wherein said antisense region and said sense 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 
region comprises at least about 19 nucleotides that are complementary to 
nucleotides of the sense region. 
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8. The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 
sense region comprises a nucleotide sequence that is complementary to said 
antisense region. 

9. The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 
molecule. 

10. The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

1 1 . The siNA molecule of claim 10, wherein said linker molecule is a polynucleotide 
linker. 

12. The siNA molecule of claim 10, wherein said linker molecule is a non-nucleotide 
linker. 

13. The siNA molecule of claim 6, wherein pyrimidine nucleotides in the sense 
region are 2-O-methyl pyrimidine nucleotides. 

14. The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
2-deoxy purine nucleotides. 

15. The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2 ' - deo xy-2 ' - fluor o pyrimidine nucleotides. 

16. The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5 -end, the 3 '-end, or both of the 5' and 3 f 
ends of the fragment comprising said sense region. 

17. The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

18. The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2'-deoxy-2 ? -fluoro pyrimidine nucleotides. 
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19. The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2 ? -0-methyl purine nucleotides. 

20. The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2'-deoxy- purine nucleotides. 

21. The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate internucleotide linkage at the 3' end of said antisense region. 

22. The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3' end of said antisense region. 

23. The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
molecule comprise 21 nucleotides. 

24. The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3 5 terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 
other fragment of the siNA molecule. 

25. The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2 5 -deoxy-pyrimidines. 

26. The siNA molecule of claim 25, wherein said 2 ' -deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

27. The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

28. The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

29. The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

30. The siNA molecule of claim 9, wherein the 5 5 -end of the fragment comprising 
said antisense region optionally includes a phosphate group. 
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3 1 . The siNA molecule of claim 1 , wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 

5 wherein said siNA molecule comprises no ribonucleotides. 

33. The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

34. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 

10 double-stranded siNA molecule comprises about 21 nucleotides and wherein said 

siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

36. The siNA molecule of claim 31 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

20 38. The siNA of claim 37, wherein said receptor is VEGFR1 . 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PCNA. 

45. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is REL-A. 
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46. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PTP1B. 

47. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BACE. 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHK1 . 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HER1). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

52. Medicament comprising the siNA molecule of claim 1 . 

53 . Active ingredient comprising the siNA molecule of claim 1 . 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 
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Figure 1 
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Figure 2 
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Figure 18 
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SENSE STRAND (SEQ ID NO 903) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

N S N S N S N S NNNNNNNNNNNN N S N S N S (N S N) 
L-(N S N) NNNNNNNNNNNNNNN S N S N 5 N S N 

ANTISENSE STRAND (SEQ ID NO 904) ' ' 

ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 

SENSE STRAND (SEQ ID NO 905) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

. NN,NNNNNNNNNNNNNNNNN(NN) 
L-(NN) NN N N N N N NNNNNN N NNNNN . 

ANTISENSE STRAND (SEQ ID NO 906) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N;N) 

'• SENSE STRAND (SEQ ID NO 907) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

B-N N N N N N N N N N N N N N N N N N N (N N)-B 
L-(N S N) NNNNNNNNNNNNNNNNNNN 

ANTISENSE STRAND (SEQ ID NO 908) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 
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SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 

5'- B-NNNNN NNNN NNNNN NNNNN (N N)-B -3' 
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ANTISENSE STRAND (SEQ ID NO 9 1 0) 
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' SENSE STRAND (SEQ ID NO 911) 
ALL PYRIMIDINES - 2'-FLUORO EXCEPT POSITIONS (N N) 
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ANTISENSE STRAND (SEQ ID NO 912) ' 
ALL PYRIMIDINES = 2'-FLUORO AND ALL PURINES = 2'-0-ME EXCEPT POSITIONS (N N) 



SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 
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ANTISENSE STRAND (SEQ ID NO 913) 
I^ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES - 2'-DEOXY 
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POSITIONS (NN) CAN COMPRISE ANY NUCLEOTIDE, SUCH AS DEOXYNUCLEOTTDES 
(eg. THYMIDINE) OR UNIVERSAL BASES 

B = ABASIC, INVERTED ABASIC, INVERTED NUCLEOTIDE OR OTHER TERMINAL CAP 

• THAT IS OPTIONALLY PRESENT 
L = GLYCERYL MOIETY THAT IS OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR PHOSPHORODITHIOATE 
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Figure 19 
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SENSE.STRAND (SEQ ID NO 914) 

u s u s u s G s u cuuccAuuccA UsUsGsrsJ 
L-r s rAAA cAGAAGGuAAG G s u s A s A s c 

■ ANTISENSE STRAND (SEQ ID NO 915) 
■ SENSE STRAND (SEQ ID NO 916). 

uuuGucuucc Au u c c A uii G TT 
L-TTAA Ac AGAAGGu AAGGuAAc 

■ ANTISENSE STRAND (SEQ ID NO 917) 

. SENSE STRAND (SEQ ID NO 918) 

iB-uuuGuc uuccAuucc A uuG TTAB 
L-r s JAA Ac AG AAGGu AAGGuAAc 

ANTISENSE STRAND (SEQ ID NO 919) 



SENSE STRAND (SEQ ID NO 920) ' 

iB,-u uaGuc uu c c A uu c c AuuG TTAB 
'L-r s raa acagaa'gguaagguaac 

- ■ t ANTISENSE STRAND'(SEQ ID NO 921)/ 
SENSE STRAND (SEQ ID NO 922) 

'iB-uuuGuc u u c c Auu c c AuuG TTAB 
L-TJaaa cagaagguaagguaac 

ANTISENSE STRAND (SEQ ID NO 923) 
SENSE STRAND (SEQ ID NO 920) 

iB-w uu G u c u u c c A u u c c A u u G TT-iB 
L-T s TAAAcA GAA G GuA A GGuAAc 

ANTISENSE STRAND (SEQ ID NO 924) 
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lower case = 2'-0-Methyl or 2'-deoxy-2 , -fluoro; 
italic lower case = 2'-deoxy-2'-fluoro 
ITALIC UPPER CASE = DEOAT 



B = INVERTED DEOXYABASIC 
L = GLYCERYL MOIETY OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR 
PHOSPHORODITHIOATE 
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